o
A B C & DEX DEX + ABA
Col aba2 Mock ABA S
= < Fed
5 _flg22 5 2 5 _flo2 5 M2 S555558s5%
© £ £ £ T £ £ £ ® £ £ £ ® £ £ £ Anti-p44/42 MPK6
SEEE S EEE SEEE $EEE ot 3+ 4 -
b=} i =} = MAPK e e e - — MPK3
5888 5888 5288 5388
Anti-pa4/a2 [ == - -MPK6  Antipad/a2 [ - -—— MPK6 Anti-FLAGl el "..!.I"V'KK“DD
MAPK| = --—FMPKS Mark| == = MPK3 S

Anti MPK6|—-'_MPK6 Anti-MPK6 | S Se—| = MPK6

ANti-MPK3 | s - e @@\ 0K3  Anti-MPK3 | e F-MPKE  Anti-MPK3 | e e i v o @ | — VIPK3
i

Ponceau S|~......- - —---—-l Ponceau Sl - et ponceausl — e - - —— - I

Fig. 1. ABA suppresses MAPK activation. (A) Seedlings of Col and aba2 were treated with flg22 (1 uM) for the indicated time periods. (B) Seedlings of Col were pre-treated with
mock (0.1% EtOH) or ABA (10 uM) for 6 h, followed by flg22 treatment (1 uM) for the indicated time periods. (C) Leaves of 4 to 5-week-old MKK4DD plants were infiltrated with DEX (2
pM) together with mock (0.1% EtOH) or ABA (10 uM) and harvested at the indicated time points. Proteins were detected by immunoblotting using the indicated antibodies. Ponceau S-
stained RuBisCo was shown as a loading control.
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Fig. 2. HAI PP2Cs are responsible for ABA-mediated MAPK inactivation. (A) Seedlings of Col, hail, hal hai2 hai3 (hail/2/3) were pre-treated with ABA (10 uM) for 6 h, followed by
flg22 treatment (1 uM) for 10 min. Proteins were detected by immunoblotting using the indicated antibodies. Ponceau S-stained RuBisCO was shown as a loading control. (B) BiFC analysis
of interactions between HAI PP2Cs and MAPKs. HAI PP2Cs fused to the N-terminal half of YFP and MAPKs fused to the C-terminal half of YFP were expressed in N. benthamiana by
Agrobacterium infiltration. ABI2 was used as a negative control. The pictures were taken at 3 days after infiltration. (Bars: 50 um) (C) HAI1 dephosphorylates MPK3 and MPK® in vitro.
Recombinant MAPKs were phosphorylated by GST-MKK4DD. Phosphorylated MAPKs (500 ng) were mixed with GST or GST-HAI1 (2 ug) and incubated at 30 °C for 1 h. Proteins were
detected by immunoblotting using the indicated antibodies.
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Fig. 3. Pto DC3000 induces HAI1 through coronatine-mediated activation of JA
signaling. (A and B) Leaves of 4 to 5-week-old Col plants were infiltrated with mock
(water), Pto DC3000, Pto AvrRpt2 or Pto AvrRpm1 (ODg,, = 0.001) and harvested at 6
and 24 h after infiltration (A). Leaves of 4 to 5-week-old Col or coil plants were infiltrated
with mock (water), Pto DC3000 or COR-deficient Pto DC3118 (ODgy, = 0.001) and
harvested at 6 h after infiltration (B). The expression levels of HAI1, HAI2 and HAI3 were
determined by RT-qPCR. Bars represent means and standard errors of the log,
expression levels relative to Actin2 calculated from three independent experiments using
mixed linear models. Asterisks indicate statistically significant differences compared to
mock at each time points (*P < 0.05; ** P < 0.01, two-tailed t-tests). (C) Seedlings of Col,
myc2, and myc2 myc3 myc4 (myc2/3/4) were treated with mock (DMSO) or COR (5 pM)
for the indicated time periods. The expression level of HAI1 was determined by RT-
gPCR. Bars represent means and standard errors of the log, expression levels relative
to Actin2 calculated from two independent experiments using a mixed linear model. The
Benjamini-Hochberg method was used to adjust p-values for correcting multiple
hypothesis testing. Two groups not sharing any letters show statistically significant
differences (Adjusted P < 0.05). (D) ChIP-qPCR was performed using the p35S::MYC2-
GFP line. The G box motif located 193 bp upstream of the transcription start site of HAIL
is shown by a tick. Bold gray horizontal lines show the regions amplified by different
qPCR primers. Bars represent means and standard errors of the fold enrichment relative
to YFP-HA plants set to 1, calculated from two independent experiments. Asterisks
indicate statistically significant differences from the YFP-HA plants (P < 0.05, two-tailed
t-tests).
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Fig. 4. HAI1 is required for coronatine-mediated MAPK inactivation and immune
suppression. (A) Seedlings of Col and hail were pretreated with 5 uM COR for 6 h,
followed by treatment with 1 pM flg22 for the indicated time periods. Proteins were
detected by immunoblotting using the indicated antibodies. Ponceau S-stained
RuBisCo was shown as a loading control. (B) Leaves of Col, mpk3, mpk6 and hail
were infiltrated with Pto DC3000 or Pto DC3118 COR- (ODg, = 0.0002). The bacterial
titers at O or 2 dpi were measured. Bars represent means and standard errors of three
independent experiments with at least 4 or 12 biological replicates for 0 dpi or 2 dpi in
each experiment, respectively. The Benjamini-Hochberg method was used to adjust p-
values for correcting multiple hypothesis testing. Statistically significant differences are
indicated by different letters (Adjusted P < 0.05).



ECol Orps2 Msid2 OPto DC3000 M Pto AvrRpt2
HAI1 VSP2 6
*
5 4.5
b b C c
45 4 55 _:E 5

=) = 1

4
1 a 5 b
S 3.5 E 5 4+ I I
£ )
° =
2 34 )
2 =)
g 2.5 4 g 4.5 + —
& 27 3
S 9]
§ 154 S 4,1 |a a la__
o 1]
g 17

051 35 L
0 - Col hail  abi2

Fig. 5. Effector-triggered immunity counteracts the HAIl-dependent
coronatine virulence. (A) Seedlings of the estradiol-inducible AvrRpt2 transgenic
line in Col background or in rps2 or sid2 mutant backgrounds were treated with
estradiol (10 uM) for 6 h, followed by COR treatment (5 uM) for 1 h. The expression
levels of HAI1 and VSP2 were determined by RT-qPCR. Bars represent means
and standard errors of the log, fold change relative to mock, calculated from three
independent experiments using mixed linear models. Statistically significant
differences are indicated by different letters (P < 0.01, two-tailed t-tests). (B)
Leaves of Col, hail and abi2 were infiltrated with Pto DC3000 or Pto AvrRpt2
(OD600 = 0.0002). The bacterial titers at 0 or 2 dpi were measured. Bars represent
means and standard errors of three independent experiments with at least 4 or 12
biological replicates for 0 dpi or 2 dpi in each experiment, respectively. The
Benjamini-Hochberg method was used to adjust p-values for correcting multiple
hypothesis testing. Statistically significant differences are indicated by different
letters (Adjusted P < 0.05).
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Fig. S1. ABA-mediated MAPK inactivation depends on HAI PP2Cs. (A) Wild-type seedlings were treated with mock (0.1% EtOH) or
ABA (10 uM) for the indicated time periods. The expression levels of HAI1, HAI2 and HAI3 were measured by RT-gPCR. Bars represent
means and standard errors of the log, expression levels relative to Actin2 calculated from two independent experiments using mixed linear
models. Asterisks indicate statistically significant differences from the corresponding controls (*P < 0.01, two-tailed t-tests). (B-D) Seedlings
of Col, hail/2/3 and abi2 (loss-of-function abi2-2 mutant) were pre-treated with mock (0.1% EtOH) or ABA (10 uM) for 6 hours, followed by
flg22 treatment (1 uM) for the indicated time periods. Phosphorylated MAPKs were detected by immunoblotting. Ponceau S-stained

RuBisCo is shown as a loading control. Results of three independent experiments are shown (B-D).
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Fig. S2. HAI PP2Cs co-localize with MAPKs. (A-F) Venus-fused MAPKs and tagRFP-fused HAI PP2Cs were expressed together
with p19 silencing suppressor in N. benthamiana by Agrobacterium infiltration. The pictures were taken at 3 days after infiltration.
Bars: 50 um. (A) MPK3 and HAI1. (B) MPK6 and HAI1. (C) MPK3 and HAI2. (D) MPK6 and HAI2. (E) MPK3 and HAI3. (F) MPK6
and HAI3. (G-H) Expression of nYFP-fused HAI1, HAI2, HAI3 and ABI2 and cYFP-fused MPK3 and MPKG6 in the BiFC experiment
shown in Fig. 2B were confirmed by immunoblotting using specific antibodies. Ponceau S-stained RuBisCo is shown as a loading

control.
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Fig. S3. ABA and the Pto DC3000 effectors AvrPto/AvrPtoB suppress immunity though HAlI PP2Cs. (A) Leaves of Col plants were
infiltrated with Pto DC3000 or Pto AAvrPtoAAvrPtoB (OD600 = 0.0002) together with EtOH (0.1%) or ABA (10 uM). (B) Leaves of Col, hail hai2
hai3 and aba2 plants were infiltrated with Pto DC3000 (OD600 = 0.0002). (A and B) The bacterial titers at 2 dpi were measured. Bars represent
means and standard errors of two independent experiments with 16 biological replicates in each experiment. The Benjamini-Hochberg method
was used to adjust p-values for correcting multiple hypothesis testing. Statistically significant differences are indicated by different letters
(Adjusted P < 0.01). Asterisks indicate statistically significant differences of the differences (P < 0.01, two-tailed t-tests). (C and D) Leaves of 4 to
5-week-old Col plants were infiltrated with Pto DC3000 or Pto AAvrPtoAAvrPtoB (OD600 = 0.01) and harvested at the indicated time points.
Immunoblot analysis was performed to detect phosphorylated MAPKs, MPK3 or MPK6. Ponceau S-stained RuBisCo is shown as a loading

control. Results of two independent experiments are shown.
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Fig. S4. COR and JA induces HAI1 directly through MYC2. (A and C) Seedlings of Col were treated with COR (5 uM) (A) or MeJA (100
uM) (C) for the indicated time periods. Mock samples were also harvested. The expression levels of HAI1, HAI2 and HAI3 were determined
by RT-gPCR. Bars represent means and standard errors of the log, expression levels relative to Actin2 calculated from two independent
experiments using mixed linear models. Asterisks indicate statistically significant differences compared to mock at each time points (*P <
0.05; ** P < 0.01, two-tailed t-tests). (B and E) ChIP-gPCR was performed using the p35S::MYC2-GFP seedlings treated with COR (5 uM)
(B) or MeJA (100 uM) (E) for 3 h. Mock treatment was also performed. The G box motif located 193 bp upstream of the transcription start site
of HAI1 is shown by a tick. Bold gray horizontal lines show the regions amplified by different gPCR primers. Bars represent means and
standard errors of the fold enrichment relative to the wildtype plants set to 1, calculated from two independent experiments. Asterisks indicate
statistically significant differences from the wildtype plants (P < 0.05, two-tailed t-tests). (D) Seedlings of Col, myc2, and myc2/3/4 were
treated with mock (water) or MeJA (100 uM) for the indicated time periods. The expression level of HAI1 was determined by RT-gPCR. Bars
represent means and standard errors of the log, expression levels relative to Actin2 calculated from two independent experiments using a
mixed linear model. The Benjamini-Hochberg method was used to adjust p-values for correcting multiple hypothesis testing. Two groups not
sharing any letters show statistically significant differences at each time point (Adjusted P < 0.05).
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Fig. S5. Differential requirements of AREB/ABF and MYC transcription factors for ABA- and JA-mediated transcriptional induction
of HAIL, HAI2 and HAI3. (A-C) Seedlings of Col, arebl areb2 abf3, myc2, myc2/3/4 were treated with mock (0.1% EtOH) or ABA (10 uM)
for the indicated time periods. The expression levels of HAI1, HAI2 and HAI3 were measured by RT-gPCR. (D) Seedlings of Col, arebl
areb2 abf3, myc2, myc2/3/4 were treated with mock (water) or MeJA (100 uM) for the indicated time periods. The expression level of HAI1
was measured by RT-gPCR. (A-D) Bars represent means and standard errors of the log, expression levels relative to Actin2 calculated
from two independent experiments using mixed linear models. The Benjamini-Hochberg method was used to adjust p-values for correcting
multiple hypothesis testing. Two groups not sharing any letters show statistically significant differences at each time point (Adjusted P <
0.05).
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Fig. S6. HAIL is required for coronatine-mediated MAPK inactivation. Seedlings of Col and hail were pre-treated with mock (0.1%
DMSO) or COR (5 uM) for 6 hours, followed by flg22 treatment (1 uM) for the indicated time periods. Phosphorylated MAPKs were
detected by immunoblotting. Ponceau S-stained RuBisCo is shown as a loading control. Results of three independent experiments
with different time-courses are shown.
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Fig. S7. Coronatine suppresses MAPK activation through HAI1 during Pto DC3000 infection. (A) Leaves of 4 to 5-week-old Col or hail
were infiltrated with Pto DC3000 (ODg,, = 0.01) and harvested at the indicated time points. (B) Leaves of 4 to 5-week-old Col were infiltrated
with Pto DC3000 or COR-deficient Pto DC3118 (ODg,, = 0.01) and harvested at the indicated time points. Immunoblot analysis was performed

using antibodies specific to phosphorylated MAPKs, MPK3 or MPK6. Ponceau S-stained RuBisCo is shown as a loading control. Results of
two independent experiments with different time courses are shown.
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Fig. S8. HAI1 is not essential for stomatal reopening by Pto DC3000. Leaf epidermis was treated with mock or Pto DC3000 (ODg,
= 0.2). Stomatal aperture was measured by taking ratio of width and length of approx. 20 stomata 1 h and 3 h after treatments. Bars
represent means and standard errors calculated from three independent experiments using a mixed linear model. The Benjamini-
Hochberg method was used to adjust p-values for correcting multiple hypothesis testing. Statistically significant differences are indicated
by different letters in each genotype (Adjusted P < 0.01).
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Fig. S9. ETI activation counteracts induction of COR-responsive NAC transcription factors by Pto DC3000. Leaves of 4 to 5-
week-old Col plants were infiltrated with mock (water), Pto DC3000, Pto AvrRpt2 or Pto AvrRpm1 (ODg,, = 0.001) and harvested at 6 h
after infiltration. The expression levels of ANAC019, ANACO055 and ANACO072 were determined by RT-qPCR. Bars represent means
and standard errors of the log, expression levels relative to Actin2 calculated from two independent experiments using a mixed linear
model. Asterisks indicate statistically significant differences compared to mock (*P < 0.05, two-tailed t-tests).
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Fig. S10. Phylogenetic analysis of clade A PP2C orthologues. The proteins belonging to the same group as A. thaliana ABI1, ABI2,
HAB1, HAB2, AHG1, AHG3, HAI1, HAI2 and HAI3 (highlighted with red circles) were identified by OrthoMCL. A maximum likelihood
phylogenetic tree was constructed based on the amino acid sequences using the MEGAG6 software.
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Fig. S11. Conservation of transcriptional induction of HAl PP2Cs by ABA and JA in Brassicaceae. (A and B) Seedlings of Capsella
rubella and Eutrema salsugineum were treated with mock (0.1% EtOH) or ABA (10 uM) for the indicated time periods.(C and D) Seedlings of
C. rubella and E. salsugineum were treated with mock (water) or MeJA (100 uM) for the indicated time periods. The expression levels of
HAI1, HAI2 and HAI3 were measured by RT-gPCR. Bars represent means and standard errors of the log, expression levels relative to
Actin2 calculated from two independent experiments using mixed linear models. Asterisks indicate statistically significant differences
compared to mock at each time point (*P < 0.01, two-tailed t-tests).
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-TCCACCAATT- TTATTGAATTAGTTATTGAT- ATCTAAATAAAGTTATT) AGTTGTAGTTT/ \TTGGTAAGGAAAATTT-C
TCACTGAGTAAGAAATAGATTATTGCCACCTGTT————————/ ATTATTTTGAATTATTGGT TGAT AATAAAGTTATT/ ACTTGCAGTTT/ AGAATTTGTAATTGAAACTGAC
AATTGGTATTAGAAATTT-C

AGAGATCTCATGTTATATTAAATGATT- ATTGGTTGAT AAT- TAAGTTGTGA AATTAGTTGTA-TTT) TAAAATGGTAAGGTAAATTT-C

CATAGGAAAATTTGGTAAAAATCTTTAAAATAGAA-———— TTGTAGAGAT/

——TAAATTTCCACAACAAAATTTGGTAAAAATCTATAAAATAAGAGGT TTAGAGATCGCATGTTATATTGCATATGT——AATAAAGTTAATTAGTTGTGA

TTC-CTTTCACCTT/

TAGAACCTGATTGGCGCACGTAACTCTTTCGTATCGCGAT

AATTAGTTGTAGTTT)

TAAATTT-C

AC-GTGTACACGTGGTTAAAATCAA

CTTAAGTAAATATGGT) ATTT) TCAAGGTTC-TTTTCACTTTAGG-CCTGAGTTGTGTTAGAATCTCATTGGCACACSTAACTCTTTCGTATCGATGTTCAGG-AGAAGTAG-ACTAACACGTGTTTGGAATCAACG
CATAACAAAATT T AGGTTC-TTTTCACTTTAGGTTCAGAGTTGTGTTCGGAT TTGATTGGOACACGTAAGTGTTTCGTATCGCGGTTTTAATAGAAGTACCATTTAGACATRTTAACAATCAACG
- TAAAAATCTATT) AAGGTTC-TTTTCACTTTAGGTTCAGAGT TGTGTCCGGATTTGATTGGCACACGTAAGTGTTTCGTATCGCGGT TTTAATAGAAGTACCATTTAGACATATTAACAATCAACG
TGGTAAAAATCTT TTAGAG/ AAAGGTTCTTTTTCAGTTTAGG-TCTGAGTAGTGTTAGACT TTGATTGGTGCACGTAAGTGTTTCGTATCGCGATTTAGG-AGAAGTACGTTTT) TCAA
TCGTAMAATCT) TTTAGAGA TCAAGGTTC-TTTTCACTTTAGG-TCAGAGTTGTGTTAGAATTTGATTGGCACACSTAAGTGTTTCCTATCGOGAT TTAGG-AGAAGTACCATT-ACACGTGGCTAARATCAACG
GTCAAGATT AGA X TTCAAGAA TCTTCCATT———~CTTCTAGATTTGAGTTTT———TTTTTT-—GTATCTGCCCGTTC—AAGTCTCGGOCAG—-CTGOCCGTAA-~ATAMAGA
GTTACGATTTCTTCGTCCAGATAGAGGAGCAAT T TCTTCCTTG——~CTTCTTCATTTGAGTTTTTTTTTTTTTTT-—AARTCTGOCCGTT TGOCCGTTA--ATAMAGA
GTCAAGATTATT \TAGAGGT( T/ i TCTCTTCTTCTTCATTCTTTCCTTCATTTTGATTTT-TTGGAGTTTTTGGTGATCTGCCCGTTT-ATAGTT [AAAGA:
GTCAAGATTATT TAGAGGTGCGAT) 4 TCTCTTCTTCTTCATTCTTTGTTTCATTTTGATTTTTTTGMGTTTTTGGTGATCTGOCCGTTT-AAAGTT
GTCAAGATT AGGAGCGAT/ T TCTCCTCTTCTTCA———TTCCTTCATTTTGATTTT——GAGTTTT TGOCCGTAATATAMAGA
GTCAAGATTTCT TAGA T/ T GATCTGCOCGT ARAGA
GGAMATTTTTTTATTTTTATATCTTAT —CGTACTATA-AATGCTTCCATGOCCAGCCTTGTTTAAGCTTCTCTCCT
GGACGTTTTAT-——~TTTATATCTTC ~TCTATTATATARAGCTTCCATGCCCAACGTTGTTTAAGSTTCTCT
TGATTTTTTATTTTATTTATATCTTCTGGTGAACGAAGCTAATAT——AAGCTTCGATGACTAATCTTGTTTAAGCTTGTCTCT TCAGTAGTTTTTATTTT:
TGATTTTTTATTTTATTTATATCT AATAT-—-AAAGCTTCCATGGCTAATCTTGTTTAAGCTTCTCTTCTTCTGTTCTCTCTT TCAGTAGTTTTTTTTTTATATTTATTTTTGGTCCGGG
TGA--TTATATT-TATTTATATCT ATAT:
TGA-—TTTATT-TATTTATATCT TAATAT.
TTAACTAACACAAAAT- ANGTTTTTAACTAACGTAATGGGATTTCTTTAGGATATTAAATAAGATAATTAAATTTGGTGATTAGACACATATARTTTTATCTTTAA ANTTTGA ARACAAA
TAATGGGATTTATTTAGGATATTAAATAAGATAATTAAATTTGGTGATTAGACACACATAATTTTATCTTTAA ACAATTTGAA AMCAAA
~—-GACCTAATTTAGCTCAAATCAAGGTT TT TITAM TITAT T-—CTTTCATCTT T
AGTCTTGAAAAGTTGACCTAATTTAGATCAARTTAAGGTTAAGTACAATAAAAAT TTAAGTAACGTAATGGGATTCTTTAAAATTAAAAAA-———~TCGTTGATT- AGATAGAT-—ATTTTATCTTT/ TTTGGA A
——~GCTAATTTAGATCAAATTAAGGTTAACT TTAACTAACGTAATGGGATTTTTTTARATTATAATA———TCG-TGATTAAGAATTTAAGATAGAT—CTTTTATCTTT TTTGGA A
AGGGTCT TCGTCTCT TACATTTTCATTGGTCCACGTT T TTGTAGATCGTATAGTGACTAGAA TTTTTATCTTT-G
AGRGTCTT TACATTTTCATTGGTCCACGTT T6CTT) TTCTAGATCGTATAGTGACTARAA TTTTTATCITTCT
AAGGTCT TECTTCTT TCAATTCTCATTGGCCCACGTTTATCTCAT T ul TCAG-A TAA-T.
Tl TCCTCTTT—-CCCTTCTGTTCAATTTTGATTGGGCCACGTATATCTCCT T T \TCT) il
AAGGTCTTCCTGAGA TeoTCeT TGOCTTGTCATTGGGCCACGTATATCT T TTCTAGATACTATAGTGACCAG-A
AAGGTCTTCCTGAGAAT TCGTCTTT TGCATTTTGATTGGTCCACGT TGOTT TTGTAGAGACTATAGTGACCAG-A
T Y/ u AAMAGATTTTTT AGAAANAT y/ TAATTTTGAAM A TTTAAAAATGTATTTGTGAAGCGGTAGG-CGOGT
TTTTTCAGACACAAGACCAATACGTCACGG———TTTTGTGTAAAAAGATTTTTT ARAMATI T AMMACGAATTTAAAAATGTATTTGTGAAGCGGTAGG-CGCGTGR
TA-TIT T-AGAGT-AMAGA-—TTTTTTTMGACAGA T AMAGTTAAAAAGTGA TTTGA AAAAGGAATTTTTAARATGT-TT-ATGAAGCGGTA T
T Y/ TT-AMAGT- TTTIT AMAATI TTAAMAGTAA TEAAA AGAAAAA-GAATTTTAAAATGT-TT-GT T T
TAATTT T-AGAGTARAAGA-—TTTTTTGMGGCGGA ARAMATI ARAGTTAMAAGTAA T TITAAMATGT-TT, AGGCCGCAT—-

TAGTTTAGACACAAGACCAATACGTCACGTCG-

TTAAGAGT-—AAGA—

TTTTTT

ATCTGAAAAATCAAAGTTAAAAGTAA

TTTAAAATGT-TTTGTGAAGCGGTAGG-CGCGT—

GGGTATATAAAT-GGTAACACCTTTGTAACGTGT
GGGTATATAMAT-GGTAAGACGTTTGTAACGTGTARA TTTTATTCATTTGCATGGTCTAA
GGG-GTAT ACCTTGTAACGTGT-AAGGATGATA-~TTTATTGAATCA
G6G—-TATAMAT—-GCT TGTAACGTGT-ACCGATGATA-~TTTATT A ATTCGACTTCTTCTTT TTTTTATITT TTAMATT
GGGTATATAMAT TTTGTAACGTGT-AACGAT-
GGGTATAT TTTGTAACGTGT-AACGAT-
TTTTATTTTTATTT TATTCAG
TTTGAAAAGTAAACAT AATTAATTTGACCCCAAAAARAGTARACGT-AATTTATATCCAAAGTTAGGTTT-——
ATATAAAGCARAGAT- ANTTTAGGTTAT—
TAAAGTATCGCACTAMAGCTTGTTAGGTTTATATAAAGCAAACAT———— ARTTTAGGTTAT——
TTATATTTGCGATGAT AATATAAAAATTCAGATATAAGT TTATTAAGGTTTTCTTTGTTAACGTGTTT TAAATTATTAGCACTAAACTTGTTAGGTTT-~TGAAAGTAAACACTGATTT/ TAGGTTAT—-
ACTAAGCTTGTTAGGTTT-~TGAAAGTAAACATTAGTTTATATGTAMGTTAGGTTATTG
G TAATCAAATACG-AAGTTTAACGTAGTGAAATTCATTTTAGGTATTAAAATACAG-TAT ATT TICT TTGOTCTAA————-ATCTTCCTGTCCTATTTTCATTG
~ATATGAAATCAAATACG-AAAACTAACGTGATGAAATTCCTCAAGT-TATT-AAT TTAAT TCT TAT TACTTT ATTTAATTG
TTATGOAA-CAAATATGAAARACTAACGTAA ATTTTAAAAT TACAT ACGTACGACTAA 7 TAG--AACTTCCTATGT TIGATTG
TTATGTAA-CAAATATGAAAAACTAACGTAA ATTTTAAAAT TACAT ACGTACGACTAAAA T \TTAG—AACTTCTATGT TeoT TIGATTG
10 TACGTAATGAAAT TATTTAAATACAG-AAA TACCT TIGATTG
ATCA TG-AAAACTAACGTAATGAAAT ATTTAMA et TTGATTG
TAGTTCGTGACG-CTTACGTGGCTTATTTTTTAA TTARAACATT TCTTAMAAGTAA AG-TTT) TGTGTAT
TTGTTCOCGATT-CTTAAGAAMAGCTT- 7 ATTTATAAATTTTAAATTAG-TGTCTGAAGAGGCAGAGTTCGTGTATA
TACTGACA-CTTACGTGAA, TATTTTT TTTATAATTG-TT TTGTTTATA
K TACTGACA-CTTAGGTGARATATTATTTTT TAGTAGAAA TTTTATAATTGTTT TTTGTGTATA
TeT TCGATACTGACGCCTTAGGTGGATTAGTTTTT TTATAGAAAGAA TITAMATTG-TT TTTGTGTATA
GACCACGAATCTCG—-CACTCGTTACTGACG-CTTACGTGGATTATTATTT/ TTAAAAATTG-TT TTGTGTATA
———————————— ANCGTGT TATTGTGTTCAATTGATTCGTTTCGTAGT——~CTTTCTTCAGGTGC-AAGTAA————CCTARACAGCATTCAACTTTTTATTT-—GTTGATCGGAGARACAGTTTCTTGTT
A ANCGTGT TGACATTATTGIT TIGTGAGTTT-~TTTTCTTTT AGTA TTTTGTTGTTCGAMA
A TTTC-TTTT) ACAACACCTAAAACAGGATTCAACGTTAC-TTG——
ARATAGAG-TGCGAGT- TGTAACGTGT ATGACATTATT-TCTCTATTTGAATGGTTCATGAGTTTCTTTTTAT ACAACACCTAAAACAGGATTGAACGTTAG-TT!
AMATAGAGAATGCAAGT- ANCGTGT. TGACATTATT-TCTCAAATTGAATGGTTTTCGAGOAT-~TTTTATT
AAT/ A \CGTG TAT TGTTTATATGAGT-~TTTTATT) A AGATTCAACAGTTC-TTG——AAA TTTGTTCT
CTTCTTGATTTGAAAAGAAA ANGAGATCGA T
ACAAAAAATCOAGTT T
AATTGACGTGATCGGAGTTTTTAGTTTTTGTTTGTTCTTTTCGAT
AT ATTGACGTGATCGAGTTTTTAGTTTTTGTTTGTTCTTTTCGAT
TCTTGAAAT) \TCCATT TTTAGGTTTATTTT ———GA

Fig. S12. Alignment of HAI PP2C promoters of Brassicaceae species. The 500 bp upstream of the
transcription start sites were aligned using MUSCLE. The CACGTG G box motif is shown in bold red
letters ,and the ACGTG core ABRE motif is highlighted in yellow. (A) HAI1 promoter. (B) HAI2
promoter. (C) HAI3 promoter.



