	Typing method
	Number of studies (N=32)
	Reference(s)

	PFGE
	20
	Breathnach et al. (2012), Snitkin et al. (2012), Tofteland et al. (2012), Seara et al. (2015), Wendel et al. (2015), Wong et al. (2011), Podnos et al. (2001), Yomoda et al. (2003), Stjarne Aspelund et al. (2014), Kotsanas et al. (2013), Kouda et al. (2010), Pena et al. (2003), Majumdar et al. (2004), Pitten et al. (2001), Wang et al. (2003), Ambrogi et al. (2015), Landelle et al. (2013), Vergara-Lopez et al. (2013), Kaiser et al. (2012), Colins et al. (2005)

	Resistance gene PCR
	8
	Knoester et al. (2014), Seara et al. (2015), Wendel et al. (2015), Betteridge et al. (2013), Kotsanas et al. (2013), Kouda et al. (2010), Leung et al. (2013), Odom et al. (2014)

	MLST
	5
	Tofteland et al. (2012), Seara et al. (2015), Hong et al. (2012), Wendel et al. (2015), Leitner et al. (2015)

	Rep-PCR
	4
	Snitkin et al. (2012), Leitner et al. (2015), Betteridge et al. (2013), Stjarne Aspelund et al. (2014)

	Plasmid/MGE profiling
	3
	Tofteland et al. (2012), Betteridge et al. (2013), Yomoda et al. (2003)

	RAPD
	2
	Wong et al. (2011), Podnos et al. (2001)

	AFLP
	2
	Knoester et al. (2014), Bukholm et al. (2002)

	VNTR
	2
	Durojaiye et al. (2011), Breathnach et al. (2012)

	REA
	1
	La Forgia et al. (2010)

	WGS
	2
	Ito et al. (2015), Snitkin et al. (2012)

	Antimicrobial susceptibility profile only
	1
	Biswal et al. (2014)


Table 4. Bacterial strain/mobile genetic element typing methods


Abbreviations: PFGE, pulsed-field gel electrophoresis; PCR, polymerase chain reaction; MLST, multi-locus sequence typing; Rep-PCR, repetitive element sequence-based PCR; MGE, mobile genetic element; RAPD, random amplification of polymorphic DNA; AFLP, amplified fragment length polymorphism; VNTR, variable number tandem repeat; REA, restriction enzyme analysis; WGS, whole genome sequencing.
Note: some studies used multiple methods so categories are not mutually exclusive.
Note: one study did not perform any typing (Dewi et al. 2013).




