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Abstract

Background: The human gene coding for apolipoprotein E is polymorphic, and the APOE 

s4 allele has been associated with less favourable outcome after acute brain injury 

including traumatic brain injury (TBI) and subarachnoid haemorrhage (SAH). 

Experimental studies identify key roles for apoE in the central nervous system such as the 

scavenging and recycling of lipids for cellular maintenance and repair and formation of 

cerebral amyloid aggregate. Human in-vivo evidence supporting the concept that apoE is 

involved in the response of the brain to acute injury is sparse. Objectives: This study tests 

the hypothesis that apoE is involved in the response of the human brain to injury, and this 

role is reflected by changes in cerebrospinal fluid (CSF) apoE concentration after brain 

injury which correlate with injury severity and outcome. In addition it was hypothesised 

that changes in apoE concentration would be paralleled by changes in the composition of 

CSF lipoprotein particles (Lps) of which apoE is a major component. Lastly, apoE is 

reported to chaperone amyloid-beta peptide (AP), therefore we hypothesised that alteration 

in CSF apoE after brain injury would parallel alterations in Ap. Methods: Enzyme linked 

immunosorbant assay (ELISA) was used to determine the concentration of apoE, Ap, 

S100B and Tau (as surrogate markers of brain injury) in CSF from TBI and SAH patients 

and a non-brain injured control group. Lipoprotein particles were isolated from CSF using 

size exclusion chromatography and characterised in relation to cholesterol, phospholipid, 

apolipoprotein E, and apolipoprotein AI composition. Injury severity was determined using 

the Glasgow Coma Score, and clinical outcome using the Glasgow Outcome Score. 

Results: Compared to controls there was a sustained decrease in the concentration of apoE 

in the CSF after TBI and SAH which was paralleled by a depletion of apoE containing 

lipoprotein particles. Furthermore, CSF Ap also decreased, and the decrease correlated 

with injury severity and clinical outcome. In contrast the levels of S100B and Tau in brain 

injury CSF was substantially elevated. Conclusion: Despite the likely leakage of plasma 

apolipoprotein E into the subarachnoid space at the time of brain injury, apoE in the form 

of LpE is cleared from the CSF within days of injury. In addition, indirect evidence 

suggesting apoE-Ap interactions in-vivo support the concept that apoE may form insoluble 

aggregates with Ap soon after brain injury. The finding that these alterations in the CSF 

correlate with injury severity and outcome provides novel indirect in-vivo evidence that 

apoE is important to the response of the human brain to injury.
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1 Introduction

Traumatic Brain Injury (TBI) and spontaneous Subarachnoid Haemorrhage (SAH) are two 

conditions commonly encountered in neurosurgical practice. There is considerable 

variation in clinical outcome for patients with these conditions even after accounting for 

injury severity, suggesting that other unidentified factors influence recovery. The 

possibility that genetic factors influence the recovery after TBI and SAH recently found 

preliminary support from studies associating possession of the APOE e4 allele with 

unfavourable outcome. (Niskakangas et al. 2001; Teasdale et al. 1997) Although, 

evidence from post mortem and experimental brain injury studies support the concept that 

apolipoproteinE (apoE indicates protein; APOE, gene) plays a key role in the response of 

the brain to injury, in-vivo evidence in humans is lacking. This thesis presents indirect in- 

vivo evidence from the analysis of cerebrospinal fluid (CSF) that apoE is involved in the 

response of the brain to injury. This chapter discusses TBI and SAH, the response of the 

brain to injury, apolipoprotein E, and the utility of CSF analysis for investigating acute 

brain injury.

1.1 Traumatic Brain Injury and Subarachnoid Haemorrhage

1.1.1 Definitions of TBI and SAH

1.1.1.1 TBI

TBI refers to brain injury resulting from trauma. Haemorrhage into the subarachnoid space 

may be a consequence of TBI, and is the commonest cause of secondary/non-spontaneous 

SAH. SAH secondary to TBI is often referred to as tSAH and is not to be confused with 

spontaneous SAH discussed below.

1.1.1.2 SAH

SAH, usually due to rupture of an intracranial aneurysm, is a spontaneous event, which 

results in haemorrhage into the subarachnoid space. Often the haemorrhage extends 

beyond the subarachnoid space into the ventricular system and brain parenchyma. 

Occasionally SAH is limited to the brain parenchyma with relatively little haemorrhage 

into the subarachnoid space.
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1.1.2 Epidemiology and aetiology of TBI and SAH

1.1.2.1 TBI

In the UK, there are estimated to be at least 1 million patients presenting to hospital each 

year following head injury, representing 10% of all patients attending Accident and 

Emergency (A&E) departments. Approximately 90% of these patients have minor 

(Glasgow Coma Score, GCS 15-see table 1) or "mild" (GCS 13-15) head injury, and 5% 

have moderate (GCS 9-12), and 5% severe (GCS 3-8) head injury. (Kay and Teasdale, 

2001) Approximately 20% require admission for observation, and less than 5% are 

transferred to neurosurgical care. It is estimated that 30-50% of trauma deaths are due to 

TBI accounting for 1-2% of all deaths of all causes. Importantly TBI accounts for 20% of 

deaths occurring between the ages of 5 and 45 years, in which group injury is the leading 

cause of death. Most head injuries result from a fall (40%) or an assault (20%) but most 

serious injuries follow a road traffic accident (RTA). These account for 58% of deaths and 

approximately one third of those transferred to neurosurgical care. (Teasdale, 1995) The 

population of patients in the regional neurosurgical unit tends to be a selected group with 

injuries at the more severe end of the spectrum, though differences exist due to variation in 

the criteria for transfer. In addition Geographical variations in aetiology exist within the 

United Kingdom (UK) and continental Europe, and between the European and American 

continents. A study of patients with severe head injury, admitted to four neurosurgical 

units in the UK, found that 22% of patients fell under the influence of alcohol in Glasgow 

compared to less than 10 % in Southampton, and that RTA accounted for less than 50% of 

the admissions to the Glasgow unit but nearly 70% in Southampton. (Kay and Teasdale, 

2001; Murray et al. 1999) In 1999 the European Brain Injury Consortium (EBIC) 

published the findings from a survey of more than one thousand severely and moderately 

head injured patients admitted to sixty seven neurosurgical units in twelve European 

countries. (Murray et al. 1999) This survey found that the proportions that were injured as 

a vehicle occupant ranged from 11% in the UK up to 48% in the Benelux countries. In 

Spain only 1% of patients admitted to the neurosurgical unit had fallen under the influence 

of alcohol compared to 33% in Scandinavia. Gunshot wound to the head is uncommon in 

the UK and Europe in contrast to the United States of America (USA). These differences in 

aetiology and severity of injury, and the patterns of transfer to neurosurgical care, must be 

borne in mind when considering the relevance of findings in one unit to other units. Many 

of these injuries are avoidable occurring in risk taking young males with impaired 

judgement due to excessive consumption of alcohol.
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SAH, mostly from rupture of an intracranial saccular aneurysm, accounts for only 3% of 

strokes and 5% of stroke deaths, but 25% of life years lost through stroke. (Johnston et al. 

1998) The estimated overall incidence rate is 10.5 (95% Cl: 9.9-11.2) per 100,000 life 

years. (Linn et al. 1996) The reported incidence of SAH is higher in Finland (22/100,000 

patient years; 95% Cl: 20-23) and Japan (23/100,000; 95% Cl: 19-28). Women have a 1.6 

(95% Cl: 1.5-2.3) times higher risk than men, and black people have twice the risk of 

white people. (Broderick et al. 1992; Linn et al. 1996) The average age of patients with 

SAH is lower than for other types of stroke, peaking in the sixth decade, but higher than 

those with TBI. (Lanzino et al. 1996; Longstreth et al. 1993) Modifiable risk factors for 

SAH include smoking, hypertension, amphetamine/cocaine abuse and heavy alcohol 

consumption (Odds ratios of 2 - 3). (Teunissen et al. 1996) An important, but non- 

modifiable, risk factor is the familial predisposition to SAH such that 5-20% of patients 

with SAH have a positive family history. (Schievink, 1997) First degree relatives (parents, 

siblings, children) of patients with SAH have a three to seven fold increased risk, whilst 

second-degree relatives (grandparents, grandchildren, aunts, uncles, nieces, nephews) have 

a similar risk to the general population. (Bromberg et al. 1995; Gaist et al. 2000; 

Schievink, 1997) In addition, a small minority of patients with SAH have inherited 

connective tissue disorders. The commonest of these is Autosomal Dominant Polycystic 

Kidney Disease (ADPKD) and is found in 2% of all patients with SAH. (Schievink et al. 

1992) Other rare genetic disorders associated with SAH include Ehlers Danlos disease IV 

and Neurofibromatosis type I. (Schievink et al. 1990) Saccular aneurysm rupture accounts 

for 85% of spontaneous SAH. It is largely unknown why some adults develop aneurysms 

at points of arterial bifurcation and most do not. The idea that a tunica media defect allows 

the inner layers to bulge through has fallen from favour recently as these defects are 

equally as common in vessels without aneurysms and are strengthened by densely packed 

collagen fibrils. Furthermore they are found in the fundus of the aneurysm, not at the neck. 

(Finlay et al. 1998; Fujimoto, 1996; Stehbens, 1989) The current hypothesis is that risk 

factors such as smoking and hypertension result in acquired local thickening of the intimal 

layer (intimal pads) proximal and distal to the vessel branch point producing decreased 

elasticity, increasing the strain on more elastic portions of the vessel, (van Gijn J. and 

Rinkel, 2001). SAH not due to saccular aneurysm rupture is due to perimesencephalic or 

prepontine haemorrhage in 10% of cases and rare conditions (e.g. transmural arterial 

dissection, arterial-venous malformation, dural arterio-venous fistula, septic aneurysm, and 

pituitary apoplexy) in the remaining 5% of cases.
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1.1.3 Assessment of Injury severity
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1.1.3.1 TBI and the Glasgow Coma Scale

The Glasgow Coma Scale (GCS) is the internationally recognised measure of impaired 

consciousness. Prior to the development of this scale in 1974, impaired consciousness was 

described using terms such as comatose, stupor, obtunded, drowsy and delirium. 

Inconsistency in the definition and interpretation of these terms made assessment of 

recovery and deterioration for individual patients difficult and made meaningful 

comparisons of different patient cohorts difficult limiting their value for research purposes. 

In contrast the GCS is a simple robust method for describing the level of consciousness 

which can have a consistency as high as 97%. The Glasgow Coma Scale enables simple 

description of a patient's responsiveness in terms of best motor response, verbal response 

and eye opening. Each of these is then stratified according to increasing impairment. The 

GCS grades patients according to three scales, which are summed to give a total score 

ranging from three to fifteen. The Glasgow Coma Scale is an artificial index obtained by 

adding scores for the three responses. The GCS scoring system is summarised in table 1. 

This score can be used as a single figure summary for purposes of head injury 

classification, but contains less information than separate descriptions of the three 

responses. Hence the Scale, not the Score, should provide the basis for monitoring and 

exchange of information about individual patients. The motor scale awards six points for 

obeying commands, five for localising a painful stimulus, four for "normal" flexion, five 

for "abnormal" flexion, two for "extensor posturing" and one for no motor response. In the 

first description of the scale the motor response had only five options with no demarcation 

between "normal" and "abnormal flexion". The inclusion o f " abnormal flexion" to give a 

six point motor response, and a total score of fifteen, adds little to the monitoring of 

individual patients but is relevant to prognosis. The verbal scale awards five points to the 

patient who is orientated in time, place and person, four if speech is confused, three for 

inappropriate unsustained speech, two for incomprehensible sounds and one for no verbal 

response. Spontaneous eye opening is awarded four points, eye opening to speech three, 

eye opening to painful stimuli two, and no eye-opening one point. (Teasdale and Jennett, 

1974; Teasdale and Jennett, 1976; Teasdale et al. 1978)
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Table 1 The Glasgow Coma Score

Feature Scale Score

Spontaneous 4

Eye To Speech 3

Opening To Pain 2

None 1

Orientated 5

Confused 4

Verbal Words (inappropriate) 3

Response Sounds (incomprehensible) 2

None 1

Obeys Commands 6

Best Localises Pain 5

Motor Flexion Normal 4

Response Flexion Abnormal 3

Extends 2

None 1

Total Coma "Score" 3-15
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Despite extensive studies supporting the repeatability, validity, and other clinimetric 

properties of the GCS, as few as 30% of doctors making neurosurgical referrals may be 

fully conversant with its use. (Morris, 1993) The motor scale alone has almost as high 

predictive value as the total GCS, thus the GCS is still useful if eye-opening or verbal 

response cannot be assessed e.g. due to facial trauma. The timing of assessment of 

conscious level is important as this may be influenced by the presence of sedatives, 

intoxication, hypoxia and hypotension. The increased use of pre-hospital sedation and 

intubation complicates the early assessment of injury severity using the GCS. (Marion and 

Carlier, 1994) The GCS does not take account of other correlates with injury severity such 

as the reactivity of the pupils to light, the oculocephalic response, and physiological 

parameters.

1.1.3.2 The World Federation of Neurological Surgeons Severity Scale for SAH

Severity of brain injury after SAH is also based upon the assessment of consciousness level 

graded using the GCS. In addition the grading scale of the World Federation of 

Neurological Surgeons (WFNS) includes an assessment of the presence or absence of focal 

neurological deficits as summarised in table 2. (Teasdale et al. 1988) Though poor 

neurological condition after SAH may be due to global ischaemic damage secondary to 

raised intracranial pressure from the haemorrhage, potentially reversible factors such as 

hydrocephalus, intracerebral or subdural haematoma also contribute to the impairment of 

conscious level.

1.1.3.3 Radiological assessment of severity of TBI

The computerised tomography (CT) scan is currently the means by which the nature, 

distribution and severity of brain injury is assessed after trauma providing satisfactory 

imaging for immediate management decisions. The Marshall CT classification is often 

used to categorise the various radiological manifestations of TBI for the purposes of 

clinical research. This is summarised in table 3. Even after combining the CT scan 

appearance with clinical information such as age and motor score from the GCS, survival 

is correctly predicted in less than 40% of cases. Further limitations of CT classification of 

TBI relate to the dynamic nature of brain injury and the time elapsed between injury and 

investigation, coupled to the relatively poor resolution of the technique. Thus when the 

initial scan shows diffuse injury, without swelling or shift, approximately one in six 

patients will have evidence of a mass lesion on a later scan, and will have increased risk of 

unfavourable outcome. (Marshall et al. 1992; Servadei et al. 2000)
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Table 2 The World Federation of Neurological Surgeons Grading of SAH

WFNS grade of SAH Glasgow Coma Scale total Score

I 15

II 13-14 no focal deficit*

III 13-14 with focal deficit

IV 7-12

V 3-6

*Cranial nerve palsies are not considered a focal deficit 

WFNS: World federation of Neurological Surgeons 

SAH: Subarachnoid Haemorrhage
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Table 3 Radiological assessment of severity of TBI

Grade Classification CT findings

1 Diffuse injury Intracranial pathology not visible on CT scan

2 Diffuse injury

a) 1 only

b) 2 unilateral

c) Bilateral

Cisterns present with shift of 0-5 mm, 

lesion present, but no high or 

mixed density lesion >25 cc.

May include bone fragments 

and foreign bodies.

3 Diffuse injury + swelling Cisterns compressed or absent, 

shift of 0-5 mm, no high 

or mixed density lesion >25 cc

4 Diffuse injury + shift Shift of >5 mm ,

no high or mixed density lesion >25 cc

5 Evacuated mass lesion

a) Extradural

b) Subdural

c) Intracerebral

d) >/= 2 lesions

Any lesion surgically evacuated

6 Nonevacuated mass lesion

a) Extradural

b) Subdural

c) Intracerebral

d) > 2 lesions

High or mixed density

lesion >25 cc,

not surgically evacuated
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1.1.3.4 Radiological assessment of severity of SAH
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The Fisher grading system is often used to categorise radiologically the quantity of blood 

seen on the CT scan after SAH, for the purposes of clinical research and audit. The Fisher 

grading system for blood load on CT scan is summarised in table 4. The Fisher grade is 

reported to correlate with clinical outcome, and the development of vasospasm, but is 

renowned for poor inter-observer agreement. (Fisher et al. 1980)

Table 4 Fisher CT scan radiological grading system for SAH

Fisher group Blood on CT

1 No SAH detected

2 Diffuse or vertical layers <1 mm thick

3 Localised clot and/or vertical layers>lmm thick

4 Intracerebral or intraventricular clot with diffuse or no SAH

CT: computerised tomography 

SAH: Subarachnoid Haemorrhage

1.1.3.5 Classification of Clinical Outcome

Since it was described in 1975, the Glasgow Outcome Scale has become the most widely 

used method to summate the wide range of different sequelae of brain injury into a single 

overall method of classification of outcome. (Jennett and Bond, 1975) There are five 

grades to the scale: dead, persistent vegetative state, severe disability, moderate disability, 

and good recovery. The GOS is assessed six months after TBI. When assessment is 

performed three, six and twelve months after injury it is apparent that some patients 

(particularly those with severe disability at three months) improve supporting the concept 

of late recovery. From the European Brain Injury Consortium (EBIC) survey of 481 

patients not obeying commands after TBI, less than 50% had a favourable outcome six 

months after injury. (Murray et al. 1999) The GOS is often assessed three months after 

SAH. The average case fatality rate after SAH is approximately 50% ranging from 32 -
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67%. Approximately one third of survivors remain dependent and less than one third have 

no reduction in quality of life, (van Gijn J. and Rinkel, 2001) The GOS has proved 

acceptable in many parts of the world, in particular for describing the outcome in cohorts 

of patients, but there have been reservations about its reliability, sensitivity, validity, and 

relevance. These result in part from the original description having not provided explicit 

criteria for distinguishing between different outcome categories. As a consequence the 

outcome could be assigned variably, between observers. Moreover the problem could be 

compounded by inconsistencies in the method used to obtain information (e.g. face to face 

interview, telephone interview or postal questionnaire) and in the timing at which outcome 

is assessed. An extension of the original 5-category scale into an 8-category scale (GOSE) 

was described to improve discrimination but this was offset by less consistency in 

allocation. Recently, a structured interview based on a questionnaire has been developed to 

improve reliability of classification of outcome. Careful studies showed that the structured 

approach improved reliability and that a high level of consistency achieved by all methods 

of obtaining information. Furthermore, the classification produced by the structured 

assessment of the Glasgow Outcome Scale showed strong correlation with the results of a 

wide range of neuropsychological tests and with the findings of generic assessments of 

health and quality of life. As a consequence, the GOS remains a valuable ‘overall’ index, 

of particular use in classifying outcome in studies involving large cohorts of brain injured 

patients. Much experience supports the use of the GOS in studies of outcome after a severe 

TBI. (Pettigrew et al. 1998; Teasdale et al. 1998; Wilson et al. 1998; Wilson et al. 2000) 

More recently application of the GOS to survivors of so called mild TBI has challenged the 

assumption that most survivors are free of sequelae. A recent study of 3,000 adults with a 

head injury in Glasgow, confirmed that 90% had a GCS of 13-15 when they arrived at 

hospital. Follow-up of a representative cohort confirmed that the majority (78%) of 

survivors of a severe head injury were either moderately or severely disabled but produced 

a surprising finding that disability was also common in survivors of a moderate (54%) and 

mild (51%) head injury. In accord with this finding, reports of various specific problems 

were found to be frequent in patients with a mild injury, 79% of whom had persistent 

headache, 59% memory problems and 34% were unemployed. (Thornhill et al. 2000) The 

findings of this and similar studies questions the categorisation of patients admitted to 

hospital who have lost consciousness but recovered to a GCS of 13-15 as a mild injury. 

(Pettigrew et al. 1998; Teasdale et al. 1998) Patients with so-called mild and moderate 

TBI may represent a previously under-investigated subgroup that may potentially benefit 

from neuroprotective measures. Furthermore, the possibility that so called mild or
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moderate injury may accelerate chronic neurodegeneration has not been conclusively 

investigated.

1.2 The response of the brain to injury

1.2.1 Classification

Evidence from experimental brain injury, and the all too frequent observation that after 

acute brain injury patients "talk and die", support the concept that brain injury stimulates a 

complex dynamic cascade of events which culminate in an accumulative burden of 

neuronal loss greater than that resulting from the initial injury. Thus damage occurring at 

the time of injury is referred to as primary injury, and that resulting from the cascades 

unleashed by the injury is referred to as secondary injury. More recently the concept of 

tertiary injury has emerged, which refers to the immunological and inflammatory changes 

in response to the primary and secondary injury. Neuroprotective strategies targeted at 

ameliorating secondary injury, though successful in experimental brain injury, have not 

translated to improved outcome after human brain injury. (Graham et al. 1995; Graham et 

al. 2000; Teasdale and Graham, 1998)

1.2.2 Primary injury

Primary injury results from the physical effects of tissue strain. Though tissue strain occurs 

after SAH due to raised intracranial pressure, brain shift and intraparenchymal 

haemorrhage, the effects have been more extensively characterised in experimental TBI. 

Tissue strain is the final common pathway for the forces of inertia and/or contact resulting 

from TBI. Contact may result in scalp laceration, skull fracture (and possibly extra-dural 

haematoma), cerebral contusions/laceration and intracerebral haematoma. Rapid 

acceleration or deceleration may result in forces of inertia causing subdural bridging veins 

to tear (and subdural haematoma formation) and widespread damage to white matter. 

Slower rates of tissue deformation tend to be tolerated better than rapid loading. Thus static 

loading, where the force is applied relatively slowly (more than 200 milliseconds) may 

only result in multiple comminuted skull fractures with little underlying brain injury. More 

commonly loading is dynamic (occurring in less than 200 msec and often <20 msec) due to 

impact (e.g. blunt object striking head) and/or impulsive (head moved or arrested rapidly, 

with or without contact). If a blunt object impacts the head a combination of contact and 

inertial forces result in tissue strain the nature of which depends on the mass, velocity and 

force of impact. Impulsive dynamic loading occurs when the head is rapidly accelerated or
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decelerated and the brain injury results from inertial forces of translation, rotation and 

angulation. There is considerable variability in the types of tissue strain encountered in real 

life, which often occur in combination. Though primary injury may be further classified as 

open or closed injury, and focal or diffuse injury, such explicit categorisation may become 

impossible as the injury severity increases. (Graham et al. 1995; Graham et al. 2000; 

Teasdale and Graham, 1998)

1.2.3 Secondary injury

1.2.3.1 Hypoxic injury

Hypoxic and ischaemic injuries are major secondary events that occur after both TBI and 

SAH, and substantially influence clinical outcome. (Chesnut et al. 1993a; Chesnut et al. 

1993b) Sustained global ischaemia occurs in the very early phase (i.e. 4-8 hours) after 

acute brain injury and before evacuation of mass lesions. (Marion et al. 1991) Ischaemic 

injury has been identified in 90% of patients dying after TBI, and episodes of transient 

diffuse ischaemia occur in 90% of patients in the highest quality neuro-intensive care units. 

(Graham et al. 1989; Jones et al. 1994) Focal ischaemia occurs in the surrounding area 

adjacent to cerebral contusions, intracerebral haemorrhage, beneath subdural haematomas, 

and tissue rendered ischaemic due to vasospasm. Hypoxic brain injury may also result 

from a wide range of aetiologies outside the CNS, which cause significant 

cardiopulmonary insufficiency, and from epileptiform seizures. Cardiopulmonary 

insufficiency and epileptiform seizures also occur after TBI and SAH (e.g. neurogenic 

pulmonary oedema) and may add to the burden of ischaemic insults in these patients.

The major component of hypoxic injury occurring after TBI and SAH is that due to 

reduced cerebral blood flow (CBF) due to the sudden increase in intracranial pressure at 

the time of haemorrhage or trauma. (Bouma et al. 1992a; Bouma et al. 1992b; Obrist et al. 

1984; Schroder et al. 1996; Symon et al. 1974) The effects of the primary ischaemic 

injury, like the effects of tissue strain, are highly variable depending on the severity, 

duration, and type of hypoxic insult. Cerebral blood flow studies in the non-human primate 

determined the effects of reduced CBF and introduced the concepts of ischaemic 

thresholds, and selective neuronal vulnerability. The mean blood flow through the brain is 

approximately 50ml/100g/min (grey matter 80ml/100g/min: white matter 20ml/100g/min). 

In the healthy normally autoregulating brain cortical flow reduction (with normal arterial 

oxygen tension) down to 20ml/100g/min may be tolerated without functional consequences 

though the electro-encephalogram (EEG) may slow and the subject may develop anxiety
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and drowsiness. Just below this level consciousness is lost and the brain loses the capacity 

to make neurotransmitter substances resulting in coma. The threshold of electrical failure 

has been reached resulting in flattening of EEG, and loss of evoked potentials. When flow 

falls below 18ml/100g/min the threshold for energy failure is reached resulting in 

mitochondrial dysfunction and failure of the Na+/K+ ATPase pump system resulting in 

potassium release. Between these thresholds there is a penumbra of brain that is electrically 

silent with normal or slightly raised potassium content, and though non-functioning is said 

to be capable of full recovery provided sufficient blood supply is maintained. At flows of 

lOml/lOOg/min membrane integrity is lost, massive Ca influx begins and the biochemical 

cascade of neuronal destruction begins. This cascade involves neuronal membrane 

deformation, cytoskeletal disintegration, ionic flux (Na+, K+, Ca2+, H+) disturbance and 

depolarisation/energy failure. Neurochemical, neurovascular, neurotransmitter and receptor 

changes occur due to disturbances involving catecholamine neurotransmitters, monoamine 

neurotransmitters, excitatory amino acids, nitric oxide, endogenous opioid peptides, 

platelet activating factor and various ion such as Mg2+ and Ca2+. These mediators give rise 

to lipolysis, proteolysis, oxidation, phosphorylation activity, and cytoskeletal 

disintegration. This culminates in cell swelling, further membrane damage, free radical 

production with lipid peroxidation, proteolysis, axonal swelling and culminates in acute, 

delayed or programmed cell death (PCD). If flow is profoundly reduced e.g. to 

5ml/100g/min within the distribution of one cerebral end artery for more than 60 mins, 

infarction is inevitable. However, when flow reduction is less marked e.g. 15ml/100g/min 

for 30 mins then selective neuronal loss may occur.

The most vulnerable neuronal types are:

• Hippocampal neurons (CA1).

• Cerebellar Purkinje cells.

• Cortical neurons, particularly the larger cells in the cuneate visual cortex.

• Basal Ganglia.

Classically selective neuronal loss is seen among patients who die after an episode of 

global ischaemia associated with cardiopulmonary arrest after which circulation has been 

restored. Neuronal groups may be selectively vulnerable due to differences in the 

microvascular anatomy that supply them (e.g. watershed changes at arterial boundary 

zones), though more recently evolved regions appear to be selectively vulnerable due to the 

physicochemical properties of the neurons themselves. A variety of phenotype differences 

have been postulated to account for selective vulnerability including differences in receptor 

expression e.g. selectively vulnerable neurons express glutamate receptors increasing
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vulnerability to excitotoxicity. Other postulates include differences in cellular stores of 

adenosine triphosphate (ATP), or antioxidants, or apoptosis related proteins. Selective 

neuronal loss may be particularly important in patients with raised intracranial pressure 

where cerebral perfusion pressure may be marginal (e.g. 30-40 mmHg) for many hours or 

even days resulting in ischaemic neuronal loss especially in the hippocampus. Such 

bilateral hippocampal and cerebellar damage explains the high frequency of memory 

disorders and co-ordination difficulty seen in so many survivors of severe head injury. 

Even though local cerebral blood flow may not reach sub-therapeutic levels it is 

hypothesised that acute brain injury increases neuronal vulnerability to secondary insult. 

(DeGirolami et al. 1984; Pulsinelli et al. 1982; Symon, 1993; Teasdale and Graham, 

1998)

1.2.3.2 Cytoskeletal injury

Cytoskeletal injury and disintegration has devastating consequences for the brain-injured 

patient. The original description of Diffuse Axonal Injury (DAI) defined focal lesions in 

the corpus callosum, focal lesions in one or both dorsolateral regions of the rostral 

brainstem adjacent to the cerebellar peduncles, and diffuse damage to axons that occurred 

after TBI. This anatomical distribution of injury accounts for the coma of brain injured 

patients, but has been reproduced in only one animal model of non human primates, 

limiting the rate of progress in understanding the underlying mechanisms. (Gennarelli et al. 

1982) The term Traumatic Axonal Injury (TAI) is currently applied to animal models of 

axonal injury after trauma. In TAI, within two hours of injury the injured axons form focal 

swellings at intervals along their length which increase in size until the axons undergo 

disconnection four to six hours after injury. (Maxwell et al. 1997) This is called secondary 

axotomy and is distinct from primary axotomy where the axolemma is fragmented 

resulting in rapid loss of the axonal cytoskeleton. Secondary axotomy appears to result 

from damage to the axolemma with loss of the ionic gradient homeostatic mechanisms 

necessary for axonal electrical activity. Thus Ca2+ influx causes mitochondria to swell, 

microtubules to depolymerize, calpain activation and disruption of fast axonal transport. 

(Buki et al. 1999; Maxwell et al. 1997; McCracken et al. 1999) The definite 

identification of retraction bulbs (the hallmark of DAI) under the light microscope can be 

made approximately eighteen to twenty-four hours post injury. However, 

immunocytochemistry (ICC) using an antibody to Amyloid Precursor Protein ((3-APP) 

shows evidence of axonal damage after two to three hours of survival and can be used to 

identify injured axons scattered amongst the population of uninjured axons. (Sherriff et al.

1994) As many axons appear to be unaffected by injury, the concept of selective neuronal
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vulnerability appears to apply to cytoskeletal injury too. Possible explanations for this 

observation are that axons in a particular orientation relative to the axis of strain, or those 

changing direction and decussating, are more prone to injury. In the days following injury 

many irregular swellings are noted on the axons associated with oval or rounded bulbs at 

the end of the axon. Over the ensuing weeks these features dissipate and clusters of 

microglia in the white matter dominate the field as the damaged axons are phagocytosed. 

Months after the injury Wallerian degeneration of the white matter is noted which at the 

severe end of the spectrum is associated with a clinical vegetative state. (Graham et al. 

1995; Graham et al. 2000) It is now recognised that axonal injury, as identified by p-APP 

ICC, occurs after a variety of different types of brain injury, and is not specific for TBI. 

(Dolinak et al. 2000a; Dolinak et al. 2000b; Geddes et al. 2000)

1.2.3.3 Vascular injury

Studies using contrast enhanced magnetic resonance imaging (MRI) and, single photon 

emission computed tomography (SPECT) have been used to demonstrate breakdown of the 

blood-brain barrier (BBB) after human acute brain injury. (Bullock et al. 1990; Lang et al. 

1991; Marmarou et al. 2000) Gadolinium enhanced MRI and pertechnetate enhanced 

SPECT scan studies show the majority of early brain oedema, both global and focal, to be 

cytotoxic. Vasogenic oedema associated with opening of the BBB is seen at later time 

points around contusions and intracerebral haemorrhage, and is absent from patients with 

diffuse non-focal injury. Acute brain injury causes complex neurovascular changes 

resulting in altered cerebral blood flow at a number of levels. The cerebral 

microvasculature, which is more resistant to shear damage than axons, tends to stretch and 

leak rather than tear or burst. Pial vessels at the tip of the frontal poles and temporal lobes 

are subjected to greater focal concentrations of force and have a tendency to form 

contusions. Such injury to the microvasculature results in:

• Swelling of perivascular astrocytic end feet narrowing the vessel lumen.

• Increased endothelial microvacuolation and micro pseudopodial activity from increased 
trans endothelial flux of intravascular components.

• Perivascular haemorrhage and transvascular diapedesis of red cells.

• Increased intravascular leukocyte adherence as a result of cytokine activation due to 
free radical release.

In addition changes in these and larger vessels may occur due to alterations in vasomotor 

tone. Increased tone results in vasospasm, which may occur after both SAH and TBI, and 

is a major contributory factor to death and disability. Vasospasm is reported to occur in
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70% of patients presenting with aneurysmal SAH, and results in symptomatic ischaemia or 

infarction in 36% of cases. (Biller et al. 1988) The biological mechanisms underlying 

vasospasm are poorly understood and treatment options are limited. The presence of blood 

in the subarachnoid space is the key initiator of vasospasm, and it is postulated that the 

oxyhaemoglobin (oxy-Hb) in subarachnoid blood induces vessel wall contraction. 

(Macdonald and Weir, 1991) Oxyhaemoglobin may act as a scavenger of Nitric Oxide 

(NO), and inactivate guanylate cyclase (GC) by oxidising a ferrous haeme group linked to 

the enzyme, and increases the production of radical species. NO has been identified as the 

major endothelial derived relaxing factor (EDRF) which upon release from endothelial 

cells diffuses to adjacent smooth muscle cells where it activates soluble GC resulting in 

production of cGMP. The cGMP activates intracellular sarcoplasmic reticulum bound
• j i

calcium pumps sequestering free Ca into intracellular stores relaxing the smooth muscle 

cell through reduced calmodulin mediated myosin light chain kinase activation. After SAH 

the released oxy-Hb may bind NO resulting in vasoconstriction and/or add to the burden of 

oxidative stress due to the production of globin free haemin released from Hb in the 

presence of H2O2, or oxidation of ferryl haeme, or formation of apoprotein radicals. In the 

absence of NO, endothelium derived constricting factors (EDCF) such as endothelin (ET), 

angiotensin II, prostaglandin F2a and thromboxanes operate unopposed constricting the 

vessel wall. In addition, other factors such as ion channel activation, contractile protein 

phosphorylation, and conducted vasomotor responses may play important roles in the 

development of vasospasm after SAH. (Dietrich and Dacey, 2000; Laher and Zhang, 2001; 

Sobey, 2001) In addition to vessel spasms, acute brain injury may result in loss of 

autoregulation of cerebral blood flow and vasoparesis. Many patients, particularly after 

evacuation of intracranial haematomata, develop a phase of hyperaemic cerebral blood 

flow from the second through to the seventh day post injury. These cerebrovascular 

abnormalities following reperfusion have been attributed to the generation of oxygen- 

derived free radicals, and mediators of the inflammatory response.

1.2.3.4 Inflammatory response to injury

Injury results in a co-ordinated cellular response organised to clear both blood clot and 

necrotic brain tissue, and to reconstitute the glia limitans. The acute phase lasts until the 

blood clot within the subarachnoid, subdural, intraventricular or parenchymal spaces has 

dissolved, and serves to deliver serum, and haematogenous cells including platelets, 

neutrophils, monocytes, and macrophages. Cytokines are released stimulating glial 

reactions such that astrocytes upregulate expression of S100B and glial fibrillary acidic 

protein (GFAP), and microglia become active amoeboid-like cells, with shortened
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processes, that actively migrate into the neuropil. The activated astrocytes play a key role 

in:

• Remodelling of the extracellular matrix by protease secretion

• Clearance of debris.

• Mediation of inflammation by release of transforming growth factors (TGFs) and 
Interleukins (ILs).

• Enhancement of neuronal survival by secretion of fibrosing growth factors (FGFs) and 
insulin like growth factors (IGFs).

• Metabolism of excitatory amino acids.

Demyelination of degenerating axons is initiated, but many of the processes of 

oligodendrocytes maintain contact with fragmenting intemodal myelin segments and do 

not change morphologically. Clot lysis is followed by the subacute phase, which terminates 

with the formation of the accessory glia limitans from astrocyte processes forming a 

condensed layer, bound together by tight junctional complexes. Fibroblasts, which by now 

are more frequent than macrophages, deposit matrix and neovascularization occurs. The 

consolidation phase results in scar formation, and down regulation of astrocyte and 

macrophage activity. However, microglia appear to populate the perilesional tissue in 

increased numbers for a prolonged period the limit of which is yet to be defined. (Holmin 

et al. 1998; Logan et al. 1994)

Whilst there is little doubt that post injury immunoactivation mediates delayed neuronal 

damage the exact function of each mediator or activated cell type is less clear. Indeed 

inflammatory events after injury appear to display dual and opposing roles promoting the 

repair of injured tissue but also causing additional brain damage mediated by the numerous 

neurotoxic substances released. Most of the data supporting these hypotheses derive from 

experimental work based on both animal models and cultured neuronal cells. Recent 

evidence suggests that elimination of selected inflammatory mediators is detrimental 

resulting in attenuation of neurological recovery. In the peripheral nervous system, post 

injury inflammation is a prerequisite for regeneration and restoration of function. In the 

CNS the glial reaction after injury and glial scar formation inhibits axon regeneration. 

(Fawcett, 1997; Fawcett and Asher, 1999; Fitch and Silver, 1997) Presumably, in the CNS 

where regeneration is limited, the purpose of the inflammatory response is to facilitate the 

removal of debris in order to minimise further neuronal injury due to chronic inflammation 

and/or neurotoxic effects of debris degradation products. It seems likely that inflammatory 

mediators regulate the production or release of effectors involved in the clearance of debris 

after brain. (Lenzlinger et al. 2001; McIntosh et al. 1998; Morganti-Kossmann et al.
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2001; Morganti-Kossmann et al. 2002; Stoll et al. 2002) We may speculate that debris 

removal via inflammatory processes is important for the removal of degradation products, 

which over time could accumulate and exert an osmotic effect resulting in raised intra

cranial pressure.

1.2.3.5 Programmed cell death

The form of cell death that occurs from primary injury is necrosis. Necrotic cell death is 

characterised by a loss of ionic homeostasis. The membranes of dying cells are leaky 

resulting in swelling and fragmentation of the cells and their organelles with spillage of 

their contents into the surrounding tissues damaging it, and stimulating an inflammatory 

response. In contrast, apoptosis (or programmed cell death, PCD) is an active orderly 

process by which the cell undergoes an intrinsically programmed transition from an intact, 

metabolically active state to cellular breakdown. Membrane bound fragments (or apoptotic 

bodies) contain intact cellular organelles and masses of condensed DNA that are released 

and quickly phagocytosed by macrophages or microglia cells. This occurs without lysis of 

organelles or spillage of intracellular contents and without an accompanying inflammatory 

response. Apoptotic cells are found singularly or in small groups and are reduced in 

volume. A characteristic feature of apoptotic cell death is that cellular DNA is cleaved at 

intemucleosomal linkages generating fragments that are multiples of the intemucleosomal 

length which produce a laddering appearance when separated by agarose gel 

electrophoresis. Programmed Cell death is classically associated with normal CNS 

development. However, there is an increasing literature that supports the concept that PCD 

may be triggered directly after acute brain injury by some biochemical mediators of 

secondary injury or indirectly as a result of secondary pathophysiological processes such as 

ischaemia or inflammation. Thus terminal deoxynucleotidyl transferase (TdT) mediated 

biotinylated deoxyuridine triphosphate (dUTP) nick end labelling (TUNEL) positivity, a 

marker of PCD, has been identified in neurons and oligodendrocytes after both 

experimental and human brain injury. (Rink et al. 1995; Smith et al. 2000) In addition, 

anti-apoptotic cell death regulatory genes which are involved in development (e.g. the Bcl- 

2 superfamily) have been implicated in the regulation of PCD in experimental models of 

ischaemic, excitotoxic, and TBI. Transgenic mice over expressing human Bel-2 protein 

have significantly less neuronal loss after experimental brain injury. (Raghupathi et al. 

1998) It is postulated that Bcl-2 proteins modulate cell death and survival via 

mitochondrial cytochrome c, an activator of the caspase family of death related proteases. 

Activated caspase-1 (IL-lp converting enzyme) and caspase-3 cleave proteins that are 

important in maintaining cytoskeletal integrity and DNA repair, and activate



A D Kay 2003 Chapter 1 33

deoxyribonucleases, producing cell death with morphological features of apoptosis. 

Caspase-3 activation has been identified after experimental and human TBI, and central 

administration of a caspase inhibitor is reported to reduce post-traumatic apoptosis and 

neurological deficits. (Clark et al. 1999; Pike et al. 1998; Yakovlev et al. 1997) The 

tumour suppresser gene p53 which is typically induced and upregulated in response to 

DNA damage, is also activated in experimental brain injury in regions exhibiting TUNEL 

positive apoptotic cells. (Kaya et al. 1999; Napieralski et al. 1999) After experimental 

global cerebral ischaemia, base excision repair (BER) pathways are reported to decrease 

suggesting that neuronal apoptosis may result from a failure to repair damaged DNA. 

(Kawase et al. 1999) Furthermore, the nuclear protein Poly (ADP ribose) polymerase 

(PARP), which detects BER of double and single stranded DNA breaks is activated after 

experimental TBI and inhibition of PARP is reported to be neuroprotective. (LaPlaca et al. 

1999; LaPlaca et al. 2001) In addition to the programmed cell death response of the brain 

to injury, there is evidence to support a co-ordinated intrinsic neuroprotective response, 

which facilitates the survival of viable neurons. Thus, proteins that modulate oxidative 

stress (glutathione peroxidase, and superoxide dismutase), and nitric oxide (inducible nitric 

oxide synthetase) production are induced after acute brain injury. Other factors produced 

by neurons and glia include trophic factors such as nerve growth factor, brain derived 

neurotrophic factor, insulin-like growth factor, etc. Examples of other genes identified as 

important for survival of the injured neuron include the "Immediate Early Genes" 

(activated within five minutes of an insult) fos/jun, and the so-called stress proteins such as 

hsp 70. It is postulated that these proteins activate downstream processes or act as 

molecular chaperones stabilising other proteins such as those making up the cytoskeleton 

or mobilising cell defences. However, it is estimated that there are 20,000 different 

proteins in the brain underlying the challenge involved in unravelling their relative 

contribution to intrinsic neuroprotection. (Graham et al. 2000)

1.2.4 Limitations in improving outcome after acute brain injury

Advances in understanding the chain of dynamic events that follow brain injury has 

prompted the development of so called "neuroprotective agents". Recognition of secondary 

processes and the vulnerability of the injured brain to these delayed insults suggests an 

opportunity to alter the "milieu" after the primary injury as a pre-treatment to the 

subsequent secondary insults. Recognition of the importance of ischaemia in head injury 

has encouraged the use of pharmacological agents developed with a view to treatment of 

stroke. Other approaches included hypothermia and corticosteroids. Efficacious in the 

controlled experimental conditions of the animal model, these agents underwent Phase II
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studies with acceptable levels of safety and tolerability and in some cases preliminary 

evidence of improvement in outcome. However, Phase III studies have now been 

completed and no "neuroprotective agents" so far have reached the selected threshold for 

demonstrating a 10% improvement in favourable outcome. The reasons for the apparent 

failure of these studies are complex and require careful consideration in order to advance 

our understanding of the problems involved and how best to tackle them. These problems 

relate to heterogeneity of the target population and biological processes coupled to a 

dichotomous outcome whereby a relatively small proportion of patients have an 

intermediate outcome upon which a neuroprotective agent must exert its effect. 

Multicentred studies have identified prognostic factors determining outcome, however, 

increasingly, clinical information is less conspicuous given the earlier and increased use of 

ventilation. CT scanning reveals a heterogeneous array of abnormalities associated with 

mortalities ranging several fold. Continuous monitoring enables capture and analysis of 

hypoxic and hypotensive episodes that also influence outcome. Techniques such as 

stratification at the time of randomisation and statistical modelling are necessary to refine 

treatment and placebo groups for the purposes of comparison. Heterogeneity in patient 

management is an additional complexity, which could be minimised by adherence to 

guidelines. Centres where guidelines are not followed may have the greatest burden of 

secondary insults. Exclusion of these centres from "neuroprotection trials" may result in 

loss of the population of patients most likely to benefit from intervention. Not only is the 

brain injury population variable, so is the biological process that follows. The relevance of 

any particular pathophysiological or biochemical process that follows brain injury is 

uncertain. Hence, administration of a Glutamate antagonist, which may be of benefit in 

focal ischaemia predominated by excitotoxicity and intermittent depolarisation, is unlikely 

to benefit a population of patients with diffuse cerebral hypoxic insults. It may be that 

some of the failure to show clinical benefit of "neuroprotective agents " resulted from 

failure to meet the required criteria:

• The agent has been shown to have an effect on the relevant pathophysiological process 
in brain injury models

• The process is known to occur in human brain injury

• The agent can be safely administered in a regimen that is appropriate therapeutically in 
terms of dosage, brain penetration and time scales.

It may be that different agents are beneficial at different stages of the injury process or that

multiple agents are required at a given time (a "cocktail") to minimise the multiple

processes that are ongoing. A further difficulty that these trials have encountered relates to

"end points" and quantification of effect. As many as 40% of patients with severe head
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injury die and approximately 40% recover to independence. Hence the remainder are left in 

a dependent state in the "U-bend" of the outcome distribution. Given that independence is 

the goal, not survival in dependency, improving outcome by 1 0 % requires "shifting” large 

proportions in each category up by two categories. Therefore a target of 10% improvement 

in favourable outcome may be unrealistic. It can be argued that the failure to show any 

adverse effect of the various agents supports some effect, not statistically significant at the 

chosen threshold that may be of benefit to the greater population of head injured patients. 

Furthermore, some trials were abandoned due to "futility analysis" and because of the 

experience of parallel trials in stroke patients. This is unfortunate given the profound 

differences in biological process, patient population and management of stroke and severe 

head injury. It is now recognised that increased focus is required upon the phase of 

translation from experimental brain injury to human brain injury. (Maas et al. 1999; 

Teasdale et al. 1999) Thus the requirement for in-vivo clinical research, despite the 

scientific challenges involved, is greater if progress in treatment of acute brain injury is to 

be achieved.

1.3Apolipoprotein E

Although first described nearly thirty years ago, current understanding of the molecular 

and cellular biology of this 34 Kilo-Dalton (KDa) glycoprotein is far from complete. 

(Shore and Shore, 1973) While the relevance of apoE to clinical disorders such as 

atherosclerosis is now well established, a substantial body of evidence supporting a role for 

apoE in central nervous system (CNS) disease is accumulating. (Mahley and Huang, 1999) 

In relation to atherosclerosis, molecular genetic studies have established three key 

functions for apoE that are atheroprotectant. First, plasma apoE maintains overall plasma 

cholesterol homeostasis through efficient hepatic uptake of cholesterol containing 

lipoprotein remnants, mediated by apoE functioning as a ligand for the low density 

lipoprotein (LDL) family of receptors. Second, apoE (working in concert with the 

cholesterol esterification enzyme activator, apoAI) facilitates cellular cholesterol efflux 

from macrophage foam cells in the blood vessel intima. Third, apoE, by modulating both 

T-lymphocyte and macrophage cytokine production, influences the chronic inflammatory 

response integral to atherosclerosis. (Curtiss and Boisvert, 2000) However, the complexity 

and relevance of apoE to human disease is not limited to its range of biological functions, 

since in humans the gene coding for the apoE protein is polymorphic. Point mutations, at 

codons 112 and 158, in the APOE gene (on chromosome 19) result in amino acid 

substitutions in the protein, altering the tertiary structure. It is postulated that this natural,
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genetically based, variation in the apoE protein tertiary structure underlies the risk 

stratification for ischaemic Heart disease (IHD), Alzheimer’s Disease (AD) and recovery 

from TBI, and SAH. Although rare APOE alleles (e) have been described in humans, three 

(s2, e3, s4) predominate. (Kamboh et al. 1999) The APOE e3 allele has the highest 

population frequency of approximately 77% while APOE s4 and APOE s2 comprise about 

15% and 8 % respectively with significant ethnic variations in the allele distribution around 

the world. (Mahley and Rail, 1999) In contrast to humans, other species, including great 

apes, do not display this genetic polymorphism; their gene product has sequence homology 

resembling apoE4 with arginine at the position corresponding to residue 112 in human 

apoE. (Finch and Sapolsky, 1999; Weisgraber, 1994) The two polymorphic sites in human 

APOE are CPG sequences, which are regarded as mutation "hot spots". Thus, the 

methylation of C in the CPG sequences, and their ready deamination to T, make a C to T 

mutation more likely than T to C, which would be necessary to obtain APOE e4 from 

APOE s3. (Hanlon and Rubinsztein, 1995) Although the APOE e4 allele is less common 

than APOE s3, it is probably the ancestral/wild type allele with APOE s3 resulting from 

one mutational event, and APOE e2 resulting from two such events. These specific point 

mutations enable the determination of APOE genotype using Restriction Fragment Length 

polymorphism (RFLP). Alternatively, the apoE protein phenotypes may be identified by 

iso-electric focussing (IEF). Functional consequences result from differences in intra

protein amino acid-amino acid interactions dictating isoform dependent lipoprotein 

preference and receptor binding. The amino two thirds of apoE (residues 1-191) contains 

both the Heparin Sulfate Proteoglycan (HSPG) binding site and the receptor binding 

region, of which the side chain of Arginine 150 forms a component. The carboxy terminal 

domain contains the major lipid-binding site. ApoE3, which has arginine at residue 158, 

forms a salt bridge with aspartic acid 154. This is not possible in apoE2, which has a 

cysteine at residue 158, instead a salt bridge forms between aspartic acid 154 and the 

receptor binding residue arginine 150 reducing the affinity of apoE2 for the LDL receptor. 

In contrast to apoE isoforms 2 and 3, which have cysteine at residue 112, apoE4 has 

arginine here which forms a salt bridge with glutamic acid 109 re-orientating the side chain 

of arginine 61 such that it interacts with glutamic acid 255 in the carboxyl terminus. This 

determines the preference of apoE4 for very low density lipoprotein (VLDL), while apoE3 

and apoE2 prefer smaller, phospholipid rich high density lipoprotein (HDL). This might 

also account for differential association with the high capacity, low affinity cell surface 

HSPGs in the HSPG-LRP pathway. (Mahley, 1988; Mahley and Huang, 1999; Mahley et 

al. 1996)
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1.3.1 Apolipoprotein E and the central nervous system
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In contrast to the periphery where a variety of apolipoproteins are found, there are 

relatively few apolipoproteins in the CNS. Though mRNA has not been detected for 

apoAI, apoAII, apoAIV, apoB, apoCII, apoCIII, apoF and apoH in the brain, apoE mRNA 

expression in the brain is second only to the liver. (Elshourbagy et al. 1985) CNS apoE is 

synthesised entirely intrathecally since CSF apoE isoform type is unaltered by liver 

transplantation from a donor of different genotype. (Linton et al. 1991) ApoE, which does 

not cross the intact "blood brain barrier", is synthesised by astrocytes and microglia; 

neurons probably do not synthesise apoE under normal circumstances. (Boyles et al. 1985; 

Diedrich et al. 1991; Elshourbagy et al. 1985; Poirier et al. 1991; Stone et al. 1997; 

Zlokovic, 1996) However, neurons do have the capacity to internalise apoE-containing 

lipoproteins and apoE has been localised within neurons of apparently normal brains, and 

in response to acute and chronic injury. (Beffert et al. 1998; Han et al. 1994; Horsburgh et 

al. 1997; Horsburgh et al. 2000b; Horsburgh and Nicoll, 1996; Metzger et al. 1996; 

Schmechel et al. 1993) Using immuno-electron microscopy on human brain sections from 

young epileptic patients, apoE is reported to localise to the cytoplasm of cell bodies and 

proximal dendrites in association with the external membrane surface of some organelles 

supporting the concept of intracellular apoE trafficking. (Han et al. 1994; Nicoll et al. 

2001) Thus apoE appears to play a principal role in the CNS in the transport of cholesterol 

and lipid from glial cells to the neuronal cytoplasm. The vehicle in which the lipid and 

cholesterol are transported is the apoE lipoprotein particle (LpE).
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Figure 1 Lipoprotein Particles
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Five classes o f lipoprotein particle are described in plasma. Chylomicrons have the lowest 
density (d): < 0.95 g/mL and a mean particle diameter of 500 nm. They are rich (85%) in 
triglyceride, but have the lowest (2%) apoprotein (Cl, CII, CIII, B-48, E, Al, and All) 
content. Very low density lipoproteins (VLDL) have smaller diameter (43 nm) and d < 
1.006 g/mL. They have less triglyceride (50%), more cholesterol (7%), cholesteryl ester 
(13%) and phospholipid (20%) and the same apoproteins as chylomicrons. Intermediate 
density lipoproteins (IDL) arise from the catabolism of chylomicrons and VLDL. IDL 
density = 1.006 - 1.019 g/mL, and mean diameter = 27 nm. They contain a higher 
proportion (18%) of apoprotein (apoB-100 and apoE), and lipid, but less triglyceride 
(26%). Low density lipoproteins (LDL) arise from the catabolism of VLDL and comprise 
three subfractions (LDL I, II, III). Apoprotein (apoB-100 and apoE) represents 25%, 
triglyceride 10% and cholesteryl ester 37% o f the composition. LDL I has a diameter of 27 
nm (d = 1.02 - 1.03 g/mL), LDL II = 26.6 nm (d = 1.03 - 1.04 g/mL) and LDL III = 26 nm 
(d = 1.04 - 1.06 g/mL). High density lipoproteins (HDL) occur as three main subfractions 
(HDL|, HDL2 , and HDL3); HDLi is rarely seen in human plasma. HDL2 has a mean 
particle diameter o f 9.5 nm and density range of 1.063 - 1.125 g/mL. HDL3 has a mean 
particle diameter o f 6.5 nm and density range o f 1.125 - 1.210 g/mL. HDL has the highest 
(55%) apoprotein (Al, All, D, CII, CIII, and E) and phospholipid (24%) content and the 
lowest (4%) triglyceride. See also figures 21 and 22.
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1.3.1.1 CSF lipoprotein particles

As in plasma, apoE forms a key component of CSF lipid transport vesicles known as 

lipoprotein particles (Lps), which facilitate the solubilisation of lipids within an aqueous 

environment, and their transport to appropriate metabolic pathways. In plasma, these 

vesicles have a nonpolar core containing triglyceride and cholesteryl esters, surrounded by 

a monolayer of phospholipid (see figure 1). The polar head groups of the phospholipids are 

orientated toward the aqueous environment stabilising the lipoprotein particle allowing 

them to remain in solution. The surface monolayer contains unesterified cholesterol and 

the apoproteins, which function as ligands for cell surface receptors and regulators of 

enzymes involved in particle remodelling. (Mahley et al. 1984) Phospholipid is the most 

abundant lipid in CSF lipoproteins followed by cholesterol and cholesteryl esters. The 

CNS accounts for 2% of body mass and 25% of total body free cholesterol. The cholesterol 

content of brain tissue is high making up 1% of grey matter (wet weight) and 4% of white 

matter. The CNS cholesterol pool is non-exchangeable with the plasma and its 

interchangeable pools. Evidence from experimental cholesterol turnover studies suggests 

that brain cholesterol demand for development and day to day maintenance is met entirely 

by intrathecal cholesterol synthesis. (Dietschy and Turley, 2001) Though the CNS apoE 

lipoprotein particle most likely plays a key role in regulating cholesterol homeostasis, as it 

does in plasma, differences between the plasma and CSF particles have been identified and 

have been an area of focus for those researching neuronal degeneration. (Montine et al.

1997) In contrast to plasma where five different lipoprotein classes exist, Lps in the CSF 

are more homogeneous having a size similar to plasma HDL. At least two subclasses of 

HDL- like CSF Lps have been identified which appear to be either relatively rich apoAI or 

apoE. CSF HDL contrasts plasma HDL in that the larger apoE rich HDLi- like particle 

found in CSF are a very minor component of plasma HDL where smaller HDL2 and HDL3 

particles predominate. There is very little HDL] in human plasma as cholesteryl ester is 

transferred via cholesteryl ester transferase protein (CETP) to the larger apoB containing 

lipoprotein, LDL. Normal CSF does not contain apoB so apoE lipoproteins play a special 

role in cholesterol transport by virtue of their ability to expand to HDLj. Other smaller Lps 

have been identified in the CSF but are yet to be fully characterised. In contrast to plasma, 

the concentration of apoE in CSF is reported not to vary according to genotype. (Rebeck et 

al. 1998; Schiele et al. 2000a; Vincent-Viry et al. 1998) ApoE phenotype has been 

reported to affect the distribution profile of apoE containing lipoproteins in the CSF 

suggesting that metabolism of apoE containing lipoproteins depends on the apoE isoform 

present. ApoE2 and apoE3 (but not apoE4) can form heterodimers with apoAII, which 

have greatly diminished LDL receptor binding compared to apoE. Therefore apoE4 Lps,
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which do not form apo (E-AII) and apo (AII-E-AII) complexes, may be metabolised more 

efficiently than apoE3 and apoE2 containing lipoproteins. CSF associated with apoE4 is 

reported to have a lower cholesterol concentration (contrasting the situation in plasma) 

than CSF associated with apoE3 and apoE2. (Borghini et al. 1995; Borghini et al. 1993; 

Guyton etal. 1998; Montine et al. 1998; Montine et al. 1997; Pitas et al. 1987) However, 

others have found no significant differences between CSF Lps with respect to the different 

apoE isoforms. (Fagan et al. 2000; Koch et al. 2001) CSF Lps may not be representative 

of the population of Lps present in the neuropil. Lps isolated from serum free rat astrocyte 

culture media (ACM) contain only apoE and apoJ in contrast to human CSF Lps, which 

contain apoE and apoA. Rat astrocyte Lps are discs that contain less cholesteryl and have 

the potential to accumulate cholesterol ester via lecithin, cholesterol acyltransferase 

(LCAT) and CETP and remodel to cholesterol ester laden CSF spheres. Thus these 

particles may represent a population of particles participating in the recycling of 

cholesterol within the brain parenchyma. (Albers et al. 1992; Smith et al. 1990) ApoE 

appears to be important to the regulation of cholesterol cycling as APOE -/- (knockout) 

mice serum free ACM contains little or no free cholesterol or phospholipid and lipoprotein 

particles were not detectable under the electron microscope. (Fagan et al. 1999)

1.3.2 Apolipoprotein E and neuronal plasticity

In contrast to the CNS, peripheral nerves have the capacity to regenerate. Following rat 

sciatic nerve crush injury, macrophage apoE secretion increases one hundred fold, reaching 

a peak one week after injury and normalises within a few months when regeneration is 

largely complete. The secreted apoE facilitates the recycling of cholesterol from the 

degenerating neuron, which may then be used by the growth cones of neurites via 

upregulated LDL receptors at their tips. (Goodrum, 1990; Goodrum, 1991; Goodrum et al. 

2000a; Goodrum et al. 2000b; Ignatius et al. 1987a; Ignatius et al. 1987b) However, 

when APOE -/- (knockout) mice undergo peripheral nerve injury, there is no apparent 

reduction in regeneration suggesting that in the mouse peripheral nervous system, 

lipoproteins other than apoE (e.g. apoJ) may be utilised for the same purpose. (Goodrum et 

al. 1995; Popko et al. 1993) The CNS of APOE knockout mice are reported to have 

synapto-dendritic structural abnormalities, measured using Microtubule-Associated Protein 

(MAP-2) and synaptophysin immunoreactivity, in hippocampal and cortical areas, which 

increase with age. Amelioration of these changes by intraventricular infusion of exogenous 

apoE or endogenous expression of human apoE3 (but not human apoE4) suggests there is a 

degree of synaptic plasticity that is apoE dependent. (Masliah et al. 1996; Masliah et al.

1997) If these apoE knockout mice experience hippocampal injury, then clearance of lipid-
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laden products of neurodegeneration is impaired supporting the concept that apoE plays a 

role in lipid and cholesterol recycling. (Fagan et al. 1998; White et al. 2001a) A number 

of in- vitro studies utilising peripheral and central nervous system cell cultures, and more 

recently organotypic hippocampal cultures from human APOE transgenic mice, have 

shown that apoE3 promotes neurite extension to a greater extent than apoE4. The effect 

requires the apoE to be associated with a lipoprotein transport vehicle directing it to the 

HSPG-LRP pathway. The mechanism by which apoE promotes neurite extension and the 

reason for greater effect with apoE3 has not been conclusively elucidated. (Bellosta et al. 

1995; DeMattos et al. 1998; Fagan et al. 1996; Holtzman et al. 1995; Nathan et al. 1994; 

Nathan et al. 1995; Sun et al. 1998) In vitro studies support a role for apoE in the 

stabilisation and remodelling of the neuronal cytoskeleton. Binding of apoE3 to the 

microtubule associated protein Tau stabilises the microtubules and prohibits 

hyperphosphorylation. It has been postulated that deficient apoE4- Tau interactions result 

in Tau self association and hyperphosphorylation, laying down the foundations for Paired 

Helical Filament (PHF) formation and thereafter neurofibrillary tangles (NFT). If cultured 

Neuro-2a cells are treated with neurite outgrowth inhibiting lipidated apoE4 there are 

fewer microtubules, and a lower ratio of polymerised to monomeric tubulin, compared to 

cultures treated with neurite outgrowth promoting lipidated apoE3 treated cells. (Nathan et 

al. 1995) There is additional evidence to support a role for apoE in cytoskeletal 

remodelling from the APOE transgenic and knockout mice. In addition to cytoskeletal 

abnormalities, APOE knockout mice have increased phosphorylated Tau immunoreactivity 

compared to wild-type mice. (Genis et al. 1995; Masliah et al. 1995) The transgenic mice 

expressing human APOE&4 have more cytoskeletal abnormalities than those expressing 

APOEz3. (Buttini et al. 1999) However, the relevance of these cytoskeletal-remodelling 

observations to human pathology such as Alzheimer's Disease (AD) is uncertain given the 

failure to demonstrate apoE in the neuronal cytosol, and the lack of consistent evidence 

supporting an association between APOE genotype and NFT burden in AD brain. (Beffert 

et al. 1998; DeMattos et al. 1999)

1.3.3 Apolipoprotein E and amyloid p protein

The function of the transmembrane protein beta-amyloid precursor protein (P-APP) is not 

known. However, as a part of normal cellular processing, secretase enzymes cleave 

specific regions of the protein generating peptides, known as amyloid beta-protein (Ap), of 

varying length, e.g. APmo and AP1.42. For unknown reasons these hydrophobic peptides 

form a major component of AD plaques. Although the 42 amino-acid peptide ( A p i . 4 2 )
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constitutes the minority (10%) of Ap, it is the most hydrophobic species, and forms the 

seed of the amyloid plaque. The Ap peptides are known to be chaperoned by apoE (and 

apoJ) containing HDL-like lipoprotein particles in the CNS, and the proportion of Api-40 

appears to be influenced by APOE genotype. Thus CSF Lps isolated from APOE e4 

subjects have significant elevation of the Api-40 ratio than CSF Lps from non-APOE s4 

subjects. (Biere et al. 1996; Fagan et al. 2000; Koudinov et al. 1996; LaDu et al. 1995; 

Tokuda et al. 2000; Wisniewski et al. 1993) There is therefore evidence to support direct 

interactions between apoE and Ap, which results in the formation of insoluble aggregates. 

However, human in-vivo evidence for such an interaction is sparse. Microglia scavenge 

Ap-apoE aggregates via scavenger and lipoprotein receptors and deliver it to the lysosomal 

pathway for degradation. Microglia have the capacity to secrete apoE which may then 

capture Ap for internalisation by these receptors (secretion capture), possibly in 

conjunction with HSPGs. (Cole and Ard, 2000) Interest in Ap degradation has increased 

following reports that Ap immunization not only reduces Ap deposit formation, but also 

established Ap deposits. (Schenk et al. 1999) Although it is not clear whether apoE 

directly regulates Ap degradation or indirectly regulates degradation by promoting 

aggregation and deposition, evidence from human post-mortem studies and work with 

transgenic mice support a role for apoE controlling the ultimate fate of Ap. (Bales et al. 

1999; Bales et al. 1997) In vitro studies provide supporting evidence for both the 

chaperone role and an effect of apoE directly promoting assembly of Ap into amyloid 

fibrils, though the effects appear to be dependent on the lipidation and oxidation status of 

the apoE. (Sanan et al. 1994; Wisniewski et al. 1994) In vitro apoE4 is more 

amyloidogenic than apoE3 and apoE2, which is consistent with reports that APP TG mice 

expressing human APOE4 exhibit accelerated Ap deposition. (Holtzman et al. 2000a; 

Holtzman et al. 2000b; Ma et al. 1994) In addition, apoE may indirectly influence APP 

processing via the regulation of cellular cholesterol, which is reported to regulate the 

activity of the intra-membranous secretase APP cleavage enzyme. (Dodart et al. 2002b; 

Simons et al. 1998) The concept that cholesterol reduction may decrease Ap production 

has received recent attention due to the observation that cholesterol-lowering agents may 

reduce the risk of Alzheimer's disease. (Jick et al. 2000; Wolozin et al. 2000)

1.3.4 Apolipoprotein E and oxidative stress

Given that apoE2 possesses two cysteine residues, at positions 112 and 158, apoE3 has one 

at position 112 while both these positions are arginine in apoE4, it has been suggested that 

differences in free radical scavenger ability exist between isoforms. Differences in
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oxidative stress have been identified in TG mice but the relevance to human brain injury is 

unknown. The APOE -/- transgenic (TG) mice are reported to be in a state of chronic 

oxidative stress resulting with increased protein nitration in the cortex, hippocampus, 

cerebellum and brainstem, indicating formation of the neurotoxic free radical, 

peroxynitrite. (Lomnitski et al. 1999; Matthews and Beal, 1996) APOE knockout and 

APOE4 transgenic mice are reported to be more susceptible to closed head injury and some 

of this effect is reported to be attributable to reduced anti-oxidant activity. (Chen et al. 

1997; Lomnitski et al. 1997; Sabo et al. 2000) Furthermore, APOE -/- knockout and wild- 

type (WT) mice, when subjected to global cerebral ischaemia, show reduced neuronal 

damage and lipid peroxidation if apoE is infused into the ventricle supporting a role for 

apoE as an antioxidant. (Horsburgh et al. 2000a; Kitagawa et al. 2002)

1.3.5 Apolipoprotein E and Alzheimer's Disease

Alzheimer’s disease (AD) accounts for 70% of late onset dementia and 100,000 deaths per 

year in the USA. Clinical features include personality change, language and visuo-spatial 

problems, memory loss and global cognitive decline. The neurological deficit results from 

selective neuronal dropout and synaptic loss. (DeKosky and Scheff, 1990; DeKosky et al. 

1996) Currently, the clinical diagnosis of probable AD can only be confirmed post

mortem, by the presence of abundant neurofibrillary tangles (NFTs) and (3-Amyloid (AP) 

plaques distributed in characteristic and specific brain regions, cells types and laminae. 

Though the pathology of AD is characterised by the accumulation of these insoluble 

aggregates, and despite compelling evidence supporting their role in the pathogenesis of 

AD, neither has been universally accepted as the primary aetiological factor. NFTs are the 

insoluble intracellular structures consisting of abnormal cytoskeletal elements, called 

paired helical filaments (PHFs), the major component of which consists of abnormally 

phosphorylated microtubule associated Tau protein. (Goedert, 1993) Hyper

phosphorylation of Tau results in reduced flexibility disrupting axonal transport and 

microtubule binding, resulting in intra-neuronal accumulation. NFTs are not diagnostic of 

AD since they are seen in other neurodegenerative disorders (Tauopathies) such as 

progressive supranuclear palsy, cortico-basal degeneration, Pick's disease, Parkinson- 

dementia complex of Guam, post-encephalitic Parkinsonism and the chronic TBI disorder, 

dementia pugilistica. (Goedert, 1999) Tangle formation appears to represent a stereotypical 

cellular reaction to a range of pathological initiators. (Wisniewski et al. 1979) In addition 

to NFTs, two other neurofibrillary structures are recognised which, despite morphological 

differences, share Tau epitopes and occur in the same neuronal pool. These are neuropil 

threads, which are the distal dendrites of tangle containing neurons, and dystrophic
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neurites, surrounding senile plaques and neuropil threads. (Braak and Braak, 1988) The 

second major manifestation of AD is the senile or neuritic plaques comprising extracellular 

lesions containing a dense central core of (3-amyloid protein, surrounded by dystrophic 

neurites, reactive astrocytes and microglia. The p-amyloid protein is a hydrophobic 

fragment of the transmembrane glycoprotein Amyloid Precursor Protein (APP), which 

although its' function is uncertain, appears to be up regulated by a wide range of 

pathologies causing axonal injury. (Graham et al. 1995)

1.3.5.1 Apolipoprotein E and AD-epidemiological evidence

Although several genetic loci, including APP, Presenilin-1 (PS-1) and PS-2 contribute to 

Familial Alzheimer’s disease (FAD), the commonest known genetic susceptibility factor 

for the population at large is APOE. (Adroer et al. 1995; Basun et al. 1995; Corder et al. 

1993; Frisoni et al. 1995; Goate et al. 1991; Levy-Lahad et al. 1995; Lucotte et al. 1993; 

Mayeux et al. 1993b; Okuizumi et al. 1994; Payami et al. 1994; Saunders et al. 1993a; 

Sherrington et al. 1995; St et al. 1995; Strittmatter et al. 1993). Estimates of attributable 

risk as high as 50% have been reported for the development of AD based on APOE 

genotype. (Corder et al. 1993) In both sporadic and familial late-onset AD, the prevalence 

of the e4 allele is increased from approximately 15% to 40%. (Poirier et al. 1993; 

Saunders et al. 1993b) Approximately 80% of familial and 64% of sporadic late-onset AD 

cases carry at least one copy of the APOE e4 allele compared to 30% of controls. 

Possession o f APOE s4 reduces the age of onset of AD and thus the frequency of this allele 

is low in the very elderly. Thus APOE e4 homozygotes represent 40% of AD patients at 55 

years of age but less than 5% over 91 years of age. (Corder et al. 1993; Rebeck et al.

1994) In contrast APOE s2 is protective in that it delays the onset and reduces the risk of 

AD. (Corder et al. 1994; Talbot et al. 1994; West et al. 1994) For patients with FAD, age 

of onset appears to be influenced by APOE e4 in patients with APP mutations but not PS-1 

mutations. (St George-Hyslop et al. 1994; Van et al. 1994) However, the APOE s4 allele 

does not appear to influence the rate of disease progression once started. (Beffert et al.

1998) A meta-analysis of 5930 AD patients for APOE genotype AD associations, found 

APOE s4 to be a risk factor for AD across a wide range of ethnically different groups, but 

that though women were more likely to develop AD, this was not attributable to 

differences in APOE genotype frequency. (Farrer et al. 1997)
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After Strittmatter reported the overrepresentation of the APOE s4 allele among AD 

patients, several studies examined the relationship between possession of the APOE s4 

allele and markers of AD pathology such as amyloid containing senile plaques (SP) and 

intra-neuronal neurofibrillary tangles (NFT). (Beffert et al. 1999; Beffert and Poirier, 

1996; Berg et al. 1998; Chen et al. 1999; Gearing et al. 1996; Gomez-Isla et al. 1996; 

Marz et al. 1996; McNamara et al. 1998; Nagy et al. 1995; Ohm et al. 1995; Polvikoski 

et al. 1995; Schmechel et al. 1993; Strittmatter et al. 1993) Senile plaque density is 

reported to correlate with APOE s4 in a dose dependent manner while APOE e2 is reported 

to be associated with less amyloid deposition. (Lippa et al. 1997) The association between 

APOE e4 and amyloid deposition has not been reported unanimously though some of the 

inconsistency may be attributable to different methods for labelling amyloid deposits as 

immunostaining with Ap identifies the correlation between APOE s4 and Ap better than 

silver stains. (Berg et al. 1998; Chen et al. 1999) Furthermore, few studies discriminate 

between APmo and ApM2 plaque, the former of which increase with APOE e4. (Gearing et 

al. 1996) Although the presence of abundant amyloid plaques is a prerequisite for the 

pathological diagnosis of AD, they may be present in cognitively normal individuals and it 

is the presence of intracellular neurofibrillary lesions that correlate best with the presence 

of dementia. (Arriagada et al. 1992a; Arriagada et al. 1992b). However, there is even less 

correlation between NFTs, which are generally regarded as correlating with AD severity 

better than SPs, and possession of APOE s4 and NFTs. (Beffert et al. 1998) Thus, there 

appears to be some evidence in humans that APOE e4 is relatively more amyloidogenic 

and may influence formation of tangles, yet some continue to question this and the 

relevance to the aetiology of AD.

1.3.6.1 Apolipoprotein E and Ap deposition in transgenic mouse models of AD

Prior to the creation of transgenic (TG) mice, recreating AD pathology in animal models of 

AD has been unsuccessful. These TG mice overexpress a mutant form of the human 

amyloid precursor protein (APP) gene known to cause FAD (APP V7i7p) and develop age 

related and region specific Ap immunoreactivity, fibrillar amyloid deposition, glial 

activation and neuritic dystrophy similar to that observed in AD. (Games et al. 1995) 

Crossing these APP mutant mice with APOE -/- knockout mice results in reduced Ap 

immunoreactivity, compared to age matched littermates expressing wild-type mouse apoE,
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providing in vivo evidence for mouse apoE promoting amyloid deposition. (Bales et al.

1999) When APPy717F transgenic mice are crossed with APOE transgenic mice expressing 

either human APOE3 or APOE4, there is almost no detectable A(3 immunoreactivity unless 

15 month old mice are used, which develop fibrillar Ap deposits associated with greater 

neuritic plaque density in APOE s4 crosses compared to APOE e3. (Holtzman et al. 

2000a; Holtzman et al. 2000b)

1.3.7 Apolipoprotein E and Traumatic Brain Injury

1.3.7.1 Pathological studies

The brains of approximately 30% of patients who die after TBI have deposits of Ap in the 

cerebral cortex; patients younger than 60 years of age only have Ap if they die after TBI. 

The APOE e4 allele frequency in Ap positive cases is significantly higher than in the Ap 

negative cases. There is also an allele dosage effect in that 10% of patients without APOE 

e4 had Ap compared to 35% with one copy and 100% with two copies of the e4 allele. One 

interpretation of this association is that TBI is an acute trigger for deposition of Ap and this 

occurs predominantly in patients with the APOE s4 allele. (Nicoll et al. 1995) 

Alternatively, age related Ap deposition may occur in individuals with the APOE e4 allele, 

and patients with the APOE s4 allele are more likely to die after TBI. (Roses and Saunders,

1995) Some support for the argument of increased mortality in TBI patients possessing the 

APOE s4 allele comes from the higher frequency of this allele in the ninety patients with 

fatal TBI than in the control population. (Nicoll et al. 1995) Studies of patients who die 

after hypoglycaemia, status epilepticus, herpes encephalitis and global ischaemia identify 

selective neuronal injury with increased neuronal apoE immunoreactivity within a few 

days of injury. (Horsburgh et al. 1999a; Nicoll et al. 2001) It should be noted that these 

intriguing findings have not been extensively replicated by others, and the possibility exists 

that findings from the West of Scotland population may not reflect the brain injury 

population at large. The influence of environmental factors (e.g. diet, ischaemic heart 

disease, cigarette smoking etc) upon brain apoE and Ap are not known.

1.3.7.2 Human APOE transgenic mice and TBI

The majority of studies using human APOE TG or knockout mice models of experimental 

brain injury focus upon AD pathology and ischaemia. (Chen et al. 1997; Genis et al. 

2000; Horsburgh et al. 1999b; Horsburgh et al. 2000a; Horsburgh et al. 2000b;
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Laskowitz et al. 2000; Laskowitz et al. 1997; Lomnitski et al. 1999; Lomnitski et al. 

1997; Lomnitski et al. 2000; Sheng et al. 1998; Sheng et al. 1999) The absence of 

association between possession of APOE s4 and poor outcome after human ischaemic 

stroke questions the relevance of findings from experimental models of ischaemia to 

human TBI, even though both focal and global ischaemia are major components of TBI. 

(Graham et al. 1995; McCarron et al. 2000) Nevertheless studies of global ischaemia in 

APOE4 TG mice suggest they have greater neuronal vulnerability than APOE3 TG mice, 

suggesting that APOE4 is less protective than APOE3. (Horsburgh et al. 2000a; Horsburgh 

et al. 2 0 0 0 b)

1.3.7.3 Clinical studies

Following on from the human APOE transgenic mice, and human neuropathology studies, 

prospective observational studies in TBI patients have identified an association between 

possession of the APOE s4 allele and an unfavourable outcome (dead or severely disabled) 

six months after TBI. In the Glasgow study, after correcting for age and injury severity, the 

likelihood of an unfavourable outcome was doubled by possession of the APOE s4 allele. 

(Friedman et al. 1999; Teasdale et al. 1997) A separate study of TBI patients completing 

a rehabilitation program also associated possession of the APOE e4 allele with reduced 

functional recovery. (Lichtman et al. 2000) Possession of the APOE s4 allele has also 

been associated with more severe chronic TBI in boxers. High exposure boxers (i.e. those 

with 12 or more professional bouts) have significantly higher Chronic Brain Injury (CBI) 

scores compared to low exposure boxers, and boxers with APOE s4 have significantly 

greater CBI scores than high exposure boxers without APOE e4. Furthermore a gene 

dosage affect is apparent as boxers with severe impairment have at least one copy of the 

APOE s4 allele. (Jordan, 2000) Possession of APOE e4 has also been associated with 

reduced cognitive performance in older football players, and patients who undergo 

cardiopulmonary bypass for cardiac surgery. (Kutner et al. 2000; Newman et al. 1995; 

Tardiff et al. 1997) Other studies have identified associations between possession of the 

APOE s3 allele and more favourable outcome following non-TBI such as SAH, 

spontaneous intracerebral haemorrhage, cardiopulmonary bypass and resuscitation. 

(Alberts et al. 1995; Niskakangas et al. 2001; Schiefermeier et al. 2000; Tardiff et al. 

1997; Schiefermeier et al. 2000; Schiefermeier et al. 2000)
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1.3.8.1 Epidemiological evidence supporting TBI as a risk factor for AD

Compared to other risk factors for AD such as age, sex, level of education and family 

history epidemiological evidence consistently supporting an association with TBI is 

lacking. This may be partly due to the failure to conduct rigorous long-term prospective 

studies exploring this specific hypothesis. Conducting these studies presents several 

challenges to the epidemiologist. First, the diagnosis must be defined using the criteria of 

the American Psychiatric Association (DSM-III-R) to diagnose dementia, and those of the 

National Institute of Neurological and Communicative disorders and Stroke/Alzheimer's 

Disease and Related Disorders Association, to diagnosis probable AD. (Letenneur et al. 

2000; McKhann et al. 1984) Second, pathological confirmation of the diagnosis of AD has 

often not been established. (Mendez et al. 1992). Third, TBI among probable AD cases is 

often identified on the basis of patient, spouse or sibling reported measures introducing 

recall bias, or from medical register data which may also be unreliable. Unfortunately there 

is relatively little high quality information concerning long term outcome years or decades 

after TBI and though some studies have stratified injury severity according to the presence 

or absence of loss of consciousness, the degree and duration of unconsciousness is often 

not described. Thus many case control studies have shown no significant risk for AD after 

TBI. (Broe et al. 1990; Chandra et al. 1989; Chandra et al. 1987; Ferini-Strambi et al. 

1990; Fratiglioni et al. 1993; Li et al. 1992; Mendez et al. 1992; Ryan, 1994) Some 

studies do report an association between TBI and the development of AD but several of 

these are of borderline significance (Breteler et al. 1995; French et al. 1985; Graves et al. 

1990; Guo et al. 2000; Mayeux et al. 1993a; Mortimer et al. 1985; Mortimer et al. 1991; 

None, 1994; OMeara et al. 1997; Rasmusson et al. 1995; Salib and Hillier, 1997; Shalat 

et al. 1987; van et al. 1992). Few longitudinal cohort studies report increased risk of AD 

in patients with a history of TBI, though some of these studies have short follow-up 

intervals. (Katzman et al. 1989; Launer et al. 1999; Mehta et al. 1999; Schofield et al. 

1997; Williams et al. 1991) Nemetz reports that TBI reduces the age of onset of AD by 8  

years in individuals susceptible to the disease. (Nemetz et al. 1999)

1.3.8.2 Pathological evidence linking TBI to AD

The brains of people dying with AD share some pathological features with those dying 

after TBI. Plaque-like deposits of Ap are found in the cerebral cortex of 30% of fatal cases 

of TBI. Amyloid is derived from the cleavage of APP, a transmembrane protein, by a,p,y
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secretases to form mostly A(3 1.40 and Ap m2 the latter of which is insoluble and deposited 

as p amyloid. Immunostaining for Ap 1.42, the earliest cleavage product species deposited 

in AD brain, is also the predominant species after fatal head injury. (Gentleman et al. 

1993; Gentleman et al. 1997; Gentleman et al. 1993; Gentleman et al. 1995; Graham et 

al. 1995; Graham et al. 1996; Horsburgh et al. 2000; McKenzie et al. 1994; McKenzie et 

al. 1996; Roberts et al. 1991; Roberts et al. 1994) However, a study of twenty one long

term survivors of TBI, who died from other causes up to twenty years later, failed to 

identify more Ap deposits compared to controls. (Macfarlane et al. 1999) Thus it is 

possible that deposits of Ap present after TBI are at a later stage cleared via inflammatory 

pathways including activated microglia, which are upregulated in the acute phase after 

TBI. (Griffin et al. 1994) Chronic Traumatic Brain Injury (CTBI) e.g. due to boxing, 

where in its' most extreme form it is referred to as dementia pugilistica, also shares 

pathological features with AD. Extensive plaques and NFTs with the same PHF formation 

as in AD have been observed in the brains of boxers with dementia pugilistica. Repetitive 

head injury in young adults appears to be associated with neocortical NFT formation 

around blood vessels particularly penetrating vessels in the depths of the sulci contrasting 

AD where cytoskeletal pathology does not cluster around blood vessels. Furthermore, 

repetitive head injury pathology in young adults does not appear to be associated with Ap 

deposition, which along with the early involvement of the neocortex would be unusual in 

AD. The absence of amyloid in repetitive head injury patients contrast dementia pugilistica 

where amyloid is often but not always noted. (Corsellis, 1989; Dale et al. 1991; Jordan, 

2000; Roberts, 1988; Roberts et al. 1990)

1.3.8.3 Animal model evidence linking AD to TBI

Attempts to reproduce these human pathological observations in rodent models of TBI 

have largely failed though a diffuse increased expression in p-APP is observed. Using a 

nonimpact head rotation acceleration model to generate DAI in pigs, Ap, Tau and NF are 

reported to co-localise to damaged axons throughout the white matter 3-10 days after 

trauma. A proportion of the pigs with DAI had diffuse Ap-containing plaque-like profiles 

in both the grey and white matter, and accumulations of Tau and NF rich inclusions in the 

neuronal perikarya. (Smith et al. 1999) TG mice expressing excessive levels of heavy 

chain neurofilament protein (NFH-LacZ mice) are more histologically and behaviourally 

vulnerable to TBI than wild type mice supporting the concept that neurofilament rich 

intraneuronal inclusions have deleterious effects on neuronal function. (Galvin et al. 2000) 

When the APP7 1 7 (PDAPP) TG mice, which overexpress APP ten fold, are subjected to
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Controlled Cortical Impact (CCI) both young (4 months of age) and older (2 years of age) 

APP7 1 7 TG mice undergo prominent loss of neurons, gliosis and atrophy near the site of 

CCI. When the cortex of young mice eight months after injury is compared to the 

contralateral unlesioned cortex, Ap deposition is reduced in the ipsilateral hippocampus 

and cingulate cortex and there is hippocampal atrophy. In contrast, hippocampal atrophy 

and reduced Ap deposits are not seen in hippocampus or cingulate cortex of sham-injured 

(PDAPP) APP7 1 7  TG mice or in any WT mice. The older mice too, four months after injury 

demonstrate marked regression in ipsilateral hippocampal Ap plaque burden compared to 

the contralateral hippocampus. This work supports the possibility that plaque resulting 

from progressive amyloidosis in AD brain may be reversible. (Nakagawa et al. 1999; 

Nakagawa et al. 2000) Furthermore, non injured PDAPP mice have impaired memory 

function compared to non injured wild-type littermates and brain-injured PDAPP mice had 

more profound memory dysfunction than brain-injured wild-type littermates. (Smith et al.

1998) When young PDAPP transgenic mice are immunized with Api_42> amyloid 

deposition is prevented; astrocytosis is dramatically reduced as is the Ap-induced 

inflammatory response. In addition, AP1.42 immunization appears to arrest the progression 

of amyloidosis in older PDAPP mice. Thus AP1.42 immunization (e.g. administered via a 

nasal spray) appears to increase clearance of amyloid plaques, and is a potential therapeutic 

or preventative strategy for AD. (Bard et al. 2000; Games et al. 2000; Janus et al. 2000; 

Schenk et al. 1999; Weiner et al. 2000) To date the clinical trial assessing the safety and 

efficacy of Api.42 immunization in patients with AD has halted due to adverse events 

underlining the requirement for increased understanding of Ap biology. If such a treatment 

strategy proves beneficial in AD then consideration could be given to extending the 

application to patients with TBI.

1.4CSF proteins and the response of the brain to injury

All of the currently available research tools used to investigate the in-vivo response of the 

human brain to injury have limitations, and these must be taken into account when 

interpreting findings from studies in acute brain injury. Imaging type investigations, such 

as XeCT, PET, MRI, SPECT and MRS, allow in vivo studies of metabolic processes and 

alterations in cerebral blood flow, but require substantial financial investment and are 

limited to single or a few time points after injury. These techniques have not yet been 

applied to large-scale studies of human brain injury. Techniques for continuous monitoring 

of physiological and biochemical parameters are available, but these are restricted to 

patients with severe brain injury, and for limited time intervals. Although multimodal
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monitoring and capture of physiological variables such as intracranial pressure (cerebral 

perfusion pressure), cerebral oxygen content and pH, and jugular bulb oxygen saturation 

(SjV0 2 ) enables trend analysis, it is often challenging to correlate these observations with 

clinical end points such as clinical outcome six months after injury. Microdialysis can be 

used to continuously monitor biochemical changes after brain injury such as glutamate, 

lactate, and aspartate but substantial variations are observed depending on the location of 

the microdialysis membrane in relation to the area of injured brain monitored. Uncertainty 

regarding the true location of the dialysis membrane in relation to the area targeted for 

monitoring compound these problems. Analysis of CSF is limited to patients who require 

CSF access for the purpose of treating acute hydrocephalus, or the monitoring of 

intraventricular pressure after acute brain injury. Analysis of the constituents of ventricular 

CSF at best facilitates a global reflection of upstream (parenchymal) events. In contrast to 

microdialysis CSF analysis allows larger molecules such as structural proteins to be 

assayed, and is a relatively cheap and simple technique. Through the analysis of CSF 

proteins in the first instance, CNS proteins have been identified and in some cases their 

release has correlated with injury severity and outcome. The identification of proteins in 

the CSF that act as surrogate markers of brain injury may in the future be extrapolated to 

studies in plasma and serum, which would be applicable to a wider spectrum of brain 

injured patients, including those with "mild” injury.

1.4.1 Cerebrospinal Fluid

Cerebrospinal Fluid (CSF) is essentially an ultrafiltrate of plasma. In normal CSF eighty 

percent of proteins are transudated from plasma and the remainder are synthesised by the 

brain. All known proteins pass from plasma into CSF, but do so in inverse proportion to 

their molecular size. In addition lipophilicity, hydration, and charge influence transfer to 

the CSF. The term "barrier" should not be taken literally to mean "impervious" as this is 

not in fact the case. There are six main "barriers":

• Blood-CSF barrier-choroid plexus accounts for sixty percent of CSF production.

• Blood-brain barrier-the remainder of the brain vasculature accounts for one third of
CSF production.

• Blood-dorsal root barrier-representing the vasculature within the dorsal root ganglion, 
which is more permeable than the rest of the brain vasculature.

• Meninges-(do not normally produce CSF)

• Wandering cells-normal CSF contains a cell ratio of two thirds lymphocytes (blood 
derived) and one third monocytes (blood derived and from microglia) (blood contains 
mainly granulocytes which are essentially absent from normal CSF).
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• Structural cells-neurons, astrocytes, oligodendrocytes, and microglia.

The adult CSF space is a volume of approximately 140 ml whilst CSF is produced at a rate 

of approximately 500ml per day, which equates to a four times a day turnover rate. Thus a 

sample of CSF will reflect brain protein concentration at that particular point in time. 

Serial sampling shows whether the protein concentration is changing, and over what time 

interval. Although proteins have been identified in the CSF, which have been described as 

"brain specific", none are exclusively brain specific. A small number however, have 

emerged which almost fit this definition and are under evaluation as research tools for the 

investigation of a variety of neurological disorders. Though none appear to be of sufficient 

specificity or sensitivity for the purposes of disease diagnosis, some have been correlated 

with injury severity and outcome, and may reflect cell-specific response to injury. 

Neuronal markers include "neuron specific enolase" (NSE or Protein 14-3-2), Protein 14-3- 

3 (y isoform the most brain specific), Tau (discussed below) and many others. 

Measurement of these proteins in CSF is limited by the availability of antibodies specific 

for the "brain specific" isoforms, availability of purified proteins, quality control, reagent 

cost, and physicochemical properties of the analyte (e.g. NSE is unstable). CSF protein 

markers for astrocytic cells include Glial Fibrillary Acidic Protein (GFAP), and S100B 

(discussed below), both of which are amenable to assay. CSF Ferritin measurement reflects 

microglial activity in response to brain injury. A CSF marker protein for Oligodendrocytes 

is myelin basic protein. (Thompson and Keir, 1990)

1.4.2 S100 protein

SI0 0  belongs to a family of low molecular weight acidic calcium binding proteins, which 

are found in much higher concentrations in the CNS then in any other tissues. (Donato, 

1991; Hidaka et al. 1983; Kindblom et al. 1984) S I00 proteins contain no carbohydrate, 

lipid, nucleic acid or phosphate and exist as homodimers or heterodimers of two subunits a  

and p, which have molecular weights of 10.5 and 10.4 KDa respectively. (Fano et al.

1995) These subunits contain hydrophobic regions in both the C and N termini and a Ca2+
• 94-binding site which when occupied by Ca causes conformational changes in the protein 

with the exposure of some aromatic amino acids, hydrophobic residues and two sulphydryl 

groups. (Baudier and Cole, 1988b; Heizmann and Hunziker, 1991) The subunits share 45% 

sequence homology, but have been shown by complement fixation and cross- 

immunofixation to be antigenically different. The subunits are the product of two separate 

genes, the locus of the a subunit beinglq2 1  and that for the p subunit being 2 1 q2 2 .2 - 

21q22.3. The classical S I00 proteins are S100B (pp), S-lOOao (aa) and S-lOOa (ap).



A D Kay 2003 Chapter 1 53

S100B is found in Schwann cells and within the astrocytes (90% cytosolic, 10% membrane 

bound) where it reaches the concentration of lOpM. Approximately 90% of the total 

S100B pool is found within the brain, with the remainder being located in non-neuronal 

tissues such as the testes, melanocytes and T-lymphocytes. (Fano et al. 1995; Hidaka et al. 

1983; Kindblom et al. 1984) SlOOao is found in neuronal cells, particularly the 

hippocampal neurones, of the central nervous system in much lower concentrations than 

S100B. Outside the CNS, S-lOOao is found in high concentrations in cardiac and skeletal 

muscle, and within the kidneys. S-lOOa is found within astrocytes but not Schwann cells. 

(Kato and Kimura, 1985; Takashi et al. 1988) Thus it is the S-lOOp subunit which is 

regarded as a protein marker for the astrocytic cells of the CNS.

In-vitro studies suggest both intracellular and extracellular functions for S I00. Intracellular 

S100B appears to modulate the activity of target proteins through calcium-dependent 

interactions effecting cell-signalling systems, cell metabolism and cell structure. For 

example, in the presence of GTP, S100B can stimulate the activity of the cerebral cortex 

membrane adenylate cyclase system, and inhibits membrane bound phospholipase-C thus 

influencing membrane-induced transduction. (Fano et al. 1995; Zimmer et al. 1995) In- 

vitro, S100B binds fructose-1, 6-bisphosphate aldolase suggesting a role in the regulation 

of astrocytic energy production via the glycolytic pathway. (Zimmer and van, 1986) S100B 

may influence cell morphology through interactions with protein like Tau preventing 

phosphorylation, and GFAP preventing polymerisation. (Baudier and Cole, 1988a; Bianchi 

et al. 1993) Both interleukin-1 (IL-1) and cAMP are reported to stimulate astrocytic 

S100B expression. (Kahn et al. 1991) The extracellular effects of S100B are to stimulate 

astrocyte proliferation and hypertrophy, promote neuritic growth, increase neuronal 

survival, and elevate neurone and glial intracellular calcium concentrations. (Selinfreund et 

al. 1991; Whitaker-Azmitia et al. 1990) S100B has also been reported to cause apoptosis. 

(Fano et al. 1993) The effect of S100B on cell proliferation appears to be dose dependent 

with cells increasing in number at lower doses of S100B but when the concentration is 

increased the effect is reversed, resulting in cell death. S100B has been shown to stimulate 

inducible nitric oxide synthase (iNOS) in rat cortical astrocytes, and to cause the death of 

neurones co-cultured with astrocytes by the production of nitric oxide. (Hu et al. 1996; Hu 

et al. 1997)
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Raised concentrations of S100B have been reported to occur in the CSF of patients with a 

wide variety of neurological disorders including strokes, encephalitis, meningitis, 

Creutzfeld-Jakob disease, brain tumours, Guillain-Barre syndrome, epilepsy, Parkinson’s 

disease and dementia. (Jimi et al. 1992; Mokuno et al. 1983; Noppe et al. 1986; Otto et 

al. 1997; Persson et al. 1987; Sindic et al. 1982) Elevated concentrations of CSF S100B 

have been found in the acute phase of Multiple Sclerosis (MS) but only marginally 

increased concentrations in the non-acute phase of the disease. (Massaro et al. 1985; 

Michetti et al. 1980; Mokuno et al. 1983; Noppe et al. 1986; Sindic et al. 1982) The

raised concentration of S100B in the CSF may result from cell damage, or be due to an

active response from the brain to the injury. (Jongen et al. 1997; Mokuno et al. 1983).

Raised concentrations of S100B have been reported in the CSF of patients with large

cerebral infarcts, but not in smaller infarcts or transient ischaemic attacks. Thus, S100B has 

emerged as a surrogate marker for injury severity. In addition, the concentrations of S100B 

in the CSF within twenty-four hours of SAH has been correlated with clinical outcome 

assessed using the GOS. (Persson et al. 1987) The utility of measuring S100B in CSF is 

limited by the invasive means required to obtain samples. A number of studies report 

elevated S100B concentrations in plasma or serum after stroke, cardiac arrest, cardio

pulmonary bypass, TBI and SAH, corroborating the findings in CSF. (Abraha et al. 1997; 

Blomquist et al. 1997; Buttner et al. 1997; Ingebrigtsen and Romner, 1996; Missler et al. 

1997; Rosen et al. 1998; Taggart et al. 1997; Waterloo et al. 1997; Westaby et al. 1996; 

Wiesmann et al. 1997) Thus plasma S100B measurement as a surrogate marker for acute 

brain injury is emerging as a useful research tool to be used as an adjunct to injury severity 

classification.

1.4.3 Tau protein

Tau protein is a microtubule-associated phosphoprotein found predominantly within the 

axons of CNS neurons, although a form of Tau, known as big Tau, has been found within 

the peripheral nervous system. Tau promotes the assembly and stabilisation of neuronal 

microtubules. Six isoforms are found in the CNS of healthy adults, which range from 352- 

441 amino acids in length, and differ from each other by the size of the N-terminal inserts, 

and the presence of three or four tandem repeat regions of 31-32 amino acids in the 

carboxyl terminal end. Studies with recombinant Tau have shown that it is in these repeat 

regions in the carboxyl terminal regions which are the microtubule binding domains and
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each contain a characteristic Pro-Gly-Gly-Gly motif. The Tau gene is located on 

chromosome 17q21 and contains 15 exons, 11 of which are used to encode the major Tau 

protein isoforms. (Goedert et al. 1991; Goedert et al. 1989; Hardy et al. 1998) The one or 

two phosphorylation sites on each isoform are serine or threonine residues followed by 

proline, suggesting that protein kinases with a specificity for seryl-proline and threonyl- 

proline residues are responsible for phosphorylation. Protein kinases such as mitogen- 

activated protein (MAP) kinase, glycogen synthase kinase-3 and proline-directed protein 

kinase have been shown to phosphorylate recombinant Tau on at least some of the residues 

seen in adult or foetal Tau. The phosphorylation status of a protein depends on a balance of 

phosphorylation and dephosphorylation and Tau phosphorylation by MAP kinase is only 

dephosphorylated by phosphatase 2A. (Goedert et al. 1992) The phosphorylation status of 

Tau affects its ability to bind to microtubules, such that, Tau phosphorylated by MAP 

kinase has one-tenth the ability of non-phosphorylated Tau, to bind to microtubules. 

(Drechsel et al. 1992) The relevance of these observations to neurodegeneration and 

cytoskeletal disintegration after acute injury is not currently known.

There are a number of degenerative diseases of the CNS, which are associated with the 

intracellular or extracellular inclusion bodies consisting of a hyperphosphorylated form of 

Tau protein. These include Alzheimer’s disease (AD), Pick’s disease (PiD), and 

progressive supranuclear palsy (PSP) and corticobasal degeneration (CBD). Although 

methods are available for the determination of CSF Tau concentration, it is not possible to 

reliably differentiate between these conditions. As with S100B, CSF Tau is elevated by a 

wide range of neurological conditions. (Jensen et al. 1995; Vandermeeren et al. 1993; 

Vigo-Pelfrey et al. 1995) Thus the utility of measuring CSF Tau for the purpose of 

diagnosing dementia is limited. To date only one systematic study reports CSF Tau 

concentration after TBI, utilising an in-house ELISA to quantify axonal injury. (Zemlan et 

al. 1999)
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1.5 Study hypotheses

• Alterations in the concentration of apoE occur in the CSF reflecting the role of apoE in 
the response to CNS injury.

• Altered CSF apoE concentration after CNS injury is related to injury severity and 
clinical outcome.

• After CNS injury altered CSF apoE concentration is related to changes in CSF 
amyloid-beta concentration.

• Alterations in CSF lipoprotein particles occur reflecting the role of apoE in cholesterol 
recycling in response to CNS injury.
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This chapter describes the subjects investigated, and the methods used for CSF analysis. 

The subjects investigated comprise a control group of patients without acute brain injury, 

and an acute brain injury group. The acute brain injury group comprises patients with 

either TBI or SAH. The CSF of these patient groups was investigated in two ways. First, 

quantification of apoE, S100B, Tau, Ap, albumin, and total protein was undertaken on 

CSF. In addition, the time course of these alterations was investigated in a subgroup of 

patients for whom serial CSF samples were available. The relationship between the 

concentration of the proteins assayed and clinical measures of injury severity, and outcome 

were determined. Second, CSF lipoprotein particles were isolated and analysed from a 

subgroup of patients from the control and brain injury groups to determine whether 

differences observed in the concentration of apoE in nascent CSF were paralleled by 

changes in CSF lipoprotein particle composition.

2.1 Patients investigated

CSF from three categories of patients were investigated:

• Patients with no acute brain injury-the control group.

• Patients with TBI.

• Patients with SAH.

The control CSF samples were obtained from patients admitted to the Institute of 

Neurological Science (INS) in Glasgow (discussed later). SAH CSF for the analysis of 

lipoprotein particles by size exclusion chromatography (discussed later) was obtained from 

patients admitted to the INS in Glasgow. The remainder of the brain injury CSF analysis 

was performed on CSF from the Neurosurgical Unit at the University Hospital, Pittsburgh, 

Pennsylvania, USA.

An absolute requirement for participation in the study was the granting of informed 

consent by patients (or assent from next of kin of patients incapable of giving informed 

consent) participating in the study. The study had approval from the local hospital ethics 

committee.
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2.1.1 Ethics and Consent
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This study commenced immediately after the Medical Research Council (MRC) issued 

Interim Operational and Ethical guidelines for use o f human tissue and biological samples 

in research. (Medical Research Council, 1999) A summary of the issues to address when 

obtaining consent, as outlined in the MRC guidelines, is given in the appendix. The 

consent form was based upon that recommended by the MRC (see appendix for consent 

form and patient information sheet).

Consent was sought for:

• Collection, storage and analysis of residual CSF for apoE determination.

• Determination of APOE genotype using DNA isolated from CSF, or a buccal swab 
from the oral cavity.

• Collection, storage and analysis of residual CSF for other protein relevant to brain 
injury.

• Analysis of other genes of relevance to brain injury.

• Retrieval, analysis and storage of relevant personal (e.g. age, sex) and clinical (e.g. 
diagnosis) information.

• Publication, and presentation of anonymised data resulting from the study.

Patients were given assurances regarding confidentiality and restriction of access to data 

collected to members of the research team. Patients were given a written information sheet 

stating the goals of the research, the types of tests to be done, the diseases to be 

investigated, and how the results might affect their interests. In addition patients were 

informed that the study had local ethics committee approval. The patient information sheet 

was approved by the local ethics committee, and was adapted from that used in previous 

studies undertaken at the Southern General Hospital, University Department of 

Neurosurgery, investigating the association between APOE genotype and recovery after 

acute brain injury. In addition the study was approved by the consultant neurosurgeons and 

neurologists at the Institute of Neurological Sciences.

Informed consent was undertaken by face to face interview in the majority of patients. 

Where patients were incapable of giving informed consent, assent from the next of kin was 

obtained. Many patients were discharged from hospital before it was possible to obtain 

informed consent by face to face interview and these patients were contacted by post, and 

of those who were contactable the majority returned the signed consent form. These 

patients (and those consented by face to face interview) were encouraged to telephone or 

write if they had any questions or required more information. Consent to perform APOE
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genotype determination, and retain and analyse CSF in Pittsburgh was undertaken by the 

Pittsburgh research team. The study protocol had approval of their local ethics committee.

2.1.2 Selection and characteristics of controls

Sampling CSF requires the use of invasive techniques such as lumbar puncture, cistema 

magna puncture, or ventricular puncture. The risks associated with these invasive 

techniques limit the sampling of CSF to patients for whom the potential clinical benefits of 

the procedure outweigh the small, but definite risks. The risks of CSF sampling preclude 

the study of healthy, asymptomatic "normal" subjects. Control group CSF was selected 

according to the results of CSF analysis and clinical exclusion criteria. Thus a substantial 

number of consecutive CSF samples sent to the department of neuropathology for analysis 

were used to create a population from which a smaller control population was selected on 

the basis of "normal" CSF analysis (see below). In addition, from knowledge of the 

patients’ clinical diagnosis, it was possible to select patients according to clinical indication 

for CSF analysis, and estimate the effect of confirmed neurological disease upon the study 

parameter. This approach enabled identification of an age and sex matched control group 

of similar size to the acute brain injury groups.

2.1.2.1 CSF exclusion criteria for control group

The control group was selected by excluding patients with CSF indices as follows:

• Presence of xanthochromia.

• Nucleated cell count greater than five cells per cubic millilitre.
th• Albumin concentration outside the 95 centile of the population (CSF samples with no 

xanthochromia, and cell count less than 5 nucleated cells per mm3) mean (i.e.> 273 
mg/1).

tfi• Total protein concentration outside the 95 centile of the population mean (i.e.> 576 
mg/1).

• S100B greater than the 95th centile of the population mean (>0.39 ng/ml).

• Presence of Oligoclonal bands.

2.1.2.2 Control group clinical exclusion criteria

These included patients with clinical features consistent with SAH, TBI and, for "health 

and safety reasons", microbiological infection and transmissible spongiform 

encephalopathy (TSE). Patients investigated for demyelination or dementia formed a 

separate subgroup for comparison with the control group to estimate the impact of these
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disorders upon CSF parameters. Clinical information was obtained prospectively from the 

patients' clinical records, and from discharge summaries.

2.1.3 Patients with acute brain injury

The availability of CSF is limited due to the tendency to restrict ventriculostomy to 

patients with severe brain injury. It is argued that in this category of patients, the risk of 

ventriculostomy is outweighed by the benefits of CSF drainage for the treatment of raised 

intracranial pressure/or hydrocephalus. In the USA, intraventricular pressure monitoring is 

considered the gold standard and is recommended for patients with severe brain injury. 

(Brain Trauma Foundation, 1996) In the UK intracranial pressure monitoring is usually 

undertaken using intraparenchymal pressure sensors because ventricular cannulation is 

generally regarded as having an unacceptably high risk of brain injury secondary to 

cannulation and infection. The quantification of CSF proteins in CSF after SAH and TBI 

was therefore limited to CSF obtained by the neurosurgical unit in Pittsburgh, USA. CSF 

was available from all patients within three days of injury, and in a subgroup serial samples 

were available for as long as two weeks after injury. CSF lipoprotein particles were 

isolated and analysed from SAH and control CSF from patients at the INS, Southern 

General Hospital, in Glasgow. The studies of TBI CSF lipoprotein particles utilised CSF 

from the Neurosurgical unit in Pittsburgh, USA.

2.1.3.1 Characteristics of TBI patients

CSF samples were available from 27 TBI patients within three days of injury, and serial 

samples from 13 TBI patients for up to one week after injury. The characteristics of these 

patients are summarised in table 5. In addition to the demographic and clinical features of 

the TBI patients, radiological features were classified according to the CT findings at 

admission. The radiological features of the TBI patients are summarised in table 6 .

2.1.3.2 Characteristics of SAH patients

Serial CSF was available from 19 SAH patients for up to two weeks after haemorrhage. 

The clinical and radiological characteristics are summarised in table 7. Ruptured 

intracranial aneurysms were identified in 18 SAH patients (16 anterior circulation, 2 

posterior circulation), and one patient was unfit for investigation.
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Table 5 Characteristics of TBI patients

Characteristic Number of patients (%)

CSF within 

three days of TBI

Serial TBI CSF

Age (years)

Average 32 33

Median 25 37

range 16-65 16-65

Gender

Male 2 2  (81) 10(77)

Female 5(19) 3 (23)

Total 27 13

APOE genotype

s33 20 (74) 10(77)

s34 5(18) 1 (8 )

832 2(7) 2(15)

Best GCS

Average 5 6

Median 5 6

range 3-8 3-8

Mechanism of TBI*

RTA** 18(67) 8(62)

Fall 6 (2 2 ) 3(22)

Other 2(7) 1 (8 )

Assault 1(4) 1 (8 )

*TBI: Traumatic Brain Injury

**RTA: Road Traffic Accident 

GCS: Glasgow Coma Score
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Table 6 Radiological features of TBI patients

Marshall
Grade

Classification Number of patients

within 3 days serial

1 Diffuse injury 1 1

2 Diffuse injury

a) 1 only

b) > 2  unilateral

c) Bilateral

0 0

3 Diffuse injury + swelling 1 1

4 Diffuse injury + shift 1 1

5 Evacuated mass lesion

a) Extradural 3 2

b) Subdural 0 0

c) Intracerebral 2 0

d) > 2  lesions 5 3

6 Nonevacuated mass lesion

a) Extradural 1 0

b) Subdural 3 1

c) Intracerebral 3 2

d) > 2  lesions 7 2

CT: computerized tomography
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Table 7 Characteristics of SAH patients including radiological features

Characteristic N (%)

Age (years)

Average 56

Median 54

range 35-74

Gender

Male 6(32)

Female 13 (6 8 )

Total 19

APOE  genotype

s33 11 (58)

s34 7(37)

unknown 1(5)

Best GCS

Average 1 0

Median 1 0

range 3-15

Fisher CT Grade

1 0

2 1

3 9

4 9
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2.1.4 Assessment of clinical outcome after acute brain injury

Clinical outcome was assessed using the Glasgow Outcome Scale (GOS). Outcome was 

assessed six months after TBI injury and three months after SAH. Outcome assessments 

were determined by Dr Marion (blinded to the results of CSF analysis) at the outpatient 

clinic review at the Department of Neurosurgery in Pittsburgh.

2.2 Analysis of CSF proteins

2.2.1 CSF collection, storage and analysis

CSF was collected from the lateral ventricle in all acute brain injury patients, and the 

lumbar subarachnoid space for the majority of the controls. Ventricular CSF was obtained 

from ventricular catheters sited for the purposes of intraventricular pressure monitoring in 

patients with acute brain injury. CSF samples from patients with suspected hydrocephalus 

or shunt dysfunction, but no acute brain injury, were used as ventricular CSF controls for 

comparison with control CSF obtained by lumbar puncture, and as the control group for 

comparison with serial brain injury CSF samples. CSF obtained from the lumbar 

subarachnoid space was obtained by lumbar puncture for the purpose of assessing 

intrathecal pressure, treatment of communicating hydrocephalus or benign intracranial 

hypertension, or for analysis of CSF for investigation of suspected neurological disease.

CSF was collected in Polypropylene tubes and centrifuged at approximately 450g at 4° C 

for 1 0  minutes to eliminate cells and debris and was aliquoted prior to freezing and storage 

at -80° C until subsequent analysis. CSF from brain injury patients and controls was 

processed and stored identically for simultaneous analysis at a later date. Analysis of CSF 

from controls and acute brain injury patients was performed simultaneously with cases and 

controls on each analysis plate. It was not possible to blind the observer to sample type due 

to the difference in macroscopic appearance of CSF from controls and patients with acute 

brain injury. CSF samples underwent one freeze-thaw cycle prior to analysis, and 5 pi of 

protease inhibitor cocktail (Product number P 2714, SIGMA, Missouri, USA) was added at 

a final concentration of ImM.
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2.2.2 Determination of CSF apoE concentration
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A method for assaying apoE of sufficient sensitivity for the concentration range present in 

CSF was not readily available and was therefore developed for the purpose of this study. 

The technique used was Enzyme Linked Immunosorbant assay (ELISA) based upon the 

method described by Stark and Siest. (Starck et al. 2000) The results of the assay 

evaluation for the purposes of this study are described in detail in the chapter 3. The 

principal of the assay involves binding a capture antibody to the surface of a microtitre 

plate, which specifically captures apoE from the CSF. This antibody-apoE complex is then 

bound by a second (detection) antibody, to which a third antibody is targeted. The third 

antibody is conjugated to horseradish peroxidase (HRP) which catalyses the peroxidation 

of a substrate to a coloured product detectable spectrophotometrically.

2.2.2.1 CSF ELISA method

In brief, the capture antibody for the apoE assay was rabbit polyclonal anti-human apoE 

antibody (Dako, Ely, UK), diluted in 0.02 M Citrate buffer. The coated plate was washed 

with Phosphate Buffered Saline (PBS) and non-specific binding sites were blocked with 

2% bovine serum albumin (BSA). The blocked plate was washed with PBS/Tween, prior 

to incubation at 37°C with diluted CSF samples and the apoE standard curve (1.5-100 

ng/ml) in duplicate. After further washing with PBS/Tween, goat anti-human apoE 

antibody (Chemicon, Harrow, UK) was used as detection antibody, followed by HRP 

conjugated rabbit anti-goat IgG as the secondary antibody for the colour reaction. A 

detailed description of the apoE ELISA is given in the appendix. There was parallelism 

between the apoE calibration curve and serial dilutions of control CSF, brain injury CSF, 

brain homogenate and mixtures of CSF and plasma or lysed red blood cells. The range of 

assay recovery was 92-98%. The intra-assay and inter-assay coefficients of variation were 

7.4% and 8 . 6  % respectively. These data are presented in chapter 3.

2.2.3 S100B ELISA

The S100B ELISA used was a previously established, and extensively evaluated, in house 

assay for the determination of S100B in CSF. (Green et al. 1997) In brief, 96 well micro

titre plates were coated with 200pl of 0.05M carbonate buffer containing monoclonal anti- 

S100B (Affinity Research Products, Exeter, UK). The plates were washed with 0.67 M 

Barbitone buffer containing 5mM Calcium Lactate, 0.1% BSA, and 0.05% Tween, and 

then blocked with 2% BSA and washed again. CSF samples diluted in 0.67 M Barbitone
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buffer containing 5 mM Calcium Lactate were added in duplicate. After incubation and 

washing, HRP conjugated polyclonal anti S100B (Dako, Copenhagen, Denmark) was used 

as detecting antibody. The cr-phenylenediamine (OPD) colour reaction was stopped with 

1M hydrochloric acid and the absorbance read at 492 nm and 405 nm. The antigen 

concentration was calculated from an internal standard curve ranging from 0.01 to 2.5 

ng/ml. The intra and inter-assay coefficient of variation for the S100B assay was 9.3% and 

8.1% respectively. The recovery of S100B added to CSF was 94%.

2.2.4 Tau ELISA

CSF Tau measurements were performed using the Innotest hTau Antigen, and enzyme- 

linked immunoassay supplied by Innogenetics, Belgium (UK suppliers: Autogen Bioclear, 

Wiltshire, UK). This assay uses a monoclonal capture antibody (AT 120) which reacts with 

both the normal and the hyperphosphorylated forms of Tau. (Vandermeeren et al. 1993) 

The microtitre plates are supplied pre-coated with this monoclonal antibody, and after 

blocking of the unbound protein sites on the microtitre plate wells, standards and CSF 

samples were added in duplicate. Tau calibrants were prepared from recombinant Tau 

protein and a series of calibrants 0, 75, 150, 300, 600 and 1200 pg/ml were used for the 

standard curve. A pair of biotinylated monoclonal antibodies (HT7 and BT2) were added 

to each well of the microtitre plate and the plate incubated over night at room temperature. 

The HT7 monoclonal antibody reacts with both normal and phosphorylated Tau protein, 

whilst the BT2 monoclonal antibody reacts preferentially with the hyperphosphorylated 

Tau protein. (Goedert et al. 1994) After overnight incubation the microtitre plate was 

washed and peroxidase conjugated streptavidin added. The streptavidin binds to the biotin 

on the monoclonal antibodies to form a complex, the quantity of which is proportional to 

the amount of Tau protein in the standard or CSF sample. The microtitre plate was washed 

and the substrate containing 3', 3', 5', 5' tetramethylbenzidine (TMB) and hydrogen 

peroxide added. The peroxidase activity converts the colourless TMB into an insoluble 

blue precipitate. The peroxidase activity was stopped by the addition of sulphuric acid, 

converting the insoluble blue precipitate to a soluble yellow product. The absorbance of the 

yellow product was measured at 450 nm being proportional to the amount of Tau protein 

originally present in the sample. The manufacturer claims the lower limit of detection to be 

59 pg/1. The intra and inter assay coefficient of variation are both reported to be below 6 %, 

and the recovery of Tau added to plasma is reported to be 92%. Detailed evaluation of this 

commercial ELISA was beyond the scope of this study.



A D Kay 2003
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Ap 1-40 and Ap 1-42 peptides were also assayed using commercially available ELISA kits 

(BioSource International, Inc. California, USA) according to manufacturers instructions. 

The kits were identical for each peptide other than the antibody specificity. In brief, 100 pi 

of Ap standard (0-1000 pg/ml) and CSF samples were aliquotted in duplicate into the wells 

of the 96 well microtitre plate. Control and brain injury CSF samples were distributed 

within the same plate. The wells, which were pre-coated with capture antibody specific for 

Ap 1 -4 0  (or Ap 1 . 4 2 ) ,  were incubated for two hours, at room temperature, on a plate shaker. 

After washing, rabbit anti human Ap detection antibody was added to each well and 

allowed to incubate for a further two hours. After this incubation and further washing, HRP 

conjugated anti-rabbit antibody was added and incubated for a further 2 hours. After 

further washing steps, chromogen (OPD) was added, and after 30 mins (in the dark) the 

reaction was stopped with acid, and the absorbance read at 450 nm. The coefficient of 

variation for intra-assay precision is claimed by the manufacturer to be 3.6%, and inter

assay precision 3.7%. The recovery of Ap added to serum is reported to be approximately 

100%. Again detailed evaluation of these commercial ELISAs was beyond the scope of 

this study.

2.2.6 CSF total protein concentration

The concentration of protein in the CSF was determined using a turbidimetric assay in 

which protein precipitation was achieved using benzethonium chloride, EDTA, and NaOH. 

(Luxton et al. 1989) To a volume of 10 pi of CSF was added 190 pi of precipitating 

reagent (5.0 g of benzethonium chloride, 20 g of EDTA, and 10 g of NaOH per litre). The 

plate was left at room temperature for 15 minutes before the absorbance of each well was 

measured at 410 nm (Dynatech MR700 microtitre plate reader) after blanking the 

instrument with precipitating reagent. The amount of precipitated protein (e.g. albumin and 

globulin) is proportional to the concentration of protein present in the CSF, and results in 

proportionate absorbance to light. The method is rapid, requires only 10 pi of CSF, and can 

be performed in a microtitre plate with between batch coefficient of < 5%. The protein 

calibration standards used were prepared by dissolving 150mg of human albumin (Sigma, 

Poole, UK) and 50 mg of human gamma globulin (Sigma, Poole, UK) in 100ml of isotonic 

saline (NaCl 0.85 g/1) containing 10 g of sodium azide per litre to give a stock 2000 mg/1 

standard for total protein. From this solution serial dilution was performed to create a set of 

working standards in the 50 to 1500 mg/1 concentration range.
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2.2.7 CSF Albumin rocket electrophoresis
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CSF albumin concentrations were determined using rocket electrophoresis as detailed in 

the appendix. In brief, CSF and an albumin standard curve are loaded onto an agarose gel 

containing polyclonal anti-human albumin antibody and electrophoresed overnight, 

washed and stained for protein with brilliant Coomassie blue. The distance (measured in 

mm) migrated from the well is proportional to the albumin concentration and values 

derived from the albumin standard curve electrophoresed in parallel to the CSF samples.

2.3 Detection of CSF apoE by SDS-PAGE and Western blotting

SDS-Polyacrylamide gel electrophoresis (SDS-PAGE) was performed on control and acute 

brain injury CSF samples in order to:

• Identify the presence of small molecular weight apoE epitopes/fragments, which might 
conceivably arise from proteolysis.

• Estimate the influence of apoE denaturation (SDS and thermal energy) upon 
immunoreactivity (i.e. evidence for epitope masking).

• Obtain an approximate corroboration of the CSF concentration obtained by the ELISA 
method, and the semi-quantitative SDS-PAGE method.

2.3.1 SDS-Polyacrylamide gel electrophoresis

SDS-PAGE separates proteins according to their molecular weight, independent of 

intrinsic electrical charge. Prior to electrophoresis the CSF sample is diluted with a buffer 

containing sodium dodecyl sulphate (SDS), and a reducing agent, and the mixture is heated 

to 100°C. The reducing agent breaks inter and intra subunit disulphide bonds, and the SDS 

(an anionic detergent) denatures the protein by wrapping around the polypeptide backbone. 

As a result the proteins in the sample become rods of negative charge with equal charge 

per unit length. Acrylamide is used for preparing electrophoretic gels for separating 

proteins by size. A mixture of acrylamide and bis-acrylamide polymerises to form a cross- 

linked network with a pore size that is dependent on the concentration of acrylamide used. 

The higher the concentration of acrylamide, the smaller the pore size. The migration of the 

protein in the gel is thus a function of its size and the intensity of the band when visualised 

gives a semi-quantitative estimate of the amount of protein present in the CSF sample. The 

gel used for this investigation was a 10% running gel, and 4% stacking gel assembled 

according to manufacturers instructions (Amersham Pharmacia Biotech, Herts, UK).
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2.3.1.1 Sample preparation
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Seven CSF samples with known apoE concentration (determined by ELISA) were run on 

the gel. Three were control CSF samples: one with high apoE concentration (ventricular 

CSF), one with intermediate apoE concentration, and one with low apoE concentration. 

Four TBI samples were run: two with low apoE concentration and two with intermediate 

apoE concentration. For each CSF sample 60pL was diluted with an equal volume of 

sample diluent (0.125 M Tris-Cl, 4% SDS, 20% v/v glycerol, 0.2 M dithiothreitol, 0.02% 

bromophenol blue, pH 6 .8 ) and placed in a boiling water bath for 4 minutes.

2.3.1.2 Running the SDS-PAGE gel

The comb was carefully removed from the stacking gel and the wells were rinsed with 

electrophoresis buffer (0.025 M Tris, 0.192 M glycine, 0.1 % SDS, pH 8.3). After fitting 

the gaskets to the upper tank chamber it was placed onto the gel and secured using the 

cams supplied. The lower tank chamber was filled with 3 L of electrophoresis buffer and 

the gel plus upper chamber were lowered into the lower tank chamber, being careful to 

avoid trapping any bubbles at the bottom of the gel. The upper chamber was filled with 

electrophoresis buffer, making sure that there was no leakage of buffer into the lower 

chamber. To each well 100 pL of diluted CSF was added and molecular weight markers 

were included on each run. The gel was run at 250 V, 50mA for 3 hours using an EPS 200 

power supply (Amersham Pharmacia Biotech, Herts, UK).

2.3.2 Western blotting

"Western blotting" or electroblotting refers to the process of transferring the separated 

proteins from the gel onto a nitrocellulose matrix to which they bind and become 

immobilised. It is necessary to transfer the proteins to the nitrocellulose matrix from the 

gel matrix because the gel matrix restricts access to the detecting antibody. In addition to 

the accessibility of protein immobilised on the nitrocellulose matrix to the detecting 

antibody, nitrocellulose is less fragile.
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2.3.3 Gel to nitrocellulose protein transfer step
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At the end of the electrophoresis, the gel was removed from the electrophoresis system and 

the lane containing the molecular weight markers were removed and placed in Coomassie 

Brilliant Blue stain for 1 hour and destained using deionised water. The remaining gel was 

placed into a pre-chilled transfer buffer for 30 minutes. Two pieces of filter paper and a 

piece of nitrocellulose were cut to the same dimensions of the gel and placed into the 

transfer buffer, along with two fibre pads supplied with the Trans-blot® Electrophoretic 

Transfer cell (Bio-Rad, Herts, UK). After 30 minutes one fibre pad was placed onto the 

plastic gel holder and onto this was placed a piece of wet filter paper ensuring that there 

were no trapped air bubbles. The gel was removed and placed on top of the filter paper. A 

piece of pre-wetted nitrocellulose was placed on top of the gel, being careful not to trap 

any bubbles. The remaining filter paper and fibre pad were placed on top of the gel, all 

bubbles removed and the gel holder closed. The transfer cell was filled with pre-chilled 

transfer buffer (0.025 M Tris, 0.192 M glycine, 0.1 % SDS, pH 8.3, containing 20% 

methanol) and the cooling coil was placed inside the cell and attached to a free flowing 

water system. The gel holder was placed into the Trans-blot® Electrophoretic Transfer cell 

with the gel facing the cathode. The transfer of proteins was carried out using a constant 

currant of 400 mA and a starting voltage of 50 V for 16 hours.

2.3.4 ApoE immunoblotting technique

After transferring the apoE onto nitrocellulose, empty protein binding sites were blocked 

by incubating the membrane in 2% non-fat milk in PBS for 30 minutes at room 

temperature. The nitrocellulose membrane was rinsed with running water and then washed 

with PBS containing 0.05% Tween 20 (wash solution), and placed in 50 mL PBS/milk 

containing rabbit anti-human apoE. After incubating the nitrocellulose membrane 

overnight at 4°C, the membrane was rinsed with running water and washed and then 

placed into 50 mL PBS/milk containing swine anti-rabbit immunoglobulin HRP conjugate. 

After incubating the nitrocellulose membrane for 1 hour at room temperature, the 

membrane was rinsed with running water and washed with several changes of wash 

solution over 1 hour. The membrane was developed with aminocarbazole colour regent for 

20-30 minutes at room temperature, then rinsed under running water and then washed for 

30 minutes before being dried.
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2.4 Isolation and analysis of CSF lipoprotein particles
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In addition to the quantification of apoE of controls and patients with SAH or TBI, CSF 

lipoprotein particles were isolated from the CSF, and their composition analysed. Because 

the concentration of these particles in the CSF is low, a substantial volume (excess of 20 

ml) of CSF is required. The volume of residual CSF obtained from control and TBI 

patients is relatively low (e.g. 1 ml), therefore it was necessary to pool CSF from at least 

twenty patients. The approach of pooling CSF to generate the volume required for the 

isolation of CSF lipoprotein particles has been used by others for the same reasons. 

(Demeester et al. 2000; Koch et al. 2001) Obtaining sufficient volumes of CSF from 

patients with SAH is less problematic as a daily drainage volume of approximately 200 ml 

of CSF is not unusual.

2.4.1 CSF size exclusion chromatography

Twenty millilitres of CSF was concentrated 50 times by filtration through Centricon YM- 

10 concentration filters (Amicon, Beverly, MA, USA). These filters have a pore size 10 

KDa (Molecular weight of apoE protein is 34.2 KDa) and a recovery of 99.9%. The 

concentrated CSF was fractionated by size exclusion chromatography as follows. The 

concentrated CSF (500 pi) was loaded onto a Superdex 200 size exclusion chromatography 

column (sepharose 6 HR 10/30) and eluted with elution buffer (lOmM Tris, 150mM NaCl, 

0.01% EDTA, ImM NaN3) at a flow rate of 0.25ml/min, and flow pressure of 0.5 Mpa. 

Fractions of 250 pi were collected and assayed for a free cholesterol (FC), phospholipid 

(PL), triglyceride (TG), apoE, and apoAI as follows. Lipid and lipoprotein concentrations 

were determined from the elution profile by calculating the area under the curve (AUC). 

Molar concentrations and ratios were calculated from the molecular weight (KDa) of apoE 

(34.2), apoAI (30.7), apoB (549), FC (38.6), and PL (77.4). The control CSF pools had no 

detectable apoB confirming the absence of plasma contamination.

2.4.2 Free cholesterol assay

Free cholesterol was determined colorimetrically using a commercially available kit (Wako 

Chemicals, Japan) according to manufacturer's, instructions. In this assay free cholesterol 

is oxidised by cholesterol oxidase to 4-cholestenone generating hydrogen peroxide. The 

hydrogen peroxide formed, in the presence of peroxidase, oxidises phenol and 4 - 

aminoantipyrine resulting in a red colour product. The amount of free cholesterol in the 

test sample is determined by measuring the absorbance of the red colour at the maximum
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absorption wavelength of 505 nm on a Hitachi 704-auto analyser. The coefficient of 

variation for the assay was 1.9%.

2.4.3 Phospholipid assay

Phospholipid was determined colorimetrically using a commercially available kit (Roche 

Diagnostics GmbH, Germany) again using the hydrogen peroxidase reaction, measuring 

the absorbance of the coloured product at 505 nm on Hitachi 704-auto analyser. The 

coefficient of variation for the assay was 1.5%.

2.4.4 Triglyceride assay

Triglyceride was also assayed using the Hitachi 704 auto-analyser using a commercial 

Triglyceride kit (Roche Diagnostics GmbH, Germany). In this case Lipoprotein lipase 

hydrolyses triglyceride to glycerol, which is oxidised to dihydroxyacetone phosphate and 

hydrogen peroxide which is measured as above. The coefficient of variation for the assay 

was 2 .1%.

2.4.5 Apolipoprotein turbidimetric immunoassay

Commercially available turbidimetric immunoassay kits are commonly used in clinical 

laboratories for the determination of plasma apoE, apoB, apoAI, apoAII, apoCI, apoCII 

and apoCIII. The concentration of these proteins in native CSF is generally below the limit 

of detection of this method. However, the method can be used to assay the concentration of 

these proteins in concentrated CSF fractionated by size exclusion chromatography. The 

principle of the assay is identical for all the proteins analysed. The concentrated CSF 

fraction is mixed with the buffer and a solution containing antibody to the lipoproteins. 

The apolipoprotein in the sample then combines with anti-human antibody specific for that 

apolipoprotein in the reagent to yield an insoluble aggregate, which causes an increase in 

the turbidity of the sample. The degree of turbidity is measured optically and is 

proportional to the amount of analyte in the sample. These kits are compatible with the 

Hitachi 704 auto-analyser. The linear range of detection for apoE, apoAI and apoB were 0- 

12 mg/dl, 0-70 mg/dl and 25-200 mg/dl respectively.
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2.5 APOE  genotyping
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APOE genotyping was performed, blind to the CSF concentration, using a hot start 

polymerase chain reaction (PCR) method. DNA was extracted from the buffy coat layer of 

haemolysed blood, or CSF, by ethanol extraction. Residual ethanol wash was removed by 

vacuum desiccation for 15 minutes, or overnight evaporation. To each sample was added 

50 j l l 1 of proteinase K (800 pg/ml), 20 pi of 10X PCR buffer, and 130 pi of Analar water. 

The solutions were overlaid with 100 pi of mineral oil and incubated at 37°C overnight. 

The samples were then heated to 95 °C for 10 minutes to inactivate the proteinase K, and

2.5 pi of the resulting solution was used as a target for PCR with the APOE primers. 

(Wenham et al. 1991) The reactions took place in a total volume of 50pl comprising 35pl 

of master mix A (see below), which was separated initially by a wax barrier to allow a "hot 

start", from 12.5pi of master mix B (see below) and 2.5pi of target. Master mix A 

contained the following reagents, in volumes multiplied by the number of samples to be 

amplified: 19.5 pi Analar water; 3.5 pi 10X PCR buffer; 5 pi dNTP solution containing 2 

mM dTTP; 5 pi dimethyl sulfoxide; and lpl of each primer to give final concentrations in 

the reaction of 0.2 pM. Thirty-five microlitres of Master mix A were aliquoted to each 

500-pl reaction tube. An Ampliwax gem (Perkin Elmer Cetus) was added to each tube, 

heated to 75-80°C for 5-10 minutes to melt the gem, and cooled to allow it to resolidify. 

Master mix B contained the following reagents, in volumes multiplied by the number of 

samples to be amplified: 10.75 pi of Analar water, 1.5pl 10X PCR buffer, and 0.25 pi Taq 

polymerase; 12.5pi of Master mix B was added to each reaction tube overlying the 

Ampliwax gem followed by 2.5 pi of target, prepared as described above. The samples 

were heated to 95°C for 7 minutes, followed by 40 cycles of 95°C for 1 minute, 65°C for 1 

minute and 70°C for 2 minutes. Ten units Hhal was added directly to the PCR product and 

incubated overnight at 37°C. The products of the digestion were separated on a 10% 

polyacrylamide gel, stained with ethidium bromide and visualised by ultraviolet-induced 

fluorescence. (Nicoll et al. 1997)

2.6 Data collection, storage and protection

2.6.1 Clinical data

Clinical (and demographic) data was collected prospectively from clinical case notes and 

entered onto a paper proforma. Patients were assigned an anonymous study identity



A D Kay 2003 Chapter 2 74

number, and this was entered, with the clinical data of relevance to the study, to an 

ACCESS database minus the patients name, address, and hospital number, which were 

stored separately. The study identity number was used to link the clinical data to the 

relevant CSF sample. This data was stored on a network-protected system, and access to 

the database was password protected.

2.6.2 CSF analysis data

Data from analysis of CSF was recorded in paper copy form as raw data, which was 

imported manually to an EXCEL database for analysis of mathematically derived values

from standard curves etc. The CSF samples were labelled with the identity number only.

This data was also stored on a network, and password, protected system.

2.7 Statistical Analysis

2.7.1 Statistical software

Statistical analysis was performed using Microsoft Excel, GraphPad Prism and InStat 

software.

2.7.2 Types of data analysed

2.7.2.1 Categorical data

• Male/female

• TBI, SAH, control

• Glasgow Coma Score (ordered categorical)

• WFNS grade (ordered categorical)

• Glasgow Outcome Score (ordered categorical)

• Marshall/Fisher CT grade (ordered categorical)

• APOE genotype (nominal)

2.7.2.2 Numerical

• Number of patients (discrete)

• Age (continuous)

• Cell count, albumin, total protein, apoE, S100B, Tau, Ap etc.
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Ratios and percentages are used to describe relative frequency. Examples include:

• ApoE to albumin ratio, apoE to total protein ratio

• Molar ratios of lipoprotein particle constituents

2.7.3 Data description

2.7.3.1 Measures of central tendency

• Arithmetic mean (average) e.g. CSF apoE concentration (pg/1)

• Median e.g. CSF concentration (pg/1)

2.7.3.2 Description of variability

Variability was described by plotting the continuous data using relative frequency

histograms. The approximation of the data distribution to a Gaussian distributed was

estimated using Dallal and Wilkinson's approximation to Lilliefors' method (mindful of 

the limitations of this test when the sample size is small). Log transformation of positively 

skewed data was performed to approximate normality where necessary.

2.7.3.3 Quantification of variability

• Range e.g. GCS, GOS, and age.

• Centiles-95th centile.

• Standard deviation (SD).

• Coefficient of variation (standard deviation divided by the mean and expressed as a 
percentage). This was used to describe the precision of the assays.

• 95% confidence intervals.

2.7.4 Comparing groups of data

The analysis performed depended upon the data type, the distribution, and the variance.

2.7.4.1 Comparing group parameters to parameters of one sample

The one sample t-test was used to compare concentrations derived from the area under the 

curve of a variable from one pool of TBI patients (comprising 27 patients) with that of 

several (6 ) pools of control patients (comprising 2 0  patients in each control pool).



A D Kay 2003 Chapter 2
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If the data was normally distributed or could be normalised, t-tests (with Welch's 

correction if the variance of the two groups was significantly different) were used to 

compare group means. If the data did not pass the normality test and/or log transformation 

failed to normalise the data, or the sample size was small and appeared not to have a 

Gaussian shaped frequency distribution histogram, or the group variances were 

significantly different, the Mann-Whitney test was used. For example, comparing the 

median ventricular CSF apoE with lumbar CSF apoE.

2.7.4.3 Comparing three (or more) groups of continuous data

Normally distributed data was analysed using parametric ANOVA with Tukeys multi

comparison test. However, non-parametric analysis was performed for all the data for 

consistency of approach, as some data sets did not satisfy the criterion for parametric 

analysis. Data groups, which did not pass the normality test or where the difference 

between group variances was significant, were compared using the Kruskall-Wallis test, 

with Dunn's multi-comparison test to compare group medians.

2.7.4.4 Comparing groups of categorical data

Fisher's exact test was used to compare the proportions within columns and rows of 

frequency tables. For example, APOE genotype and GOS (dichotomised into favourable 

and unfavourable) after SAH. In addition, continuous data was assigned to a category 

according to an arbitrarily selected threshold and analysed as categorical data according to 

the proportion of values above or below the threshold. For example, the proportion of TBI 

patients with CSF apoE concentration below the lowest value observed in controls. Where 

all brain injury CSF values were above the highest control value, the daily mean CSF Tau 

concentration after TBI (or SAH) was determined, and patients were categorised according 

to whether the value recorded on that day was above or below the mean value for all TBI 

patients that day. The proportion of patients above or below the daily mean was then 

compared with the proportion of patients with favourable or unfavourable outcome (or 

injury severity) using Fisher's exact test.
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The association between two variables was analysed using Spearmans' rank correlation 

(Spearman rank correlation coefficient). The results are summarised in the form of a 

correlation matrix, and the data plotted using scatter diagrams.
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3 Results

This chapter comprises four sections. The first section presents the results from the 

evaluation of the ELISA used to assay apoE in the CSF. The second section presents the 

results of the analysis of CSF from different categories of control patients. The third 

section presents the results of the analysis of apoE and other proteins in CSF from TBI, 

SAH patients, and selected controls. The final section presents the results from the 

isolation and analysis of CSF lipoprotein particles in control, SAH and TBI CSF.

3.1 Apolipoprotein E ELISA evaluation

3.1.1 Calibration of the apoE ELISA

Recombinant human apoE3 (Panvera, U.S.A.) was serially diluted in the dilution buffer to 

give concentrations of 100, 50, 25, 12.5, 6.2, and 3.1 pg/1. Aliquots of these were stored at 

-20° C. Each batch of standards was calibrated by analysing the new batch in parallel with 

the old batch on at least 20 separate occasions. One way analysis of variance demonstrated 

that there was no statistically significant difference between consecutive calibration curves. 

See figure 2, panel A. There was no significant difference between calibration curves using 

recombinant apoE3, apoE4 or apoE2.

3.1.2 The lower limit of detection of the apoE ELISA

The lower limit of detection was calculated from the mean plus three standard deviations 

of 40 separate consecutive replicate analysis of apoE free sample (incubation buffer). The 

lower limit of detection was 2.9 pg/1. See figure 2, panel B.

3.1.3 The linearity of the apoE ELISA and the presence of parallelism

CSF was serially diluted with dilution buffer and the apoE concentration of the diluted 

CSF was determined confirming the presence of linearity. Parallelism was investigated by 

assaying doubling dilutions of control, TBI, SAH CSF and the apoE3 calibration standard. 

The resulting optical densities were normalised by expressing the absorbance obtained for 

each dilution as a percentage of that given by the highest value for that series. Analysis of 

covariance confirms that the slopes are not different and are therefore parallel. In addition 

serial dilution of CSF mixed with plasma, or lysed red cells, demonstrated parallelism with



A D Kay 2003 Chapter 3 79

the calibration curve. Thus there are no systematic differences in the ability of the assay to 

detect apoE in a variety of matrices over a range of concentrations.

3.1.4 Within and between batch precision of the apoE ELISA

One hundred control CSF samples were pooled and diluted (1 in 250) such that the 

absorbance from the apoE assay was in the upper region of the linear portion of the 

standard curve. This diluted pool was then aliquotted and frozen simultaneously with the 

calibration curve aliquots, under identical storage conditions. These aliquots represent the 

high CSF quality control (high CSF QC). One hundred patient plasma samples were 

pooled and diluted (1 in 2500) such that the absorbance from the apoE assay was in the 

upper region of the linear portion of the standard curve. This diluted pool was then 

aliquotted and frozen simultaneously with the calibration curve, and CSF QC aliquots, 

under identical storage conditions. These aliquots represent the high plasma quality control 

(high plasma QC). The within batch precision (intra-assay coefficient of variation = CV%) 

was calculated from the mean and standard deviation of 40 replicate analysis of the CSF 

and plasma QC performed on one micro-titre plate. The intra-assay variation for the CSF 

and plasma QCs were 8.5% and 7.3% respectively. The scatter plot of the apoE 

concentration of the QCs versus position of the QC on the ELISA plate illustrates the low 

variability within the plate. See figure 3. Statistical analysis of the regression line 

confirmed that the slope of the line was not significantly different from zero. In addition, 

the variation in apoE concentration attributable to the position of the sample on the ELISA 

plate is estimated to be less than 10% (CSF and plasma QC: R2 = 0.08).

The between batch precision was calculated from 20 replicate analyses of the plasma and 

CSF QCs performed on consecutive microtitre plates. See figure 3. The between batch 

precision (inter-assay variation) for the CSF and plasma QC were 9.6% and 9.4% 

respectively. The regression line for serial apoE measurements is not significantly different 

from zero, and estimates that less than 5 % of the variation in apoE concentration is 

attributable to plate order (CSF and plasma QC: R = 0.004). Furthermore, there was no 

statistically significant reduction in the apoE signal of the QCs with time, indicating that 

the apoE was stable in CSF and plasma under the conditions of storage (-20°C) used for 

the period of storage (6 months).
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Figure 2 ApoE ELISA precision and linearity
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Figure 2A: Precision of the apoE ELISA from the mean (SD) normalised absorbance ratio 

relative to the highest standard of 20 consecutive calibration curves. There was no 

significant difference between the slope of each calibration curve (ANOVA).

Figure 2B: Linearity of the assay for the measurement of CSF apoE over a range of 

dilutions.

Figure 2C: There is linearity of the control CSF dilution curve, which is parallel with that 

of the calibration curve, and that of brain injury CSF.
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Figure 2A : ApoE ELISA callibration curve
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Figure 3 ApoE ELISA intra and inter-assay variation
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Figure 3A: Scatter diagram of CSF quality control (QC) determinations within one ELISA 

plate.

Figure 3B: Scatter diagram of plasma quality control (QC) determinations within one 

ELISA plate The intra-assay coefficient of variation (CV% = SD/mean * 100) of the CSF 

and plasma QC were 8.5 % and 7.3 % respectively.

Figure 3C: Scatter diagram of CSF QC determinations from 20 consecutive ELISA plates.

Figure 3D: Scatter diagram of plasma QC determinations from 20 consecutive ELISA 

plates. The inter-assay coefficient of variation (CV% = SD/mean * 100) of the CSF and 

plasma QC were 9.6 % and 9.4 % respectively. From linear regression analysis there was 

no significant variation between each microtitre plate.
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Figure 4 Recovery of apoE added to CSF and absence of albumin interference

Figure 4A: The column bar graph demonstrates that apoE added to CSF and brain 

homogenate can be efficiently detected, and is not significantly different between the 

mixtures to which the apoE spike is added.

Figure 4B: There was no significant decrease in the apoE signal in the presence of 

increasing albumin concentration.
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Figure 4A : Recovery of apoE added to  CSF and brain homogenate
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3.1.5 The recovery of apoE added to CSF and white matter homogenate

The ability of the apoE ELISA to measure apoE added to TBI, SAH, and control CSF was 

tested by analysing CSF to which a known amount of apoE had been added. In addition the 

recovery of apoE added to human cerebral white matter homogenate, obtained post 

mortem, was determined (see appendix). Both the spiked and unspiked samples were 

analysed and the difference in apoE concentration calculated as a percentage of that added 

to the spiked sample. An equal volume of the apoE top standard (100pg/l) was added to 

equal volumes of TBI (n=3), SAH (n=3), control (n=6 ) CSF, and white matter homogenate 

(n=3). The mean recovery (SD) in TBI CSF was 98% (10%), in SAH CSF was 97% (7%), 

in control CSF was 95% (10%), and white matter 97% (16%). The difference between 

mean values is not statistically significant. See figure 4.

3.1.6 The specificity of the apoE ELISA for apoE

The specificity of the apoE ELISA for apoE has been extensively investigated. (Starck et 

al. 2000) No interference in blank values, or apoE spiked samples, was detected when 

increasing concentrations of apoAI, apoAII, apoB, apoCI, apoCII or apoCIII were added 

indicating that the assay is specific for apoE. In the present study there was no significant 

difference between the calibration curves obtained using recombinant apoE3, apoE4, or 

apoE2, justifying the use of apoE3 as the calibrant for the quantification of apoE in CSF 

from patients of different genotype. In addition, there was no significant interference from 

human albumin or protein (as used for albumin and total protein standard curves) added at 

increasing concentrations (to levels encountered in brain injury CSF) to the apoE 

standards. See figure 4.

3.1.6.1 Summary of evaluation of apoE ELISA

In summary, the apoE ELISA developed for the quantification of apoE in CSF from 

control, TBI, and SAH patients was robust, sensitive, precise, and specific. Importantly, 

there was no significant interference from substances present in brain injury CSF that are 

not present in control CSF.

3.2 Determination of CSF apoE concentration in controls

This section presents the results from the analysis of control CSF
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3.2.1 Control selection according to CSF analysis
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It is not ethical to sample CSF in humans unless there are substantial clinical indication for 

CSF analysis. The control group for this study was selected from a population of 229 

consecutive patients admitted to the neuroscience unit for investigation of suspected 

neurological disease, and this included analysis of CSF. None of these patients had a recent 

history of SAH or TBI. CSF analysis using spectrophotometry confirmed the absence of 

xanthochromia. Microscopic examination of the CSF enabled exclusion of CSF containing 

more than five nucleated cells per cubic millilitre. Analysis of the total protein and albumin 

concentration of the CSF enabled identification and exclusion of CSF with values beyond 

the 95% confidence interval of the sample population. The results of the selection of 

controls according to this analysis are summarised in table 8 .

Displaying these data as a column scatter graph illustrates the wide concentration range for 

apoE in control CSF. See figure 5. Of the 39 CSF samples with normal cell count, and total 

protein and albumin concentration within the 95% confidence interval of the population 

mean, the oligoclonal band status was determined in 28, and found to be negative. The 

mean apoE for this group was 12.4 mg/L (median 12.1, SD: 4.8 mg/L). Inspection of the 

frequency distribution histogram for the control subgroups shows that the distribution of 

the mean concentrations of apoE in control CSF is positively skewed. Analyte 

concentrations are often positively skewed, and appear more Gaussian after log 

transformation. The advantage of the log transformation is that parametric tests can be 

used, which are more sensitive than non-parametric tests, and provide a confidence interval 

(geometric mean ratio). However, the number of patients in the brain injury groups is 

small, and normality tests become even less reliable with small sample sizes. Data, which 

passed the normality test, sometimes appeared to be skewed on the frequency distribution 

histogram, even after log transformation. In addition, there was data, which appeared to be 

parametrically distributed, but had more than twice the variance of the control group. 

Therefore, one way analysis of variance was performed using non-parametric tests. One

way analysis of variance using the Kruskall-Wallace test with Dunn's post- test found no 

statistically significant difference in the median CSF apoE concentration of these control 

CSF subgroups.
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Table 8 CSF apoE according to biochemical analysis

Control CSF 

category

Number Mean ± SD 

apoE 

mg/L

Median

apoE

mg/L

95 % Cl

!A11 CSF 229 11.8 ±7.4 11.3 10.9-12.8

zCell count 
<5/mm3

138 13 ±6.9 1 2 . 0 11.9-14.2

3Total protein 
<576 mg/L

117 13.5 ±6.0 1 2 . 8 12.2-14.8

4Albumin 
<273 mg/L

82 12.5 ±5.5 11.9 10.7-14.3

SD: Standard Deviation.

95 % Cl: ninety-five percent confidence interval.

1 No xanthochromia present but cell count not known in 91 patients

2 No xanthochromia present, and cell count less than or equal to 5 / mm3

3 CSF with mean total protein within 95% Cl of the <5 cells/mm3 group (21 not known)

4 CSF with mean albumin within 95% Cl of the group with <5 cells/mm3, and total protein within 95%CI (35
not known)
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The concentration of apoE in the CSF according to the various indications for lumbar 

puncture are summarised in table 9. Displaying the raw data as a column scatter plot again 

shows a wide range for apoE concentration across diagnostic groups and a lower median 

apoE concentration in CSF from patients with definite MS. As discussed above the 

frequency distribution histograms of the clinical subgroups also demonstrate that CSF 

apoE concentration has a positively skewed distribution, and this appears more Gaussian 

with log transformation. As justified above, for consistency of approach, non-parametric 

tests were used for analysis of variance. Using the Kruskal-Wallace test, the difference 

between the median apoE in CSF from patients with definite MS and other control groups 

is statistically significant (p<0.001). There is no significant difference between the median 

CSF apoE concentration in the other control subgroups.

3.2.2 The relationship between site of CSF sampling and apoE 

concentration.

The median concentration of apoE in ventricular CSF is higher than that of lumbar CSF, 

and using the U-Mann-Whitney test, this difference is statistically significant (p=0.036). 

The albumin and total protein concentration was higher in the lumbar CSF, but the 

difference was not statistically significant. See figure 6 , panel A.

3.2.3 The relationship between gender and CSF apoE concentration

The mean (SD) apoE concentration in CSF from female controls (n=57) was 12.5 (6.4) 

mg/L, and 13.8 (8.1) mg/L in the CSF of (n= 33) males. The difference between the 

median concentration of apoE in CSF from male versus female controls was not 

statistically significant. See figure 6 , panel B.

3.2.4 The concentration of apoE during continuous CSF drainage

ANOVA found there was no statistically significant change in the concentration of apoE in 

CSF when sampled daily for seven consecutive days from six patients undergoing 

continuous CSF drainage for management of CSF rhinorrhoea. There was no significant 

decrease in CSF apoE concentration in-vitro between CSF before and after passage 

through a ventricular drainage catheter. In order to investigate the possibility that CSF 

apoE is lost from the supernatant during centrifugation, CSF was assayed before and after 

centrifugation and was found not to be significantly different. See figure 7.
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Table 9 CSF apoE in controls according to indication for CSF analysis

Mean ± SD Median 95 % Cl

Indication for CSF Number apoE apoE

examination mg/L mg/L

5N o d isease identified 14 15.7 ±9.6 13.4 10.2-21.3

6O ther 23 14.317.5 13.7 11.1-17.6

7BIH 7 11.317.6 10.4 4.2-18.3

8D em entia 82 13.516.9 11.5 12.0-15.0

9PossibIe

MS
18 12.413.9 12.4 10.5-14.3

10ProbabIe

MS
1 0 15.217.1 11.9 10.1-20.3

n D efln ite

MS***
44 6.514.5 5.8 5.1-7.9

***P<0.001

SD: Standard Deviation.

95 % Cl: ninety-five percent confidence interval.

5 All Investigations negative

6 CSF leak, Guillan Barre Syndrome, ?malignancy, ?Vasculitis,

7 BIH-'Benign" Intracranial Hypertension

8 Dementia=all types (un-specified)

9 Possible MS

10 Probable MS

11 Defmate MS
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Figure 5 Concentration of apoE in the CSF of non-acutely brain injured subjects
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Figure 5A displays the column scatter plots for CSF apoE concentration from potential 

control subjects categorised according to:

• Nucleated cell count of<5/mm3.
o th

• Nucleated cell count of<5/mm and CSF total protein within 95 centile of population.
<5 it.

• Nucleated cell count of<5/mm , CSF total protein within 95 centile of population, and 
CSF albumin within 95th centile of population.

• Nucleated cell count of<5/mm3, CSF total protein within 95th centile of population, 
CSF albumin within 95th centile of population, and oligoclonal bands absent.

Figure 5B displays column scatter plots for CSF apoE concentration from potential control 

subjects categorised according to indication for CSF analysis as follows:

• No objective evidence of neurological disease identified.

• Benign Intracranial Hypertension (BIH).

• Dementia (type unspecified)

• Possible Multiple Sclerosis (MS).

• Probable MS.

• Definite MS. The concentration of apoE in definite MS CSF is significantly (p<0.001) 
lower than in the other groups.

• Other (e.g. CSF leak).

Horizontal bar represents the median concentration (mg/L)
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Figure 6 Column scatter plot of CSF apoE concentration according to anatomical sampling 
site and gender

Figure 6 A: Column scatter plot for CSF apoE concentration (mg/L) in lumbar and 

ventricular CSF from control subjects without evidence for acute brain injury or raised 

intracranial pressure. The median apoE concentration (represented by horizontal bar) was 

significantly (Mann-Whitney, p=0.036) higher in ventricular CSF than CSF sampled via 

the lumbar subarachnoid space. The apoE concentration gradient is the result of intrathecal 

synthesis of CSF apoE. The nucleated cell count of the ventricular and lumbar CSF 

samples was <5/mm . The ventricular CSF albumin and total protein concentrations were
if.

within the 95 centile of the control group mean.

Figure 6 B: Column scatter plot for CSF apoE concentration (mg/L) in male and female 

subjects. There is no significant difference in control CSF apoE concentration according to 

gender.
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Figure 7 The concentration  o f CSF apoE during continuous drainage

There was no significant change in CSF apoE concentration relative to the initial value 

obtained on the first day after initiation of continuous external CSF drainage. The CSF was 

obtained from patients undergoing continuous CSF drainage as treatment for or prevention 

of CSF leakage. The patients (n=6) had no neurological deficits, no acute brain injury, and 

the CSF concentration o f albumin and protein was within normal limits.
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Figure 8 Relationship between CSF apoE, albumin, and apoE to albumin ratio and subject 
age

Figure 8 A: Scatter plot of CSF apoE concentration in controls of different ages, with the 

linear regression line and the 95% confidence interval for the slope of the regression line 

(dotted line). Spearman rank correlation failed to reach statistical significance at the p<0.05 

level.

Figure 8 B: Scatter plot of CSF albumin concentration in controls of different ages, with the 

linear regression line and 95% confidence interval for the slope of the regression line. 

There was significant (p< 0.0001) correlation between CSF albumin concentration and age.

Figure 8 C: Scatter plot of CSF apoE to albumin concentration ratio in controls of different 

ages, with the linear regression line and the 95% confidence interval for the slope of the 

regression line. Spearman rank correlation failed to reach statistical significance at the 

p<0.05 level.
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3.2.5 The relationship between APOE  genotype and CSF apoE 

concentration

There were no e44 or s22 controls, and only one s24 control. There was no significant 

difference between s33 (average ± SD apoE = 10.1 ± 4.7 mg/L), s34 (6 . 6  ± 4.5 mg/L) and 

s23 (7.3 ± 2.4 mg/L) CSF apoE concentration.

3.2.6 The relationship between CSF apoE and albumin concentration

There is no significant rank correlation (Spearman r = 0.267, P = 0.0176, 95% Cl: 0.042 to 

0.466) between CSF apoE and albumin concentration in 79 controls. Regression analysis 

suggests that only 2% of the variation in apoE is due to variation in albumin in controls (R 

= 0 .02).

3.2.7 The relationship between age and CSF apoE concentration

The association between age and CSF concentration was determined using rank correlation 

analysis of a group of 90 control CSF samples with known age, apoE and albumin 

concentration. There was no significant correlation between CSF apoE and age (r = 0.23, 

P=0.116). See figure 8 , panel A. There was statistically significant correlation between 

CSF albumin and age (r = 0.55, P0.0001, 95% Cl: 0.30-0.72). See figure 8 , panel B The 

correlation between the ratio of CSF apoE to albumin and age (r = -0.27, P = 0.067, 95% 

Cl: -0.52 to 0.03) just failed to reach statistical significance. See figure 8 , panel C. 

Regression analysis suggests that approximately 5% of the variation in CSF apoE 

concentration is attributable to age (R2 = 0.055). In contrast, approximately 25% of the 

variation in CSF albumin is attributable to age (R2 = 0.245).

Using the Mann-Whitney test, there is no statistically significant difference between the 

median apoE/albumin ratio of non-demented controls compared to patients investigated for 

dementia.

3.2.8 Summary of quantification of control CSF apoE

The concentration range for apoE in the CSF of controls is wide, but the difference 

between diagnostic groups is not significant except for patients with definite MS. The
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concentration of apoE in controls is not significantly affected by age, CSF albumin 

concentration, APOE genotype, or continuous CSF drainage. The concentration of apoE in 

ventricular CSF is higher than that from the lumbar subarachnoid space.

3.3 The concentration of apoE and brain specific proteins in the 

CSF after TBI and SAH

This section presents the results of quantification of apoE, and other proteins, in the CSF of 

TBI, SAH, and control patients. Due to the limited availability of CSF from patients with 

acute brain injury, particularly TBI, the investigation comprises two data sets. The first is 

the analysis of twenty-seven TBI, and nineteen SAH patients for whom CSF was available 

within three days of brain injury. The second data set investigates a subgroup of these 

patients for whom serial CSF samples were available for up to two weeks after brain 

injury. Due to the expense of the commercial assay kits used for A0 and Tau fewer time 

points were assayed using these kits compared to assays done using in house techniques 

(i.e. apoE, S100B, albumin, and total protein).

3.3.1 CSF protein concentrations within three days of TBI and SAH

3.3.1.1 The control group

The control group used for this analysis was matched for age (mean age 40, median 37, 

and range 19-73 years) with the acute brain injury group. It was selected from the larger 

control population of non-xanthochromic CSF samples, with less than five nucleated cells 

per cubic millilitre, on the basis that oligoclonal bands were known to be absent, and the 

albumin and total protein concentration were within the 95 centile of the control 

population mean. This resulted in a control group of similar size (n=28) to the brain injury 

group. The median concentration of apoE in this control group was 12.1 mg/L.

3.3.1.2 CSF apoE within three days of TBI and SAH

The characteristics of the patients in this TBI and SAH group are summarised in tables 5, 6  

and 7. The mean concentration of apoE in the CSF (one CSF sample per patient) sampled 

from patients within three days of TBI or SAH is approximately one third that of the 

control group. The median concentration of apoE in the CSF from TBI patients was 1.9 

mg/L, and 3.9 mg/L in SAH patients. These data are summarised in table 10. ANOVA 

using the nonparametric Kruskall-Wallis test, with Dunn's post test, determined that the
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median concentration of apoE in control CSF was significantly higher than in TBI 

(P<0.001), and SAH (PO.OOl) CSF. In addition Dunn's post test determined that the 

median concentration of apoE in TBI and SAH CSF was not significantly different. See 

figure 9.

3.3.1.2.1 Estimation of CSF apoE concentration in control, TBI, and SAH CSF using PAGE

In addition to apoE quantification using ELISA, denaturing PAGE was used to determine 

the relative amount of apoE in control (n=3), TBI (n=3), and SAH (n=3) CSF as described 

in methods. Denaturing PAGE is at best semi-quantitative, but is capable of detecting apoE 

epitopes present due to proteolysis. In addition, because denaturing conditions are used the 

possibility that signal loss due to epitope masking may be evaluated. We found the signal 

intensity from the denaturing PAGE approximately correlated with the apoE ELISA 

determined concentration. No immunoreactive proteolytic fragments were identified. See 

appendix.

3.3.1.3 The ratio of CSF apoE to albumin within three days of TBI or SAH.

The mean (SD) concentration of albumin in control CSF was 177 (40) mg/L, in SAH CSF 

was 957 (1610) mg/L, and TBI CSF was 716 (1096) mg/L. Thus, the concentration of 

albumin in the acute brain injury CSF is approximately three times higher than in the 

control group. From the Kruskall-Wallis ANOVA the median CSF albumin concentration 

is significantly increased in TBI (PO.OOl) and SAH (PO.OOl) compared to control CSF. 

Although the CSF albumin concentration after SAH is higher than after TBI, the difference 

is not statistically significant. The mean (SD) apoE to albumin ratio of control CSF was 

0.07 (0.03) and was seven times higher than that in TBI and SAH CSF (mean ratio 0.01, 

SD: 0.02). Thus, after acute brain injury, compared to controls, the seven-fold decrease in 

the apoE to albumin ratio is disproportionate to the three-fold increase in albumin 

concentration. From the ANOVA for the apoE to albumin ratio, the ratio is significantly 

decreased after TBI (PO.OOl and SAH PO.OOl) but the difference between TBI and SAH 

is not significant. See figure 10.
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Table 10 ApoE, S100B, albumin and total protein in controls, SAH and TBI CSF

CSF

Concentration

Patient group

Control

N=28

SAH

N=19

TBI

N=27

ApoE (mg/L)

12.4 (12.1) ±4.7 

[0.34]

4.6 (3.9) ±3.8 

[0.13]

3.7 (1.9) ±4.2 

[0 .1 0 ]

S100B ( pg/L)

0.39 (0.29) ± 0.37 

[0.018]

19.9 (5.8) ±30.1 

[1.5]

23.3 (14.7) ±21.7 

[1.76]

Albumin (mg/L)

177 (171) ±40 

[2.7]

957 (359) ± 161 

[14.5]

716 (330) ±1096 

[1 0 .8 ]

Total protein (g/L) 0.32 (0.27) ±0.12. 1.97 (1.81) ± 1.34. 3.34 (1.57) ±5.37

Mean (median) CSF protein concentration ± standard deviation is given. Micromolar (pM) 

concentration is given in square brackets.
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Figure 9 CSF apoE and S100B concentration in controls and patients within three days of 
TBI and SAH

Figure 9A: Column scatter plot of apoE concentration in control CSF and CSF from 

patients within three days of TBI or SAH. Horizontal bar represents the group median.

Figure 9B: Column scatter plot of S100B (Log concentration) in control CSF and CSF 

from patients within three days of TBI or SAH. From ANOVA using the Kruskall-Wallis 

test the median concentration of apoE and S100B in TBI (p<0.001) and SAH (p<0.001) 

CSF is significantly different from controls. CSF apoE is less than controls after acute 

brain injury contrasting S100B, which is increased. The controls were age matched lumbar 

CSF samples from patients without acute brain injury with no objective clinical or 

biochemical evidence of CNS disease.
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Figure 10 Ratio of apoE/albumin and apoE I total protein in CSF fom controls and patients 
within three days of TBI and SAH

Figure 10A: Column scatter plot of apoE/ albumin concentration ratio in CSF from 

controls and patients within three days of TBI and SAH.

Figure 10B: Column scatter plot of apoE/ total protein concentration ratio in CSF from 

controls and patients within three days of TBI and SAH.

From ANOVA using the Kruskall-Wallis test the ratio for TBI and SAH CSF is 

significantly different (p<0.001) from controls for each ratio. After TBI or SAH CSF 

albumin and total protein concentration increase compared to control CSF. Despite the 

release of plasma apoE into CSF after brain injury, CSF apoE concentration is decreased. 

The controls were age matched lumbar CSF samples from patients without acute brain 

injury with no objective clinical or biochemical evidence of CNS disease.
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Figure 11 Relationship between CSF apoE, injury severity and clinical outcome

Figure 11 A: Relationship between CSF apoE concentration and best recorded level of 

consciousness (GCS) within 24 hours of SAH.

Figure 11B: Relationship between CSF apoE concentration and clinical outcome (GOS) 

three months after SAH.

Figure 11C: ApoE concentration in the CSF of patients with favourable and unfavourable 

outcome after SAH. Patients with unfavourable outcome scores have significantly lower 

CSF apoE within three days of SAH (Mann-Whitney, p=0.03).
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3.3.1.4 The ratio of CSF apoE to total protein within three days of TBI or SAH

Within three days of injury, the mean concentration of total protein in the CSF is 

substantially higher than that of the control group. The mean (SD) concentration of total 

protein in control CSF was 324 (273) mg/L, in SAH CSF was 1974 (1343) mg/L, and TBI 

CSF was 3399 (5367) mg/L. From the Kruskall-Wallis ANOVA the median CSF protein 

concentration is significantly increased after TBI (P<0.001) and SAH (P<0.001) compared 

to control CSF. Although the total protein concentration is substantially higher in TBI CSF 

compared to SAH CSF, the difference is not statistically significant. The mean (SD) apoE 

to total protein ratio in control CSF was 0.044 (0.023), in SAH CSF was 0.0045 (0.0046), 

and in TBI CSF was 0.0023 (0.0028). Thus after SAH, there is approximately six fold 

greater total protein concentration and ten fold decrease in the apoE to total protein ratio. 

After TBI, the total protein concentration increases by order of magnitude but there is 

nearly a twenty fold decrease in the apoE to total protein ratio. From the ANOVA for the 

apoE to total protein ratio, the ratio is significantly decreased after TBI (P<0.001), and 

SAH (P<0.001), but the difference between TBI and SAH is not significant. Thus the 

reduction in the CSF apoE after brain injury is substantially greater than the increase in 

total protein. See figure 10.

3.3.1.5 The concentration of S100B in the CSF within three days of TBI and SAH

CSF S100B increased substantially after acute brain injury. The mean (SD) concentration 

of S100B in control CSF was 0.39 (0.37) pg/1, in SAH CSF was 19 (30) pg/1, in TBI CSF 

was 23 (22) pg/1. ANOVA using the Kruskall-Wallis test determined that there was a 

statistically significant difference between group medians (P<0.0001). Dunn's multiple 

comparison test determined this difference to be significant for TBI (PO.OOl) and SAH 

(PO.OOl) compared to controls, but not between TBI and SAH. See figure 9.

3.3.1.6 The relationship between CSF apoE and S100B within three days of injury 

and GCS and GOS

The proportion of patients in coma (GCS<8 ) after TBI was significantly higher than the 

proportion after SAH (Fishers' exact test, p = < 0.0001). The injury severity (GCS) after 

TBI did not correlate significantly with clinical outcome (GOS). The correlation between 

GCS and GOS after SAH failed to reach statistical significance (Spearman r = 0.4, 95%
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Cl: -0.08 to 0.73, p = 0.09). There was no significant correlation between CSF S100B and 

apoE, GCS, or GOS after TBI or SAH. There was no significant correlation between CSF 

apoE and GCS, or GOS, and there was no significant difference between the concentration 

of apoE (or S100B) in the CSF of patients with favourable versus unfavourable outcome 

after TBI. After SAH, there was significant correlation between CSF apoE concentration 

and injury severity (Spearman r = 0.5, p<0.03, 95% Cl: 0.04-0.78). See figure 11, panel A. 

However, there was no significant difference between the concentration of apoE in the 

CSF of SAH patients in coma, and those with GCS of 9-15. There was significant 

correlation between the concentration of apoE in the CSF of SAH patients and clinical 

outcome (Spearman r = 0.53, p = 0.018, 95% Cl: 0.09-0.80). See figure 11, panel B. The 

concentration of apoE in the CSF of SAH patients with unfavourable outcome was 

significantly lower than the concentration of apoE in the CSF of patients with favourable 

outcome (Mann-Whitney: p = 0.03). The proportion of patients with unfavourable outcome 

and CSF apoE concentration below the lowest control value, was significantly greater than 

those with favourable outcome (Fishers' exact test: p = 0.02). See figure 11, panel C. The 

sample size was too small to determine any possible influence of APOE genotype upon any 

of these data.

3.3.1.7 Summary of findings

The concentration of apoE in the CSF within three days of acute brain injury is 

substantially less than that of controls. The concentration of albumin, total protein, and 

S100B increase substantially. The decrease in apoE is far greater than the increase in 

albumin and total protein. Decreased CSF apoE concentration is associated with more 

severe injury and outcome after SAH. The results from the investigation of the time course 

of these changes in apoE are presented in the next section, and are related to changes in 

other proteins.

3.3.2 Temporal alterations in CSF proteins after TBI and SAH

In addition to the proteins assayed at one time point within three days of injury, Tau, Api_ 

40, and APi.42 were assayed in serial CSF samples from the nineteen SAH patients and a 

subgroup of thirteen TBI patients for whom serial samples were available. The 

characteristics of the patient subgroups are summarised in tables 5,6 and 7. The proportion 

of patients in coma (GCS<8 ) after TBI was significantly (Fishers exact test pO.OOOl) 

greater than after SAH. The median concentration of protein at each time point was 

compared to the control group median using non-parametric ANOVA, assuming that the
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concentration of the various proteins in the CSF of non-brain injured individuals does not 

vary significantly with time. From analysis of the change in concentration with time after 

injury, the maximum or minimum value for each patient protein time series was identified 

and used to determine the time from brain injury to the minimum/maximum value. In 

addition the maximum or minimum values were used to investigate the relationship 

between injury severity and outcome with the magnitude of the change in protein 

concentration. The control group comprised 13 patients (mean age 36, median 32, range 

16-61 years) with suspected shunt dysfunction, or chronic hydrocephalus, with no history 

of acute brain injury or impaired conscious level, requiring drainage/examination of 

ventricular CSF. CSF found to have a cell-count greater than five cells per millilitre,
tlixanthochromia, or albumin and total protein concentration above the 95 centile of the 

population, were excluded to produce a group of controls with "normal" ventricular CSF 

parameters as far as was feasible.

3.3.2.1 The change in CSF concentration of apoE with time after TBI and SAH

After TBI, the decrease in CSF apoE concentration compared to controls was not 

statistically significant one day after injury, but was significant on day two (p<0.01), day 

three (p<0.001), day four (pO.OOOl) and day five (p<0.05). After SAH, the decrease in 

CSF apoE concentration compared to controls was not significant on day two and days five 

to twelve. However, the decrease was statistically significant (p<0.05) on days three and 

four after SAH. See figures 12 and 13, panel A.

3.3.2.2 The change in CSF concentration of albumin and total protein with time 

after TBI and SAH

One day after TBI, CSF albumin concentration increased significantly (p<0.05) compared 

to control values. The increase in albumin after TBI is not statistically significant from day 

two to five. After SAH, the CSF albumin concentration is significantly (pO.OOOl) 

increased, compared to controls, on days one to three, and on day five, but not on day four 

or days six to eleven. The apoE to albumin ratio is significantly decreased compared to the 

control group on days two to five after TBI (p<0.01), and after SAH on days two and three 

(p<0.001), and day nine (p<0.05). The SAH apoE to albumin ratio on day ten is not 

significantly different from the controls. See figures 12 and 13, panel B.
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Figure 12 Time course fo r alterations in the CSF apoE concentration and the ratio o f apoE to 
albumin and total protein after TBI

Figure 12A: Serial column scatter plot of apoE concentration (mg/L of CSF) after TBI.

Figure 12B: Serial column scatter plot for ratio of CSF apoE to albumin concentration. 

Mean (± SD) CSF albumin concentration of control group was 135 (37) mg/L. Mean (± 

SD) albumin concentration in TBI CSF was: day 1 = 454 (457), day 2 = 221 (164), day 3 = 

193 (138), day 4 = 181 (154) and day 5 = 170 (144) mg/L.

Figure 12C: Serial column scatter plot for ratio of CSF apoE to total protein concentration 

after TBI. Mean (± SD) CSF total protein concentration of control group was 313 (112) 

mg/L. Mean (± SD) total protein concentration in TBI CSF was: day 1 = 2773 (1532), day 

2 = 995 (671), day 3 = 1170 (1621), day 4 = 683 (577) and day 5 = 761 (667) mg/L.

Non-parametric ANOVA was used to compare the median concentration (represented by 

horizontal bar) of apoE in the CSF of the TBI patients at each time point with the control 

group median. No comparison was made between serial samples from the TBI group. 

Differences that are not statistically significant are summarised as ns (i.e. p>0.05), * 

represents p<0.05, ** represents p = 0.01-0.001, *** represents p<0.001. The CSF 

albumin, and total protein, concentration increased significantly after TBI and then 

decreased towards normal thereafter. The control CSF is from the ventricles of age 

matched subjects without acute brain injury and CSF profile within normal limits (i.e. no 

xanthochromasia, < 5 nucleated cells per ml of CSF, and normal biochemical profile 

including S100B etc).
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Figure 13 Time course for alterations of CSF apoE concentration and the ratio of apoE to
albumin and total protein after SAH

Figure 13 A: Serial column scatter plot of apoE concentration (mg/L of CSF) after SAH.

Figure 13B: Serial column scatter plot for ratio of CSF apoE to albumin concentration after 

SAH. Mean (± SD) CSF albumin concentration of control group was 135 (37) mg/L. Mean 

(± SD) albumin concentration in SAH CSF was: day 2 = 1815 (1723), day 3 = 531 (507), 

day 4 = 530 (499), day 5 = 618 (303), day 6  = 357 (260) and day 7 = 306 (262) mg/L.

Figure 13C: Serial column scatter plot for ratio of CSF apoE to total protein concentration 

after SAH. Mean (± SD) CSF total protein concentration of control group was 313 (112) 

mg/L. Mean (± SD) total protein concentration in SAH CSF was: day 2 = 2214 (1574), day 

3 = 1750 (1074), day 4 = 1121 (747), day 5 = 1239 (1035), day 6  = 1163 (1141) and day 7 

= 867 (572) mg/L.

Non-parametric ANOVA was used to compare the median concentration (represented by 

horizontal bar) of apoE in the CSF of the SAH patients at each time point with the control 

group median. No comparison was made between serial samples from the SAH group. 

Differences that are not statistically significant are summarised as ns (i.e. p>0.05), * 

represents p<0.05, ** represents p = 0.01-0.001, *** represents p<0.001. The CSF 

albumin, and total protein, concentration increased significantly after SAH and then 

decreased towards normal thereafter. The control CSF is from the ventricles of age 

matched subjects without acute brain injury and CSF profile within normal limits (i.e. no 

xanthochromasia, < 5 nucleated cells per ml of CSF, and normal biochemical profile 

including S100B etc).



ap
oE

/to
ta

l 
pr

ot
ei

n 
ra

tio

A D Kay 2003 Chapter 3 114

Figure 13A : CSF apoE after SAH
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Compared to controls, there is significantly increased total protein concentrations in TBI 

CSF (p<0.001) on day one after injury, but not on days two to five. After SAH, the 

increase in total protein is significant on days one to four (p<0 .0 0 1 ), on days four and five 

(p<0.01), and days six and seven (p<0.05). After SAH the increase in total protein is not 

statistically significant from days eight to ten. After TBI, the apoE to total protein ratio is 

significantly decreased on days one to four (p<0.001), but not on day five. After SAH, the 

decrease in apoE total protein ratio is statistically significant on days two to eight (p<0.001 

on days two, three and four; p<0.01 on day five; p<0.05 on day six and seven). See figures 

12 and 13, panel C.

3.3.2.3 The change in CSF concentration of Api-40 and Api-42 with time after TBI 

and SAH

There is a significant decrease in CSF ApMo concentration after TBI (day one pO.OOl, 

day three pO.Ol, day five p<0.05) and SAH (day three p<0.001, day seven p<0.01) 

compared to controls. After TBI, the decrease in APi.42 is not statistically significant on 

days one and three after injury, but is significant on day five (p<0.05). After SAH, ApM 2  

concentration is significantly decreased compared to the controls on day three (pO.Ol) and 

day seven (p<0.05). See figure 14. The ratio of APmo is not significantly different from the 

control group ratio for all time points investigated in TBI and SAH CSF.

3.3.2.4 The change in CSF concentration of S100B and Tau with time after TBI 

and SAH

After TBI, there is statistically significant increase (pO.OOl) in CSF S100B concentration 

compared to non injured controls for all the time points investigated. After SAH, S100B is 

significantly increased on days one (pO.OOl) to nine, after which the increase is not 

statistically significant. See figures 15 and 16. After TBI, there is significant (day one 

pO.OOl, days three and five pO.Ol) increase in CSF Tau concentration compared to non 

injured controls. After SAH, the increase in Tau is significant (pO.OOl) for all time points 

investigated. See tables 11 and 12.
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Figure 14 Time course for alterations in CSF A|3i_4o and Api.42, concentration after
TBI and SAH

Figure 14A: Serial column scatter plots of Api-40 concentration (ng/L of CSF) in control 

and TBI CSF.

Figure 14B: Serial column scatter plots of Api-42 concentration (ng/L of CSF) in control 

and TBI CSF.

Figure 14C: Serial column scatter plots of AP1-40 concentration (ng/L of CSF) in control 

and SAH CSF.

Figure 14D: Serial column scatter plots of Api-42 concentration (ng/L of CSF) in control 

and SAH CSF.

Non-parametric ANOVA was used to compare the median concentration of Ap peptides in 

the CSF of the TBI or SAH patients at each time point (represented by horizontal bar) with 

the control group median. Differences that are not statistically significant are summarised 

as N.S. (i.e. p>0.05), * represents p<0.05, ** represents p = 0.01-0.001, *** represents 

pO.OOl. There was no significant difference between the ratio of APmo to APm2 in 

control and TBI or SAH CSF.
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Figure 14A CSF Ap after TBI
Figure 14B CSF Ap 1.42 after TBI
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Figure 15 Time course fo r alterations in CSF S100B, and Tau concentration after TBI

Figure 15 A: Serial column scatter plot of CSF S100B (Log concentration) after TBI and 

controls.

Figure 15B: Serial column scatter plot of CSF Tau (Log concentration) after TBI and 

controls.

Non-parametric ANOVA was used to compare the median concentration of S100B or Tau 

in the CSF of the TBI patients at each time point (represented by horizontal bar) with the 

control group median. S100B concentration of TBI CSF was elevated (p = 0.01-0.001) at 

each time point compared to the control group. Tau was also elevated (day 2: pO.OOl, day 

3 and 5: p = 0.01-0.001) compared to the control group.
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Figure 15A : S100B in control and serial TBI CSF
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Figure 16 Time course for alterations in CSF S100B, and Tau concentration after SAH

Figure 16A: Serial column scatter plot of CSF S100B (Log concentration) after SAH and 

controls.

Figure 16B: Serial column scatter plot of CSF Tau (Log concentration) after SAH and 

controls.

Non-parametric ANOVA was used to compare the median concentration of S100B or Tau 

in the CSF of the SAH patients at each time point (represented by horizontal bar) with the 

control group median. S100B concentration of SAH CSF was elevated (p = 0.01-0.001) at 

each time point compared to the control group. Tau was also elevated (p = 0.01-0.001) at 

each time point compared to the control group.
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Figure 16A : S100B in control and serial SAH CSF
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Table 11 CSF Tau and S100B in controls and serial TBI samples

122

Protein 
concentration 
Mean 
± SD

control

Time after TBI

Day 1 Day 2 Day 3 Day 4 Day 5

Tau
Hg/L 0.19 a 3.5 2.3 a 2.0

±0.2 ±2.0 ±2.2 ±2.6

S100B
ng/L 0.26 70.7 17.5 20.4 16.3 19.0

±0.1 ± 5 5 ± 14 .4 ±20.1 ±19 .6 ± 18.2

a Not determined due to limited sample volume

S100B and Tau concentrations were significantly elevated after TBI for each time 

point compared to the control value using non-parametric ANOVA (p<0.001).
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Table 12 CSF Tau and S100B in controls and serial SAH samples

Protein
concentration
Mean
± SD

control

Time after SAH

Day 2b Day 3 Day 4 Day 5 Day 9

Tau
Hg/L 0.19 3.4 a 2.7 a 2.9

± 0 . 2 4.4 ±2.9 ±1.9

S100B
Hg/L 0.26 55.7 19.7 14.4 9.6 12.3

± 0 .1 ± 4 5 ± 30 .5 ± 17 .6 ± 7 .7 ±15 .3

a Not determined due to limited sample volume 

b Limited SAH CSF day 1 after SAH.

S100B and Tau concentrations were significantly elevated after SAH for each time point 

compared to the control value using non-parametric ANOVA (p<0.001).
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3.3.2.5 Time elapsed between brain injury and maximal change in protein 

concentration in CSF

The greatest decrease in apoE (apoE min), compared to controls, occurred earlier after TBI 

(3.4 days) than apoE min after SAH (5.2 days) (P = 0.003, 95% Cl: 0.4-3.3 days). The 

greatest decrease in A P m o  (Ap 4 0 m i n ) ,  compared to the controls, occurred 2 days after TBI, 

and is not significantly earlier than Ap 40min after SAH (3.9 days). The greatest decrease in 

Api-42 (Ap 42min), compared to the controls, occurred 2.9 days after TBI, and is not 

significantly earlier than Ap 42min after SAH (4.2 days). The greatest increase in S100B 

(S100B max), compared to controls, occurred 2.2 days after TBI, and is not significantly 

earlier than S100B max after SAH (3.3 days). The greatest increase in Tau (Tau max), 

compared to controls, occurred 2.5 days after TBI, and is significantly (P = 0.008, 95% Cl: 

0.7- 4.3) earlier than Tau max after SAH (5 days). See figures 17.

After TBI there was statistically significant (r = 0.8, 95% Cl: 0.44-0.94, P = 0.001) 

correlation between the magnitude of the reduction in CSF ApMo concentration, and the 

time elapsed between injury and trough levels. Other maximal changes did not correlate 

significantly with time after injury.

3.3.3 The relationship between CSF protein concentration changes after TBI 

and SAH

Multiple correlation analysis found no statistically significant association between the 

minimum concentration of apoE in the CSF after TBI, and the maximal changes in other 

proteins. These data are presented in the form of a correlation matrix (contains r-values) in 

table 13 for TBI, and table 14 for SAH. There was significant correlation between trough 

apoE and APmo after SAH (r = 0.85, pO.OOOl). See figure 18.

3.3.4 The relationship between CSF proteins, injury severity, and outcome

3.3.4.1 The relationship between CSF protein concentration and injury severity

The relationship between CSF protein concentration and injury severity was determined by 

generating a correlation matrix for Glasgow Coma Score and the maximal change in CSF 

concentration after TBI and SAH. This is summarised in table 15 for TBI, and SAH. After
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TBI, Ap 40min correlated significantly (Spearman r = 0.69, P = 0.0123, 95% Cl: 0.17-0.89) 

with injury severity measured using the GCS. It is estimated that approximately 47% of the 

variation in CSF Ap 40min is attributable to variation in severity of injury, or vice versa. 

There was no statistically significant correlation between injury severity and apoE min after 

SAH. This contrasts with the finding in the CSF samples analysed within three days of 

haemorrhage where apoE correlated with injury severity and outcome. From the scatter 

diagram of apoEmin versus injury severity (and outcome), there are a greater number of low 

apoE concentrations in the less severely injured patients, and these low values occur more 

than three days after injury. Injury severity correlated with Tau max (Spearman r = -0.8, P = 

0.008, 95% CI:-0. 85 to -0.19) after SAH. Approximately 64 % of the variation in CSF Tau 

and 25% of the variation in apoE is attributable to variation in injury severity after SAH. 

There was no statistically significant correlation between the other proteins and best GCS. 

Comparing the proportion of patients in coma versus the proportion with a GCS> 8  is not 

possible in the TBI group as they are all categorised as severely injured. Dichotomising 

this group into GCS 3-5, and GCS 6 -8 , identified no difference in the proportion of 

patients with S100B, or Tau, above the highest control value (all above the highest 

control), and there was no significant difference in CSF concentration between the injury 

severity subgroups. Similarly, for apoE, Ap 4omin, and Ap 42min, there was no significant 

difference in the protein concentration, or proportions below the minimum control value, 

between severe injury subgroups. After SAH, injury severity according to the GCS ranged 

from 3 to 15. There was no significant difference in the proportion of patients with protein 

concentrations above or below the limits of the control values and the proportion in coma 

or with a GCS>8 . However, there were no SAH patients in coma with CSF AP1.42 

concentration above the minimum control value, and the difference in proportions just 

failed to reach statistical significance (Fishers' exact test: p = 0.06). There was no 

statistically significant difference between the protein concentration of the SAH patients in 

coma versus those with GCS>8 , although the difference in CSF Tau concentration between 

injury severity groups just failed to reach statistical significance (Mann-Whitney: p = 

0.07).
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Figure 17 Column bar graph comparing the time elapsed between brain injury and the 
maximal change in CSF protein concentration after TBI and SAH

Figure 17A: Column bar chart of time elapsed between brain injury and trough apoE, A(3i. 

4 0 ,  and A p i - 4 2  levels after TBI and SAH. From the Mann-Whitney test, trough apoE and 

Ap ].40 levels occurred significantly earlier in TBI CSF compared to SAH CSF

Figure 17B: Column bar chart of time elapsed between brain injury and peak S100B and 

Tau levels after TBI and SAH. From the Mann-Whitney test, peak Tau levels occurred 

significantly earlier in TBI CSF compared to SAH CSF

Error bars represent the 95% confidence interval.
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Figure 17A : Time elapsed between brain injury and minimum CSF 
concentration of apoE and Ap peptides

8]  * * N.S.
i------------ 1 i----------- 1 i------------1

apoE AP1J10 A p142

CZZ3TBI H S A H

Figure 17B : Time elapsed between brain injury and maximum 
CSF concentration of S100B and tau

8 -

7i

6-

N.S.

lid
S100B Tau



128

Table 13 Correlation matrix for protein concentration change after TBI

S100B max Tau max APi-40 min APi_42 min ApoEmin

S100B „,ax 1 -0.18 -0 . 1 2 0.19 0.13

Tail max -0.18 1 0.09 0.07 0.55

APi_40 min -0 . 1 2 0.09 1 -0.05 0.08

APi-42 min 0.19 0.07 -0.05 1 0.09

Table 14 Correlation matrix for protein concentration change after SAH

S100B max Tau max APi-40 min APi-42 min ApoEmin

S100B max 1 0.44 -0.45 -0.47 -0.34

Tau max 0.44 1 -0.64 -0.60 -0.18

APi-40 min -0.45 -0.64 1 0.79 0.85

APi-42 min -0.47 -0.60 0.79 1 0.25
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Figure 18 Relationship between trough CSF apoE and trough Ap^o after SAH

There is significant correlation between the trough concentration o f apoE and Api_4 o in the 

CSF after SAH.
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Figure 19 Relationship between CSF Ap^o and in jury severity after TBI and CSF Tau and 
in jury severity after SAH

The maximal change in CSF concentration after injury was plotted against Glasgow Coma 

Score (GCS) in the form of a scatter diagram for all of the proteins analysed. Dotted line 

represents the 95% Cl of the slope of the regression line.

Figure 19A:Relationship between trough CSF Ap 1.40 concentration and injury severity after 

TBI. All TBI patients had severe (GCS <8 ) injury.

Figure 19B:Relationship between peak CSF Tau concentration and injury severity after 

SAH.
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F igu re  19A : R e la tionsh ip  betw een  tro u g h  CSF A p ^ o  
co n ce n tra tio n  a fte r TBI and in ju ry  se ve rity  (GCS)
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Table 15 Correlation matrix fo r maximal change in CSF proteins and GCS

GCS TBI GCS SAH

ApoEmjn -0.35 -0.021

S100B max 0.135 -0.53

Tail max -0.25 -0.8

APi-40 min 0.69 0.27

APi-42 min 0.04 0.47

AIbuminmax -0.36 -0.37

Total
proteinmax

-0.58 -0.08
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3.3.4.2 The relation between CSF protein concentration and clinical outcome

There was significant correlation (Spearman r = -0.89, P = 0.0013) between S100B max and 

clinical outcome (GOS) six months after TBI. It is estimated that approximately 80% of 

the variation in TBI CSF S100B is attributable to variation in clinical outcome, or vice 

versa. Three months after SAH, S100B max (Spearman r = -0.5, P = 0.029, 95% Cl: -0.78 to 

- 0.04), Tau max (Spearman r = -0.63, P = 0.007, 95% Cl: -0.85 to - 0.19), AP 40min 

(Spearman r = 0.73, P = 0.015, 95% Cl: 0.13 to 0.87), and Ap 42min (Spearman r = 0.84, P= 

0.002, 95% Cl: 0.34 to 0.93), correlated with the GOS. These data are summarised in table 

16. Albumin and total protein did not correlate significantly with GOS. There was no 

significant correlation between injury severity (GCS) and outcome (GOS) after TBI. After 

SAH, GOS just failed to correlate significantly with GCS (p = 0.09). The head injured 

patients were more severely injured and a higher proportion had unfavourable outcomes 

after TBI then SAH (Fishers exact test p = 0.036). The proportion of patients with CSF 

protein concentration above or below the control limit was not significantly different 

between TBI patients with favourable versus unfavourable outcome. The concentration of 

the proteins in the CSF was not significantly different between outcome categories. After 

SAH, no patients with unfavourable outcome had Ap 42min above the minimum control 

CSF value. However, the proportion of SAH patients with CSF Ap 42min below the lowest 

control value just failed to reach statistical significance (Fishers exact test p = 0.07).
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Table 16 Correlation matrix fo r maximal change in CSF proteins and GOS

GOS TBI GOS SAH

ApoEmin - 0 .7 3 0 .5 6

S100B max - 0 .8 9 - 0 .5

T a U  max - 0 .0 0 - 0 .6 3

A P i-4 0  min 0 .3 7 0 .7 3

A P i -42 min - 0 .1 7 0 .8 4

Albuminmax -0 .4 1 - 0 .7 5

Total
proteinmax

- 0 .2 6 - 0 .6 0
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Figure 20 Relationship between CSF A fh^S IO O B , and Tau and clin ical outcome after SAH

The maximal change in CSF concentration after injury was plotted against Glasgow 

Outcome Score (GOS) in the form of a scatter diagram. The dotted line represents the 95% 

confidence interval of the slope of the regression line. GOS 4 and 5 equate to favourable 

(independent) recovery (assessed three months after SAH); GOS 2 and 3 equate to 

dependent outcome; GOS 1 equates to fatal outcome.

Figure 20A:Relationship between trough CSF Api.42 concentration and clinical outcome 

after SAH.

Figure 20B:Relationship between peak CSF S100B (Log) concentration and clinical 

outcome after SAH.

Figure 20C:Relationship between peak CSF Tau (Log) concentration and clinical outcome 

after SAH.
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Figure 20A : Relationship between 
trough CSF A p42 concentration and 

clinical outcome (GOS) after SAH

Figure 20B : Relationship between 
peak CSF S100B concentration after 

SAH and clinical outcome (GOS)

2

1

0
1 2 3 4 5

Figure 20C : Relationship between 
peak CSF Tau concentration after SAH 

and clinical outcome (GOS)
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There were significant differences between the median concentrations of Taumax (Mann- 

Whitney: p = 0.039), Ap 40min (Mann-Whitney: p = 0.014), and Ap 42min (Mann-Whitney: p 

= 0.011) in the outcome groups after SAH.

3.3.4.3 The relationship between the temporal changes in CSF protein 

concentration and injury severity and outcome

Within 48 hours of admission all TBI patients had a best GCS recording of eight or less 

(severe head injury). Injury severity was dichotomised into groups with GCS 3-5, and GCS 

6-8. The proportion of patients in each severity group were then compared according to 

CSF levels above or below the minimum control value for apoE and Ap, and maximum 

control Tau or S100B at each time point using Fisher's exact test. There was no statistically 

significant difference in the proportion of TBI patients with CSF protein concentrations 

above or below the control limits at each time point after injury. The SAH patients were 

dichotomised into groups of GCS 3-8, and 9-15, and analysed as above. Again there was 

no statistically significant differences in CSF protein concentration over time according to 

injury severity. The same analysis was undertaken for clinical outcome, dichotomising 

GOS into favourable outcome (GOS 4, 5), and unfavourable outcome (GOS 1,2,3). For 

S100B and Tau, there were no brain injury CSF values below the maximum value of the 

control group, which prevents the comparison of proportions. In these circumstances the 

threshold selected was the median of the brain injury values. Thus the contingency table 

comprised patients categorised according to favourable and unfavourable outcome 

(columns), and CSF S100B (or Tau) above or below the brain injury group median (rows). 

There was significantly increased relative risk of unfavourable outcome after SAH for 

patients with CSF S100B above the SAH group median concentration on day three 

(Fishers' exact test: p = 0.017, RR of favourable outcome: 0.23, 95% Cl: 0.04-1.36) to day 

seven (Fishers' exact test: p = 0.046, RR of favourable outcome: 0.39, 95% Cl: 0.12-1.25). 

The difference in proportions was not significant beyond one week after injury. There was 

a significant increase in the relative risk of unfavourable outcome after SAH for patients 

with CSF Tau above the SAH group median on days six (Fishers' exact test: p = 0.027, RR 

of favourable outcome: 0.24, 95% Cl: 0.04-1.44) and day nine (Fishers' exact test: p = 

0.048, RR of favourable outcome: 0.25, 95% Cl: 0.05-1.36) after injury.

3.3.5 Summary of CSF protein concentration changes after TBI and SAH

The concentration of apoE in the CSF after TBI and SAH is substantially lower than that of 

non-brain injured controls. The reduction is apparent within three days of injury, and
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persists for at least one week after injury. Other proteins increase in the CSF after acute 

brain injury with the exception of the Ap peptides. For some proteins the magnitude of the 

maximal alteration in CSF concentration correlates with injury severity, and clinical 

outcome.

3.4Characterisation of lipoprotein particles in control, TBI and 

SAH CSF

The first section of this chapter presents the results from the development of a robust 

ELISA method for the measurement of apoE in control and brain injury CSF. The previous 

two sections present the results of the quantification of apoE in the CSF of non brain 

injured controls, and patients with TBI and SAH using this ELISA. It was found that the 

concentration of some proteins in the CSF increased after TBI and SAH compared to 

controls. In contrast, the concentration of apoE (and AP) decreased. As apoE is a major 

component of CSF lipoprotein particles, studies were undertaken to investigate whether 

reduced concentration of the apoE protein in the CSF are paralleled by changes in the CSF 

lipoprotein particles after brain injury. This section presents the findings from the isolation 

and analysis of lipoprotein particles isolated from control, TBI, and SAH CSF.

Prior to the isolation and analysis of lipoprotein particles in the CSF of non-brain-injured 

controls and patients with SAH or TBI, the size exclusion chromatography column was 

calibrated using plasma lipoprotein particles of known size and composition.

3.4.1 Characterisation of size exclusion chromatography column

Plasma derived lipoprotein particles (VLDL, LDL, and HDL), were freshly prepared by 

sequential density ultracentrifugation, and mixed in equivalent proportions. A volume of 

500pl was eluted at a rate of 0.25ml/min in fractions of 250pl. These fractions were 

assayed for apoB, total cholesterol (TC), and phospholipid (PL) as described in methods. 

In addition protein was assayed by measuring the absorbance of the fraction at 280nm. See 

figure 21.
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Figure 21 Characterisation of size exclusion chromatography column using plasma 
lipoproteins
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Figure 21 shows the plasma lipoprotein elution profile from a Sephadex 200 size exclusion 

column. VLDL (d < 1.006 g/ml) elutes from fraction 26-33, LDL (d = 1.019-1.063 g/ml) 

elutes from fraction 34-45 and HDL (d = 1.063-1.21 g/ml) elutes from fraction 46-58. The 

protein content o f the fractions eluting from the column are monitored from the absorbance 

at 280nm.
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Figure 22 Lipoprotein composition of Plasma and CSF HDL

Figure 22 displays the triglyceride (TG), phospholipid (PL), cholesterol ester (CE), free 

cholesterol (FC), apoAI and apoE composition (mg %) of plasma and CSF HDL. Plasma 

and CSF HDL differ substantially in their relative compositions as demonstrated in the bar 

chart. There is no triglyceride in CSF HDL. There is more apoE, apoAI, and free 

cholesterol in CSF HDL.
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3.4.1.1 Lipoprotein particle profile of plasma

141

The elution profile of plasma confirmed the presence of three peaks comprising particles of 

differing size: VLDL eluted in fractions 26 to 33, LDL in fractions 34 to 45, and HDL in 

fractions 46 to 58. The fractions containing the LDL particle are clearly defined, as the 

only apoprotein in LDL is apoB.

3.4.1.2 Composition of plasma lipoprotein particles

The VLDL particle is rich in triglyceride (data not shown), and has relatively little protein, 

cholesterol or phospholipid. The LDL particle is characterised by the presence of apoB, 

and has relatively more cholesterol and phospholipid. The HDL particle has no apoB, is 

protein rich, and compared to the LDL particle has proportionately more phospholipid than 

cholesterol. The composition of plasma lipoprotein particles, contrasted with CSF 

lipoprotein particles, is summarised in table 17 and figure 2 2 .

Table 17 Composition of CSF and plasma HDL lipoprotein particles

Plasma
h d l 2

Plasma
h d l 3

CSF
HDLi

CSF
h d l 2

CSF
HDL3

ApoE % (SD) 0.5 (0.3) 0 . 2  (0 .2 ) 16.1 (8 .8 ) 14.1 (6 .6 ) 5.6 (7.6)

ApoAI % (SD) 15.2 (7.4) 34.2 (3.6) 13.8(15.5) 42.8 (6.1) 54.7 (37)

FC % (SD) 4.9 (1.1) 3.0 (0.5) 13.8(15.5) 4.3 (4.9) 10.1 (11.9)

CE % (SD) 34.3 (3) 25.5 (2.9) 20.1 (18.5) 14.4 (6.4) nd

PL % (SD) 38.3 (3.0) 32.5(1.2) 47.6(15.3) 24.4 (2.9) 29.6 (23.1)

TG % (SD) 6 . 2  ( 1 .2 ) 4.7 (0.8) nd nd nd

FC = free cholesterol, CE = cholesterol ester, PL = phospholipid, TG = triglyceride, 

nd = not detected. HDL] is rarely seen in human plasma.
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3.4.2 Isolation and analysis of lipoprotein particles from control CSF

The minimum volume of CSF required for the isolation of CSF lipoprotein particles is 20 

ml. The substantial volume required was generated by pooling 1ml aliquots of CSF from 

twenty-five consecutive control patients. A total of six control pools were generated in this 

manner from one hundred and fifty of the control CSF samples. These pools had no 

detectable apoB. The mean age of the patients was 32 years (median 25 years and range 

16-65 years).

3.4.2.1 Lipoprotein particle profile and composition of control CSF

In contrast to plasma, the lipoprotein particles present in control CSF form one major peak. 

This peak occurs in fractions containing particles of similar size to the plasma HDL and 

LDL particles at the LDL/HDL boundary, which peaked at fraction 47. CSF does not 

contain apoB, thus these large CSF lipoprotein particles are known as HDLi (plasma has 

HDL2 and HDL3, but HDLi is rarely seen in plasma). Examination of the control apoE and 

apoAI elution profile indicates the presence of overlapping populations of particles 

containing both apoE and apoAI (fractions 45 to 52) and particles containing apoAI alone 

(fractions 50 to 60). Thus apoAI is present in both the HDLi and smaller HDL lipoprotein 

particle fractions and apoE is present mainly in the larger HDLi sized particle. See figure 

24.

The larger CSF lipoprotein particles contain most of the phospholipid and cholesterol 

associated with the CSF lipoproteins. The molar ratio of apoAI to apoE in control CSF was 

approximately 1:3 and that of free cholesterol to phospholipid was approximately 1: 2.

Having calibrated the size exclusion chromatography column for the fractionation of CSF 

lipoprotein particles from control CSF, isolation and compositional analysis of TBI and 

SAH CSF was performed.
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Figure 23 Lipoprotein composition of CSF HDL particles

CSF lipoprotein particles are unique in that they comprise HDLi sized particles, which are 

not normally present in human plasma. Analysis o f the HDL subgroups in control CSF, as 

displayed in the bar chart clearly shows the differences between CSF HDL subgroups. The 

smaller HDL3 have less apoE and cholesterol ester. In contrast apoAI predominates. The 

smaller HDL particles remodel through the action of the cholesterol ester forming enzyme 

LCAT, the activity o f which is promoted by the abundant apoAI present on the smaller 

HDL particles. As the HDL accumulate cholesterol ester apoAI is replaced by apoE, which 

facilitates the transport o f the cholesterol to target cells expressing the LDL family of 

receptors.
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3.4.3 Isolation and analysis of lipoprotein particles from acute brain injury 

CSF

3.4.3.1 CSF lipoprotein particle profile and composition after SAH

After SAH the CSF contains plasma lipoprotein particles released at the time of 

haemorrhage. Compared to control CSF there was a ten-fold increase in total cholesterol (p 

= 0.007), and free cholesterol (p = 0.001) in SAH CSF. Importantly, there was no 

significant difference between the ratio of FC to TC in control and SAH CSF. The FC to 

TC ratio was constant across the lipoprotein profile. The phospholipid concentration of 

SAH CSF was five times higher than that of the controls (p<0.05). The molar ratio of free 

cholesterol to phospholipid increased from 1:2 in controls to 1:1 in SAH. The apoE to 

apoAI ratio decreased from 1:3 in controls to 1:13 in SAH. In SAH CSF these changes 

were accompanied by the appearance of a population of particles of very small size 

(fractions 58-68) that are rich in phospholipid and free cholesterol. There was a significant 

increase (p = 0.04) in the total area under the curve (AUC) for apoAI associated particles 

in SAH CSF compared to control subjects, but the difference in the total AUC for the apoE 

associated particles failed to reach statistical significance. These data are summarised in 

table 18. However, near the LDL/HDL boundary in SAH CSF there was a reduction in 

apoE AUC (p = 0.13) indicating a depletion of large apoE-containing lipoproteins. In SAH 

CSF the concentration of apoB was 1.5 (± 0.5) mg/100ml; apoB was not detected in 

control CSF. Although the decrease in concentration of CSF LpE after SAH is not 

statistically significant (Mann-Whitney: p = 0.86), it is surprising that LpE does not 

increase in proportion with apoAI as they have similar proportions in the plasma. The ratio 

of LpAI to LpE is significantly lower after SAH (Mann-Whitney: p = 0.026). See figure 

24.
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Figure 24 Composition of lipoprotein particles fractionated from non-injured control and 
SAH CSF

The vertical dashed line indicates the elution intervals for LDL and HDL sized particles for 

the size exclusion column. Panels A and B correspond to total cholesterol, Panels C and D 

correspond to free (non-esterified) cholesterol, E and F correspond to phospholipid, G and 

H correspond to apoE, and panels I and J correspond to apoAI in non-injured controls and 

SAH patients respectively. After SAH, phospholipid, free cholesterol and apoAI levels 

increase and are associated with plasma VLDL, LDL and HDL sized particles. Large 

apoE-HDL particles are decreased and VLDL associated apoE appears after SAH. In 

addition very small lipoprotein particles appear in SAH CSF that are not present in control 

CSF. Profiles represent the mean of six control pools and CSF from six patients after SAH. 

CSF was obtained from six SAH patients (mean age 54, median 52, and range 26-65 years) 

admitted to the neurosurgical unit at the Institute of Neurological Science Glasgow, U.K., 

between March 2000 and February 2001. All SAH patients were in coma (Glasgow Coma 

Score < 8 ), had an aneurysmal distribution of blood in the subarachnoid space on the 

admission CT (all Fisher grade III), and required insertion of an external ventricular drain 

for the treatment of acute hydrocephalus. The SAH CSF was obtained from the cerebral 

ventricles within three days of aneurysm rupture.
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Figure 25 Composition o f lipoprotein particles fractionated from non-injured control and TBI 
CSF

CSF from 150 patients was used to generate 6  non-injured CSF pools of sufficient volume 

for CSF lipoprotein particle fractionation by size exclusion chromatography. CSF from 27 

patients with severe traumatic brain injury was pooled for comparison with the control 

pools. The vertical dashed line indicates the elution intervals for LDL and HDL sized 

particles for the size exclusion column. Panels A and B correspond to free (non-esterified) 

cholesterol, C and D correspond to phospholipid, E and F correspond to apoAI, and panels 

G and H correspond to apoE in non-injured controls and traumatic brain injury patients 

respectively. As observed in SAH CSF, there is a population of very small lipoprotein 

particles associated with free cholesterol, phospholipid and apoAI.
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Table 18 Composition o f lipoprotein particles in control and SAH CSF

149

Lipoprotein

Component

Concentration 

mg/lOOml of control CSF, [pM]

Concentration 

mg/lOOml of SAH CSF, [pM]

Total cholesterol
0.13 ±0.06, [3.4] 1.28 ±1.12 [33.2] **

Free cholesterol
0.08 ± 0.04, [2.3] 0.78 ± 0.66, [20.2 ] **

Phospholipid
0.29 ± 0.08, [3.8] 1.33 ±1.12, [17.2]*

ApoAI
0.30 ±0.146, [0.1] 1.24 ±0.99, [0.4]*

ApoE
0.14 ±0.05, [0.04] 0.10 ±0.03, [0.03]

Values are means ± S.D. Significance of difference: *p<0.05, **p<0.001 control and SAH 

means compared with unpaired t-test of log transformed data
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Table 19 Composition o f CSF lipoprotein particles in control and TBI CSF
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Lipoprotein

component

Concentration 

mg/100ml of control CSF, [pM]

Concentration 

mg/lOOml of TBI CSF, [pM]

Total cholesterol 0.13 ±0.006, [3.4] 0.29, [7.5] *

Free cholesterol 0.09 ±0.04, [2.1] 0.36, [9.3] **

Phospholipid 0.29 ±0.09, [3.8] 0.44, [5.7] *

ApoAI 0.30 ±0.15, [0.1] 0.32, [0.1]

ApoE 0.14 ±0.05, [0.04] 0.01, [0.004]**

Single TBI pool compared to six control pools using the one sample t-test. 

*p<0.05, **p<0.01
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The volume of TBI CSF available for size exclusion chromatography was very limited. 

One pool comprising one millilitre of CSF from each of twenty-seven TBI patients (within 

three days of injury) was fractionated for analysis of the lipoprotein particles. In CSF from 

TBI patients, there was a five-fold increase in non-esterified cholesterol compared to 

control CSF (p = 0.0001). In addition, phospholipid containing particles increased 

significantly compared to control CSF (p = 0.04). The molar ratio of free cholesterol to 

phospholipid in TBI patients increased from 3:5 in controls to 11:5 in TBI. These changes 

were accompanied by the appearance of a population of particles of very small size 

(fraction 58-63) which were phospholipid and free cholesterol rich. Large apoE- HDL 

particles were depleted in the TBI CSF as evidenced by the shift to the right of the elution 

peaks for free cholesterol and phospholipid. There was no significant change in the apoAI 

associated particles of the TBI CSF pool compared to control pools, but apoE associated 

particles were significantly decreased (one sample t-test; p = 0.002). The molar ratio of 

apoAI to apoE in TBI patients increased from 2:1 in controls to 25:1 in TBI. There were no 

apoB containing lipoprotein particles in TBI CSF. These data are summarised in table 19 

and figure 25.

3.4.4 Summary of characterisation of CSF lipoproteins after acute brain 

injury

CSF lipoproteins are distinctive from plasma lipoproteins. Substantial differences in the 

composition of the lipoprotein particles exist between control and acute brain injury CSF. 

After SAH, despite the substantial increase in lipoprotein particles originating from the 

plasma, there is a reduction in the quantity of apoE containing particles. After TBI, where 

there is a lesser release of lipoprotein particles originating from the plasma, there is even 

greater decrease in the apoE containing lipoprotein particles. The changes in the apoE 

containing lipoprotein particle composition parallel the changes identified in nascent CSF 

apoE concentration.
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4 Discussion

4.1 Principal findings of the study

4.1.1 Protein concentrations in control, TBI and SAH CSF

The principal findings in relation to the proteins selected for investigation in this study are:

• The concentrations of apoE, ApMo, and Api-42 are significantly lower in the CSF of 
patients with TBI, and SAH compared to controls.

• The decrease in these proteins occurs within days of injury and persists for at least one 
week after injury.

• The decrease in protein concentration after acute brain injury correlates with injury 
severity and clinical outcome.

• The concentrations of S100B and Tau are markedly increased in the CSF of TBI and 
SAH patients compared to controls.

• The increase in these proteins occurs within days of injury and persists for at least one 
week after injury.

• The peak CSF concentration of Tau and S100B correlates with the severity of the brain 
injury, and the clinical outcome after SAH.

4.1.2 The analysis of lipoprotein particles in control, TBI and SAH CSF

The principal findings in relation to the lipoprotein particles present in the CSF of controls 

and patients with TBI and SAH are:

• CSF contains unique lipoprotein particles.

• The apoE lipoprotein particles were depleted from brain injury CSF compared to 
controls.

• CSF lipoprotein particles undergo remodelling after acute brain injury.

• Novel lipoprotein particles are present in brain injury CSF that are not present in 
control CSF.

4.2 Interpretation of results

4.2.1 Protein concentrations in control, TBI and SAH CSF

There are a number of possible explanations for the decrease in CSF apoE, and Ap, after 

acute brain injury. These include increased clearance from CSF, decreased production, 

dilution effects, sampling artefact, and assay artefact or interference. Evaluation of the 

apoE ELISA determined that the assay has high recovery, sensitivity, and precision.
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Importantly, the recovery of apoE added to control or brain injury CSF, and white matter 

homogenate was high, and there was no significant difference between brain injury and 

control CSF. Thus there appears to be no significant interference from substances present 

in the brain injury CSF that are not present in control CSF. There was no decrease in the 

apoE signal when CSF was assayed in the presence of increasing concentrations of human 

albumin, or the total protein used for the protein standard curve (comprising human 

albumin and gamma globulin) at concentrations recorded in the brain injury CSF. In 

addition, there was linearity in the assay over a range of CSF dilutions for control and 

brain injury CSF and these dilution lines were parallel with the apoE calibration curve. 

Thus, differences detected between control and brain injury CSF are not significantly 

affected by differences in the matrices at different analyte concentration. The lower limit of 

detection of the assay was substantially lower than the lowest recorded CSF apoE 

concentration. The precision of the assay, coupled to the simultaneous assay of controls 

and brain injury CSF decreased the chance that differences between cases and controls are 

due to inter or intra assay variation. The specificity of an assay is particularly important 

when high values are observed (which is not the case here) due to concern about antibody 

cross reactivity. The specificity of the assay has been extensively described by Stark et al, 

who found no significant cross reactivity with the major lipoproteins present in plasma. 

Both in their study and the present study, there was no significant difference between 

calibration curves obtained using apoE3, apoE4 or apoE2. (Starck et al. 2000) The 

potential that other variables, such as pH, are substantially different in brain injury CSF has 

not been investigated. Although this does not affect the ability to detect apoE added to 

brain injury CSF, there is a possibility that in-vivo apoE undergoes physiochemical 

alterations resulting in an apparent decrease in the CSF due to masking of epitopes. For 

example, the apoE may form stable complexes in-vivo with Ap or components of the 

complement cascade. Formation of amyloid aggregate in-vitro appears to be pH dependent 

and the possibility that acidosis after brain injury contributes to depletion of apoE-Ap from 

CSF in-vivo requires further investigation. (Atwood et al. 1998) Although only semi- 

quantitative, denaturing SDS PAGE correlated approximately with the ELISA findings in 

the samples analysed using this method, suggesting that the decreased signal in brain injury 

CSF is not attributable to differences in secondary and tertiary structure, or detergent 

sensitive binding interactions. In addition, the apoE ELISA assay dilution buffer contains 

detergent, which results in protein unfolding and removes associated cholesterol and lipid. 

There are non-antibody based methods for the quantification of apoE such as HPLC 

(derived from phenylalanine content of apoE) and capillary electrophoresis in SDS gels 

(SDS-CGE), but these were not utilised in the present study. (Schlenck et al. 1999) It has
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not been possible to independently evaluate the amyloid beta assays due to the high cost of 

the assay. However, these commercial assay kits have been evaluated by others and have 

been used to assay amyloid beta in the CSF of patients with AD and controls, as well as 

other biological fluids. (Chishti et al. 2001; Kusiak et al. 2001) The manufacturers report 

high recovery of amyloid beta from plasma.

The possibility that apoE and amyloid beta are decreased in brain injury CSF compared to 

control CSF due to a systematic difference in CSF sample acquisition and processing 

requires evaluation. It has been demonstrated that the route of sampling influences the 

concentration of apoE such that the concentration is higher in ventricular CSF than CSF 

from the lumber subarachnoid space. CSF apoE is intrathecally synthesised accounting for 

the concentration gradient between ventricular and lumbar CSF. (Carlsson et al. 1991; 

Linton et al. 1991) The decrease in ventricular CSF apoE observed after acute brain injury 

is significant when compared to either control CSF obtained from the lumbar subarachnoid 

space or control CSF from the lateral ventricles. Thus the magnitude of the decrease in 

apoE concentration observed when brain injury CSF is compared to lumbar CSF represents 

an underestimate of the true decrease that would be observed when compared to the less 

often available ventricular control CSF. It has been demonstrated that continuous CSF 

drainage does not significantly reduce the concentration of apoE in non-brain injured 

controls over time. Thus, the loss of apoE from brain injury CSF is unlikely to be a 

consequence of brain apoE exhaustion due to external drainage. The high concentration of 

apoE in control ventricular CSF obtained via ventricular catheters suggests that there is no 

significant decrease in apoE due to sampling via this route. Furthermore, there was no 

significant difference in the apoE concentration before or after passage through a 

ventricular catheter in-vitro. The conditions for collection and storage are particularly 

important for hydrophobic polypeptides such as Ap, which have a tendency to aggregate 

and adsorb onto surfaces. Thus the CSF collection tubes utilised in this study were of the 

polypropylene type as recommended by Hesse et al. (Andreasen et al. 2001; Hesse et al. 

2000) Brain injury and control CSF samples were processed and stored in an identical 

manner, and underwent only one freeze-thaw cycle prior to simultaneous batch analysis. 

Analysis was performed within three months of freezing in the majority of cases, though 

serum or plasma apoE is reported to be stable when stored at -20 degrees centigrade for as 

long as three years. (Alsayed et al. 1990; Blum et al. 1980; Koffigan et al. 1987; Kottke 

et al. 1991; Phillips et al. 1983; Schiele et al. 2000b) The stability of apoE in the CSF 

samples used for this study is supported by the finding that the frozen CSF standard curve 

and QCs did not change significantly over the six-month period of apoE ELISA evaluation
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and sample analysis. The consistent finding that CSF apoE is decreased in SAH CSF 

obtained from patients in the USA and Scotland provides supporting evidence that the 

differences in brain injury CSF and control CSF are not due to systematic differences in 

sample processing between the two units. The apoE concentration of CSF supernatant 

before and after centrifugation was not significantly different suggesting that the apoE was 

not lost from the supernatant in the initial centrifugation step. All samples once thawed 

were vortexed prior to sample dilution. The rapid freezing after sampling and addition of a 

protease inhibitor to all the CSF samples decreased the chance that apoE was lost due to 

increased proteolysis in brain injury CSF. Poly acrylamide gel electrophoresis of control 

and brain injury CSF did not identify apoE antibody immunoreactive fragments suggestive 

of apoE proteolysis.

The possibility" that the decrease in CSF apoE is attributable to dilution is unlikely for the 

following reasons. First, in the acute phase after TBI, ventricular volume is often decreased 

such that CSF spaces including the basal cisterns, third and lateral ventricles may become 

completely obliterated. This observation often results in difficulty cannulating the 

ventricle, and is associated with raised intracranial pressure and unfavourable outcome. 

(Teasdale et al. 1984) Second, a substantial increase in CSF volume would be required to 

produce the scale of decrease in CSF apoE observed after TBI, which would not be 

tolerated within the fixed confines of the skull. Third, the brain tissue water content has 

been estimated to increase by less than ten percent after TBI. (Marmarou et al. 2000) 

Fourth, from the analysis of lipoprotein particles a significant decrease in LpE was 

observed, but not in LpAI, which would be expected if the effect was due to dilution alone. 

This strongly supports the concept that the observed decrease in apoE after TBI is specific 

to apoE. It is possible that dilution accounts for some of the decrease in CSF apoE 

observed after SAH, as acute hydrocephalus is not an uncommon finding, (van Gijn J. and 

Rinkel, 2001) However, there is still a substantial decrease in the relative amount of LpE to 

LpAI supporting the concept that apoE is selectively lost from the CSF after SAH as well.

Reduced production of apoE, by astrocytes, oligodendrocytes and microglial cells, in 

response to brain injury could potentially contribute to the decreased concentration 

observed in CSF after acute brain injury. However, failure of apoE production would not 

explain the decrease observed after SAH, where plasma apoE is likely to be released into 

the CSF. In vitro, pro-inflammatory cytokines, which are prevalent after acute brain injury, 

are reported to result in reduced astrocyte culture medium apoE concentration. (Baskin et 

al. 1997; Starck etal. 2000)
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Soon after acute brain injury, the concentration of albumin (and total protein) increase 

substantially indicating substantial opening of the blood brain barrier. The effect is 

relatively transient given that the CSF concentration of albumin (and total protein) 

decreases progressively over subsequent days. During this time period, the ratio of apoE to 

albumin (or total protein) is disproportionately decreased suggesting that apoE is 

selectively depleted from the CSF. One would speculate that the brain has substantial 

capacity to clear apoE given that the concentration of apoE in plasma (which is released 

into the subarachnoid space or neuropil, at the time of brain injury, or haemorrhage) is an 

order of magnitude higher than in CSF. (Carlsson et al. 1991) Analysis of paired plasma 

and CSF samples has not been undertaken in this preliminary study. The possibility that 

apoE released into the CSF after injury is rapidly cleared to the plasma compartment 

requires further investigation.

An alternative explanation for the findings that apoE and Ap are depleted in brain injury 

CSF is possible, for which there is indirect supporting evidence from studies of other forms 

of human brain injury, and experimental brain injury. It is hypothesised that selective 

retention and active uptake of apoE, and Ap, takes place within the neuropil and 

subarachnoid space as part of the response of the brain to injury, and this results in 

diminished concentrations in the CSF. Such a concept would not be novel as there are 

several neurological disorders for which such a mechanism has been proposed to explain 

the observation that Ap or apoE concentration are decreased in the CSF and increased in 

the brain parenchyma. For example, patients with AD have decreased concentration of Ap 

in the CSF compared to controls, whilst the concentration of Ap in the brain parenchyma is 

increased. (Andreasen et al. 1999; Andreasen et al. 2001; Fagan et al. 2000; Kuo et al. 

1996; Mehta et al. 2000; Motter et al. 1995; Nitsch et al. 1995; Shoji et al. 1998; 

Tamaoka et al. 1997) Similarly, increased apoE immunoreactivity has been observed in 

AD brain, and the concentration of apoE is reported to decrease in the CSF of patients with 

AD. (Blennow et al. 1994; Hesse et al. 2000; Landen et al. 1996; Skoog et al. 1997) 

However, decreased apoE concentration in the CSF of patients with AD has not been 

consistently reported with some studies reporting increased concentrations. (Blain et al. 

1997; Fukuyama et al. 2000; Lindh et al. 1997; Merched et al. 1997) Indeed in this study 

there was no significant difference between the concentration of apoE in the CSF of the 

control group and that of eighty-two patients investigated for dementia, although the 

number of patients in this group who will meet the criteria for definite AD is unknown at 

this time. In the present study, the concentration of apoE in the CSF of patients with 

definite MS was decreased, which is consistent with the observations of others. (Gaillard et



al. 1996; Rifai et al. 1987) These findings in CSF of MS patients are corroborated by the 

observation that apoE immunoreactivity is increased in macrophages and astrocytes 

located in regions of demyelinating MS brain. (Carlin et al. 2000) There is evidence from 

experimental brain injury studies, and human post mortem studies, that apoE is upregulated 

in the brain after injury, and participates in a co-ordinated response to acute brain injury. 

Neurons, which do not normally demonstrate immunopositivity to apoE, develop 

immunoreactivity after experimental transient global ischaemia, and acute subdural 

haematoma. In the subdural model intense immunoreactivity to apoE localises to the 

neuronal population adjacent to the haematoma. Possible explanations for this observation 

include the transport of apoE from the haematoma to injured neurons beneath the 

haematoma, increased de-novo synthesis of apoE by the injured neuron, or increased 

uptake of apoE released by other cells in the neuropil in response to injury. In the transient 

ischaemia model, intense apoE immunoreactivity is initially observed in astrocytes, which 

is later followed by apoE immunoreactivity in the population of neurons that are 

selectively vulnerable to ischaemia. (Horsburgh et al. 1997; Horsburgh et al. 2000b; 

Horsburgh and Nicoll, 1996) Although these temporal and cell type dependent changes 

suggest that apoE is involved in a co-ordinated response of the brain to injury, the actual 

role that apoE plays is not known. APOE knockout mice have delayed tissue clearance 

after cerebral infarction, macrophage related apoE expression being observed at the centre 

of infarcts in wild-type mice. (Kitagawa et al. 2001) There is evidence from experimental 

brain injury that apoE has a role as an anti-oxidant, or may be functioning as a lipid and 

cholesterol transporter recycling debris to injured cells. (Horsburgh et al. 2000a; Kitagawa 

et al. 2002; White et al. 2001a) These findings in experimental brain injury corroborate 

findings in human brain injury given the observation that apoE immunoreactivity is 

increased among patients who die after TBI, global ischaemia, and Herpes encephalitis. 

(Horsburgh et al. 1999a; Nicoll et al. 2001) Importantly, APOE dependent endocytic 

pathway alterations have been observed in the human hippocampus after fatal global 

ischaemia. (McColl et al. 2003) Thus there is a body of evidence to support the concept 

that brain apoE is up-regulated in response to injury. However, these studies do not explain 

the concept that apoE is decreased in the CSF after SAH where it is likely that substantial 

quantities of apoE are released into the subarachnoid space at the time of haemorrhage. 

There have been no systematic studies in post-mortem specimens from patients who die 

after SAH examining the distribution of apoE, or Ap within the brain. The possibility that 

apoE is depleted due to binding with debris released after cell injury and haemolysis, and 

that this is a non-specific process facilitating debris disposal without recycling or 

functional significance has not been excluded.



158

In addition to a role in CNS cholesterol trafficking, apoE appears to promote the formation 

of extracellular fibrillary amyloid. Amyloid beta (especially Ap 1.42) is hydrophobic and 

binding interactions between apoE and Ap have been reported in-vitro. (LaDu et al. 1994; 

LaDu et al. 1995; Munson et al. 2000; Pillot et al. 1999) Studies using APOE and APP 

transgenic mice support the concept that apoE is pro-amyloidogenic. (Bales et al. 1999; 

Bales et al. 1997; Holtzman et al. 2000a) The finding from this study that after acute brain 

injury Ap and apoE concentration decrease in the CSF may be explained by the formation 

of insoluble apoE-Ap aggregates. These aggregates may precipitate in vivo or be rapidly 

cleared to the plasma compartment. Studies of post-mortem tissue from patients who die 

after TBI identify apoE in association with aggregates of Ap in the neuropil consistent with 

this hypothesis. (Bales et al. 1997; Clinton et al. 1991; Gentleman et al. 1997; Graham et 

al. 1996; Graham et al. 1999; Horsburgh et al. 2000) Raby et al report an increase in Ap 

concentration in the CSF of TBI patients. (Emmerling et al. 2000; Raby et al. 1998) CSF 

samples were analysed from six TBI patients (average age thirty-five years) and twenty- 

four post mortem controls (average age seventy eight years) raising concerns about sample 

size and control selection. The authors compare mean values from one hundred and five 

TBI samples raising the additional concern that the statistical significance reported is 

confounded by repeated measures. They report that the concentration of Ap is significantly 

elevated compared to controls after TBI. However, Franz et al report findings in TBI CSF 

concordant with the present study. In 29 patients with severe head trauma, the 

concentration of Api-42 was significantly lower than that of controls, and low levels were 

associated with more severe outcome. (Franz et al. 2003) There are no published series 

reporting alterations in CSF Ap after SAH, though they are reported to be unchanged after 

ischaemic stroke. (Hesse et al. 2000)

The decrease in apoE and Ap observed in this study occurs within days of injury, and 

returns to normal approximately one week after injury. Due to the absence of CSF samples 

very soon (i.e. within hours) after injury it has not been possible to investigate the 

possibility that apoE is initially increased. Furthermore, the requirement to restrict external 

ventricular drainage to the minimum clinically indicated time period limits the analysis of 

CSF for longer than one week after TBI and two weeks after SAH. The absence of 

correlation between the trough in apoE, and Api.42, concentration and the time elapsed 

from injury to the time of maximal change suggests that these proteins are rapidly depleted 

from the CSF. One may speculate that the greater hydrophobicity of AP1.42 would result in 

the rapid formation of insoluble aggregates. From the weak correlation between the time 

taken to reach trough Ap 1.40 and the magnitude of the reduction we may speculate that Ap
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1.40 is depleted in a time dependent process after TBI. The ratio of APmo to AP1.42 did not 

change significantly after injury suggesting that the decrease in these peptides is not 

fragment length specific.

Analysis of the time course for the change in apoE and Ap concentration enabled 

determination of the lowest value attained after injury and its relationship to injury severity 

and clinical outcome. There was significant correlation between injury severity and Ap4o 

after TBI and apoE after SAH. Although no deductions regarding causality may be 

inferred, we may hypothesise that more severe injury results in increased clearance of apoE 

and Ap from the CSF. Alternatively, some other factor that is influenced by injury severity 

also influences the concentration of these proteins, or low CSF concentration results in 

more severe injury. There was significant correlation between clinical outcome and the 

lowest CSF concentrations of apoE and Ap after SAH. Thus we may hypothesis that the 

degree of the decrease in apoE and Ap concentration observed in the CSF soon after SAH 

determines some of the variation in clinical outcome three months later. Again, other 

confounding variables may account for the association. From the time course data, it is 

apparent that CSF apoE is significantly diminished by a lesser degree and for shorter time 

period after SAH then TBI. This may be due to the greater amount of plasma derived apoE 

released into the subarachnoid space after SAH compared to TBI. According to the GCS 

score, the TBI patients were more severely injured than the SAH patients. Thus, it is 

possible that the TBI patients have lower CSF apoE due to greater retention within the 

brain, or greater clearance to the plasma, or some other factor. In addition, hydrocephalus 

due to CSF outflow obstruction is more common after SAH then TBI, which may result in 

less rapid clearance of apoE from the CSF.

The observation that outcome after SAH was less favourable in patients with low CSF Ap 

is intriguing suggesting that Ap peptides may be important after SAH. Importantly apoE 

isoform dependent properties have been identified for Ap peptides and these may be 

important after SAH. Firstly, vasoactive properties have been identified for Ap peptides 

and promotion of endothelin-1 mediated vasospasm by Ap appears to be apoE isoform 

dependent. (Paris et al. 1998) Secondly ischaemic susceptibility of transgenic APP mice 

appears to be dependent on apoE isoform, possibly by modulation of the inflammatory 

response induced by middle cerebral artery occlusion. (Koistinaho et al. 2002) 

Furthermore, Ap appears to diffuse freely within neural tissue raising the possibility that 

Ap cleared via the cerebral vasculature may become deposited within smooth muscle, as in 

Cerebral Amyloid Angiopathy, resulting in intimal narrowing and alterations in cerebral



160

blood flow. (McCarron et al. 1999; Meyer-Luehmann et al. 2003) Lastly, Ap peptide 

induce free radical mediated oxidative stress and neuronal vulnerability appears to be 

APOE dependent. (Butterfield et al. 2002)

In addition to the decreased concentration apoE, and Ap, in the CSF after acute brain 

injury, the time course for release of S100B, and Tau was investigated. These proteins 

were chosen as they are selectively expressed in astrocytes and neurons respectively, and 

are emerging as marker proteins for the processes of astrocytosis and axonal disintegration 

that occur after brain injury. Furthermore ELISA assays developed for use in CSF were 

readily available. There are few reports relating to the concentration of Tau in CSF from 

patients with TBI. (Zemlan et al. 2002; Zemlan et al. 1999) Zemlan developed an ELISA 

for cleaved Tau using monoclonal antibody generated by differential CSF hybridoma 

screening using CSF from TBI and control patients. CSF Tau was elevated one thousand 

fold in the fifteen TBI patients. Affinity purification identified a cleaved form of Tau in the 

TBI CSF, which consisted of the interior portion of the protein, containing the 

microtubule-binding domain. Although the mechanism and type of TBI (e.g. from the CAT 

scan) is not specified, the authors conclude that CSF Tau measurement may be useful for 

the quantification of axonal injury and disintegration. The concentration of Tau in the CSF 

of the patients investigated in this study increased by the same order of magnitude as in 

Zemlans' study. Importantly, the Tau assay kit used in this study is commercially available 

enabling other groups to add to this series. Total Tau has been reported to increase 

substantially after stroke, but there appears to be no increase in phospho-Tau, which is the 

predominant form, observed to increase in AD. (Blennow et al. 1995; Hesse et al. 2001; 

Sjogren et al. 2001) The assay used in this study assays total Tau concentration preventing 

estimation of the proportion of phospho-Tau released after acute axonal injury. Increased 

Tau immunoreactivity has been observed in the brains of patients with a history of mild 

chronic repetitive head trauma, being predominantly localised to perivascular regions. 

(Geddes et al. 1999) CSF Tau was significantly higher in SAH compared to TBI, and time 

from injury to maximal CSF Tau concentration was significantly longer. Although this 

may partly be explained by the longer period of ventricular drainage, it is also possible that 

after SAH there is greater microtubule disintegration and a more sustained release 

compared to TBI. This finding is surprising given that the TBI patient group was more 

severely injured according to the admission GCS, and unfavourable outcome was less 

prevalent. The detection antibody used in the ELISA kit is specific for CNS Tau, therefore, 

the high concentrations observed in SAH CSF are unlikely to result from cross reactivity 

with epitopes present in plasma. One explanation might be that injury severity, and
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outcome, after TBI may not be due to the quantity of axonal loss, but the anatomical 

distribution of axonal loss. Alternatively, axonal loss may be greater after TBI compared to 

SAH, but recovery greater after SAH. Thus one might speculate that the less profound and 

shorter decrease in apoE observed after SAH facilitates the survival (and reconnection) of 

injured axons not destined to undergo complete disintegration.

As discussed in the introduction, S100B has emerged as a non-specific marker protein, 

which is elevated in the CSF of patients with a range of neurological disorders. It is not 

known if the high S100B observed in the CSF after acute human brain injury is due to an 

active response of the brain to injury, or a passive process whereby brain injury disrupts 

astrocytic (and oligodendrocyte) integrity releasing cell constituents into the extracellular 

space. The pattern of release in this study is similar to that reported by others, with 

maximum CSF S100B concentration occurring within two days of injury, followed by 

sustained levels for up to two weeks after SAH. (Persson et al. 1987) In-vitro S100B has 

concentration dependent paracrine effects that are trophic to developing or injured neurons 

at nanomolar concentrations, but at micromolar concentrations result in glial activation, 

upregulation of nitric oxide synthase (NOS), and apoptosis. (Delphin et al. 1999; Hu et al. 

1997; Ikura and Yap, 2000) Several intracellular functions have been attributed to S100B 

including the regulation of cytoskeletal dynamics through disassembly of tubulin 

filaments, and inhibition of protein kinase phosphorylation. (Sorci et al. 1998) The role 

that S100B plays in acute brain injury is not yet established. The high concentration of 

S100B observed in the CSF after acute brain injury is in the micromolar range and 

precedes the release of Tau into the CSF. One may speculate that S100B released after 

brain injury acts as a signal for apoptotic cell death resulting in the disintegration of 

microtubules manifest by the release of Tau into the CSF. There was significant correlation 

between peak S100B concentration and clinical outcome after SAH and TBI, but not injury 

severity. One may speculate that high S100B concentration results in worse outcome, or 

merely reflect more severe damage, which itself results in a more severe outcome. The 

peak Tau concentration correlated significantly with both injury severity and clinical 

outcome after SAH. Thus, in the case of Tau, it seems likely that the increase in CSF Tau 

reflects the severity of the injury and this reflects in the poorer outcome for the patient.

4.2.2 The analysis of lipoprotein particles in control, TBI, and SAH CSF

Size exclusion chromatography is now regarded as the optimal method for isolating Lps 

from the CSF, and in agreement with others, the current study identified a solitary peak of 

CSF Lps. (Guyton et al. 1998; LaDu et al. 2000; Montine et al. 1998; Montine et al.
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1997) The CSF Lps contrast plasma Lps in several ways. First, due to the absence of apoB 

in the CNS, there are no apoB containing LDL Lps. Second, the triglyceride content of 

CSF is substantially less than that of plasma such that there is no detectable VLDL in CSF. 

Third, a unique CSF Lp of a size in the upper HDL and lower LDL range is present in 

CSF. These Lps are referred to as HDLj and are rarely seen in human plasma. The larger 

CSF Lps (HDLj) are mainly apoE containing particles. The CSF LpEs are the "end-stage" 

cholesterol particle ready for receptor mediated endocytosis. ApoAI resides on the smaller 

Lps where it promotes the esterification of cholesterol through it's activation of LCAT. 

Thus the LpAs are in the process of expanding to form LpEs, the final cholesterol transport 

package. The concept that CSF lipoprotein particles remodel after injury is supported by 

the finding that there was no significant difference between the ratio of FC to TC in control 

and brain injury CSF and the FC to TC ratio was constant across the lipoprotein profile 

range.

After TBI, LpE virtually disappears from the CSF. In contrast to LpE, LpA did not 

decrease significantly after TBI, but the apoAI localised to a smaller population of Lps 

than those present in control CSF. Smaller sized apoAI particles are the preferred 

substrates for the formation of cholesterol ester by lecithin cholesterol acyltransferase 

(LCAT), which facilitates efficient reverse cholesterol transport. The majority of the 

increased lipoprotein cholesterol and phospholipid is associated with very small particles, 

the characteristics of which are still to be determined. We speculate that after TBI, CSF 

LpE is markedly decreased due to increased clearance via lipoprotein receptors of the 

ependymal layer lining the ventricular space, the astrocytes adjacent to the arachnoid 

space, the neurons in the adjacent cortex and the pial cells of the arachnoid itself. In 

support of this concept, APOE dependent endocytic pathway alterations have been 

identified in human hippocampus after global ischaemia. (McColl et al. 2003) There is 

evidence for cholesterol and phospholipid recycling within the peripheral and CNS after 

experimental injury, and apoE is believed to participate in this process along with other 

lipoproteins. (Poirier, 1994; White et al. 2001a) The finding that CSF LpE is diminished 

after TBI might also be explained by the formation of insoluble aggregates with the Pmo 

and ApM2 peptides. In-vitro binding between LpE and the Ap peptides could be 

investigated using affinity chromatography to determine whether LpE is absorbed onto a 

column surface to which Ap peptide has been immobilised. Whilst APOE genotype does 

not appear to influence the lipid composition of LpE, there is evidence to support 

differential binding between CSF lipoproteins comprising different apoE isoforms. (Fagan 

et al. 2000; Rebeck et al. 1998) Alternatively LpE cleared to the plasma compartment is 

likely to be rapidly remodelled to LDL via peripheral CETP, and cleared via the liver.
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Figure 26 Schematic illustration of cholesterol recycling after acute brain injury

Lipid released from neurons undergoing necrotic or programmed cell death release 

cholesterol and other lipids. The debris combines with apoE and rafts o f lipid and apoE 

remodel through the action of lecithin cholesteryl ester transferase to form high density 

lipoprotein (HDL) particles. Initially the particles are rich in apoAI as it promotes the 

activity o f LCAT. Once the particle has maximally accumulated cholesterol ester, apoAI 

disengages, and the apoE rich particles form. The apoE rich particle may be taken up via 

receptor mediated endocytosis by cells expressing receptors such as rab4, rabantin-5, and 

the LDL family o f receptors. The cholesterol ester may then be eliminated from the CNS 

via the 24S-hydroxycholesterol pathway for excretion via the liver, or be utilised for repair 

within the CNS.
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After SAH the CSF Lp profile is more complex due to the presence of plasma Lps released 

into the subarachnoid space at the time of haemorrhage. There is almost one order of 

magnitude more cholesterol in the CSF after SAH compared to controls. After SAH, when 

plasma Lps are released into the subarachnoid space, one would expect both LpE and LpA 

to increase in the CSF as their concentration in plasma is an order of magnitude higher than 

in the CSF. It is surprising that while the concentration of LpA in the CSF after SAH 

increases compared to control CSF, the concentration of LpE in SAH CSF is lower than 

that observed in controls. Thus as with TBI, apoE containing Lps are cleared from the CSF 

compartment after SAH. In addition, as observed from the elution profile of TBI CSF, 

SAH CSF also has small (estimated from elution profile to be < 7 nm) apoAI-containing 

lipoprotein particles. We speculate that these small lipoprotein particles will be discoidal in 

shape and are formed when rafts of phospholipid and free cholesterol are sheared from 

neuronal membranes after neuronal cell death. (LaDu et al. 1998) Thus the excess lipid 

released into the neuropil after cell death may combine with apoAI and through reverse 

cholesterol transport involving apoE is delivered to neurons involved in synaptogenesis 

and sprouting. (LaDu et al. 2000)

4.2.3 Limitations of the study

There are a number of limitations to this study. First, due to limited availability of CSF in 

brain injured patients, the study population is small, selective, and derived from more than 

one centre. Small sample size limits the power to relate differences in marker protein 

concentration to differences in injury type, injury severity, APOE genotype and clinical 

outcome. The patient sample in this study is restricted to patients for whom there is a 

clinical indication for ventriculostomy. After TBI, intraventricular pressure monitoring 

tends to be performed in patients at the severe end of the clinical spectrum, and these 

patients tend to have poorer outcome. The small sample size coupled to the positively 

skewed nature of the severity of injury prevents analysis comparing more than two 

variables by multiple regression. Thus, it is not possible to correct for factors known to 

influence outcome after brain injury, such as age, temperature, hypoxia, hypotension, 

pupillary response to light and the presence of hemiparesis, brain stem reflexes and the 

lesions identified on CT scanning. Furthermore, selection bias limits the generalisability of 

the findings to patients with less severe injury who do not undergo ventriculostomy. The 

SAH group, though also too small for multiple regression analysis, did include less 

severely injured patients and consequently the clinical outcome was less positively skewed. 

Significant correlations were identified in the SAH patients between CSF parameters and
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both injury severity and clinical outcome. Injury severity, assessed using the Glasgow 

Coma Score, after SAH or TBI did not correlate with clinical outcome in this study.

Second, assaying the concentration of a substance in the ventricular or lumbar CSF of 

healthy normal controls is not ethical, due to the invasiveness of the procedure, and the 

associated risks. Thus the control group was selected from patients with suspected shunt 

dysfunction, hydrocephalus, or a suspected neurological disorder for whom there was a 

clinical indication for CSF analysis. The control patients did not have acute brain injury, 

had normal conscious level and ICP, and the CSF indices were within the normal range. A 

substantial number of control CSF (less than five cells per cubic millilitre) samples were 

analysed and these were categorised according to the indication for CSF analysis and 

biochemical indices. From the analysis of these subgroups it was possible to estimate the 

influence of category type upon the concentration of apoE in the control CSF. Patients with 

a diagnosis of definite MS were found to have significantly lower CSF apoE concentration 

compared to the other subgroups. However, there was no significant difference between 

the apoE concentration of the other subgroups. On the basis of this finding, patients with 

suspected or definite MS were not used as controls. Although there was significant 

correlation between the concentration of albumin in the CSF of the control group and age, 

there was no significant correlation between CSF apoE and age. The association between 

the ratio of apoE to albumin in the CSF of the control group and age just failed to reach 

statistical significance. Control CSF for the determination of control values for Tau and Ap 

were selected from the population of control CSF specimens such that they matched the 

age distribution of the brain injured patients, and had albumin and total protein 

concentration within the ninety-fifth centile of the larger control population. The values for 

the various protein concentrations determined in the control group of this study compared 

reasonable favourably to those reported by others given the variations that exist between 

groups with regard to control selection, methodology, and random variation. In the present 

study the apoE concentration of control CSF was 12.5 ±5.5 mg/L. This is higher than that 

reported by Carlson (7.5 ± 3.2), Pirttilla (5.6 ± 1.7), Blennow (5.1 ± 2.7), Hesse (4.5 ± 2.7), 

Skoog (3.8 ± 1.7), Song (4.1 ± 1.7) and Merched (0.8 ± 0.3). (Blennow et al. 1994; 

Carlsson et al. 1991; Hesse et al. 2000; Merched et al. 1997; Pirttila et al. 2000; Skoog et 

al. 1997; Song et al. 1997) Importantly, in the present comparative study brain injury and 

control CSF was assayed simultaneously. Thus it is the relative, and not absolute, apoE 

concentration that are important to this study. The validity of the CSF controls is 

underpinned by the normality in terms of total protein concentration and low albumin 

(absence of plasma contamination). Furthermore, the concentration of astrocytic and
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neuronal markers, S100B and Tau respectively, were similar in the controls used in the 

present study when compared to values in the published literature. The concentration of 

S100B in control CSF was 0.39 pg/L, almost identical to that reported in controls by Green 

et al (0.4). (Green et al. 1997) The concentration of Tau in control CSF was 190 pg/ml 

which compares favourably to that reported by Green et al (198 pg/ml) and Vandermeeren 

(120 pg/ml). (Green et al. 1999; Vandermeeren et al. 1993) In relation to the Ap peptides 

assayed, published values for the concentration of Api.40 and Api-42 in "normal" CSF are 

approximately 10 ng/ml and 1 ng/ml respectively. (Andreasen et al. 1999; Kanai et al. 

1998; Mehta et al. 2000; Motter et al. 1995; Shoji et al. 1998) Again though the absolute 

values obtained from the controls in the present study are less than these published values, 

the relative difference between control and brain injury CSF is striking.

In addition, a critical limitation arising from the analysis of CSF stems from the 

uncertainty as to how closely the composition of ventricular or subarachnoid CSF reflects 

that of the extracellular space. Studies in human brain injury comparing ventricular CSF 

and extracellular fluid (ECF) concentrations (determined using microdialysis catheters) of 

metabolites, amino acids, and proteins are at an early stage. Ventricular CSF most likely 

reflects global release via the CSF, and excludes molecules transported via perivascular 

and other channels. There is evidence in the literature that Ap diffuses relatively freely 

through neural tissue, and may be deposited in periarterial interstitial fluid drainage 

pathways in AD. (Meyer-Luehmann et al. 2003; Preston et al. 2003; Weller et al. 2000; 

Weller et al. 1998) A preliminary microdialysis study identified substantially higher 

concentrations of S100B in the ECF of brain injured patients compared to ventricular CSF 

suggesting very high local ECF concentration or some other factor (personal 

communication). With respect to apoE, ECF concentrations may be relatively low due to 

receptor mediated uptake and an intracellular location. Thus the present study at best 

presents indirect in-vivo evidence and should be interpreted accordingly.
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Figure 27 ApoE- amyloid aggregate hypothesis
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The function o f APP is unknown, but under normal physiological conditions APP is 

cleaved by secretase enzymes to form hydrophobic peptide fragments (Ap). Ap diffuses 

within neural tissue and is conveyed by bulk flow to the CSF of the ventricular system (the 

CSF sump) or via perivascular channels to blood vessel walls. In Cerebral Amyloid 

Angiopathy (CAA) Ap accumulates in vessel walls for unknown reasons. In AD Ap 

colocalises with apoE in amyloid plaque. Ap mo is the predominant form in those with AD 

in possession of the APOs4 allele. Amyloid aggregates appear to be neurotoxic resulting in 

dystrophic neurites and activation of the inflammatory response. As AD develop and 

advances, the concentration of Ap in the CSF diminishes as Ap accumulates in the cortex 

as Ap aggregate. This process is promoted by apoE with possession o f the APOe4 allele 

having the greatest amyloid promoting effect.
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4.3 Future investigations and potential clinical relevance

Although these data demonstrate alterations occurring in the CSF of patients with acute 

brain injury, the extrapolation that these finding reflect the response of the brain to injury 

may not be justified. This is at best indirect evidence to support a role for these proteins in 

the response of the brain to injury. Key areas that require further investigation are as 

follows. First, the possibility that apoE, and Ap, are depleted from the CSF due to 

increased clearance to the plasma compartment requires investigation. Peripheral insults 

such as acute myocardial infarction are associated with alterations in plasma lipoprotein 

and lipid profiles, which may persist for months after the initial insult. (Ryder et al. 1984) 

Marked alterations in lipoprotein particles have been observed in the plasma of patients 

undergoing a systemic inflammatory response to bacterial infection. Total plasma HDL 

decreases in these patients due to the decrease in plasma apoA HDL; plasma apoE HDL 

actually increases. (Barlage et al. 2001) After ischaemic stroke (where APOE appears not 

to influence outcome) the investigators of the Northern Manhattan Stroke Study reported 

that lipoproteins remained stable during the acute phase. (Kargman et al. 1998) Such 

studies have not been undertaken after TBI and SAH. Under normal circumstances the 

plasma to CSF ratio for apoE is approximately ten to one, resulting in a steep gradient 

across the intact blood brain barrier. In order for apoE and LpE to decrease in the CSF due 

to increased transfer to the plasma compartment there would have to be a substantial 

decrease in plasma apoE to reverse this gradient even under conditions of impaired blood 

brain barrier integrity.

A relatively simple approach would be to administer labelled apoE into the CSF before 

experimental brain injury and determine the distribution of the labelled apoE thereafter. 

Cannulating the ventricles or cistema magna of rodents subjected to experimental brain 

injury presents significant challenges due to scale, but has been performed in rodents as 

small as mice enabling studies to be conducted on transgenic mice. When apoE was 

infused into the lateral ventricle of APOE knockout mice, however, apoE was not detected 

by immunocytochemistry. (Horsburgh et al. 2000a) Labelled apoE could also be 

introduced to the plasma compartment prior to experimental brain injury, and the 

anatomical distribution determined after injury and in controls. The attraction of 

experimental brain injury is the ability to control for, and limit, variation in biological 

factors, and the type or size of injury to a degree that is often not possible in human 

studies. Furthermore, histological and biochemical examination of the brain tissue is 

feasible, and the administration of agents is often acceptable. The disadvantage of
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experimental brain injury is that findings from experiments performed in the controlled 

environment of the laboratory on different species may be of limited relevance to humans.

Second, the hypothesis that apoE and Ap decrease in the CSF as a result of increased 

retention and uptake by the brain could be explored further in humans by a variety of 

means. For example comparison could be made between the concentration of apoE in the 

CSF, brain tissue, and plasma during surgery after brain injury. For example, CSF is often 

drained from the subarachnoid space for the purpose of brain relaxation during aneurysm 

surgery, and brain tissue may be resected for the purposes of access to the aneurysm neck 

(e.g. gyrus rectus). These patients would have been fasted for general anaesthetic reducing 

the concerns relating to gastric ulceration. CSF is less often accessible at the time of 

surgery after TBI due to raised intracranial pressure, but it might be feasible to determine 

the concentration of apoE in contused brain resected after trauma. Controls are a problem 

in this type of study, though relatively normal brain may be resected during the course of 

epilepsy surgery. Alternatively, in vivo measurement of the tissue concentration of smaller 

proteins and peptides could be attempted using microdialysis but would require the 

development of dialysis membranes with high recovery of the protein. Methods for 

imaging these proteins in-vivo may be on the very distant horizon. (Bacskai et al. 2001; 

Fox and Rossor, 2000) In addition, CSF and brain tissue could be obtained from autopsy 

cases and comparisons made between patients who die after acute brain injury and those 

dying from other causes, provided consent can be obtained for tissue retention for the 

purpose of medical research. Studies of this nature may be confounded by changes that 

occur post mortem particularly in cases where there is a time delay between death and 

autopsy during which time brain liquefaction occurs. Further immunocytochemical studies 

could be performed on archive brain injury tissue to supplement previous studies with 

focus upon the distribution of apoE, and CNS lipoprotein receptor immunoreactivity after 

SAH. A limited study undertaking semi-quantitative apoE determination in archival head 

injury material found no increase in apoE levels compared to controls. (Horsburgh et al. 

2000)

The end-point of clinical research is improved outcome for patients. The question as to 

whether novel treatment strategies targeting brain apoE, Ap, or cholesterol, have the 

potential to improve patient outcome after acute brain injury requires definitive evidence to 

support their involvement in the response of the brain to injury. This study provides some 

novel preliminary evidence supporting a role for these molecules in the response of the 

brain to injury, but large scale systematic studies would be required, in addition to the post 

mortem and experimental brain injury studies outlined above, to establish such a role.
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Placebo controlled randomised trials of neuroprotective agents have proved expensive and 

of no demonstrable benefit to brain injury patients. (Maas et al. 1999) The challenges that 

beset the neuroprotection studies apply equally to large-scale observational studies. One 

particular criticism of the neuroprotection trials was the failure of the investigators to 

monitor the physiological effect to which the agent was targeted, focussing mainly on 

clinical outcome as the treatment outcome measure. In addition, it had not been established 

that a process, which may be demonstrable in experimental brain injury, actually occurred 

in the various types of human brain injury, nor at what time point the process was 

occurring. In future studies there is likely to be increased use of physiological and 

biochemical monitoring to determine treatment effects. This may include intracranial 

pressure monitoring and trend analysis, brain oximetry and cerebral blood flow studies, 

and biochemical monitoring using microdialysis and or positron emission tomography or 

magnetic resonance spectroscopy. In addition there is the potential that proteins relevant to 

acute brain injury could be serially monitored in CSF, microdialysis dialysate, plasma, and 

urine. These could potentially help classify and quantify the response of the brain to injury 

in terms of secondary processes such as cytoskeletal disruption, astrocytosis, neuronal 

apoptosis or necrosis, microglial activation and the inflammatory response. The less 

invasive the means of monitoring such proteins (e.g. plasma and urine versus CSF or 

microdialysis) the less is the associated risk, and the wider the acceptability. However, 

biochemical monitoring of plasma (and CSF) reflect global changes in the response of the 

brain to injury, obscuring valuable information relating to focal injury, which is an 

important component to brain injury. Microdialysis does give biochemical information 

about focal events, but there may be uncertainty relating the position of the microdialysis 

membrane to the intended area of monitoring. Currently available dialysis membranes have 

acceptable recovery of molecules with a molecular weight below 12KDa. Plasma 

monitoring has a number of other disadvantages. First, there is a time delay during transit 

of the protein from the brain to the plasma via the CSF and cerebral venous sinuses, 

making the correlation of plasma concentration with acute cerebral events such as raised 

intracranial pressure or ischaemic insults problematic. Second, dilution and metabolism in 

the peripheral compartment, coupled to the possibility of shared epitopes between the CNS 

protein and peripheral proteins, requires the assay to have high sensitivity and specificity. 

The substantial advantage of plasma monitoring is that monitoring can continue over a 

much broader time window than is acceptable for the invasive methods. Furthermore, 

plasma monitoring of protein release after brain injury may enable monitoring of patients 

who are not severely injured, in whom invasive measures are inappropriate. Patients with 

so-called mild and moderate head injury are often managed with less therapeutic



171

intervention than those with severe head injury. However, it has recently been recognised 

that these so-called mild and moderate head injuries constitute the substantial majority of 

community based disability after head injury. (Thornhill et al. 2000) This raises the 

question as to whether this patient group should be more aggressively targeted for 

pharmacological intervention. Whilst imaging techniques such as MRI may facilitate the 

non-invasive stratification and monitoring of structural alterations after mild and moderate 

head injury, there are limitations due to availability and injury classification. Stratification 

of injury severity and monitoring of secondary processes after injury may be feasible by 

assaying brain derived proteins released into the plasma compartment after injury. There 

are a number of published series reporting increased plasma S100B after acute brain injury, 

but no large scale studies and no studies reporting increased plasma Tau. (Anderson et al. 

2001; Biberthaler et al. 2001; Herrmann et al. 2001; Petzold et al. 2002; Raabe et al. 

1999a; Raabe et al. 1999b) Furthermore, there are no published series reporting alterations 

in Ap, apoE, or cholesterol after acute brain injury. Thus whilst CSF studies such as this 

provide insight into the response of the brain to injury they are of limited utility with 

regard to large scale observational studies.

There are several key questions relating to the finding that apoE, and Ap, is decreased in 

the CSF in response to injury, the answers to which may be clinically relevant:

• If the apoE is decreased in the CSF because it is retained and taken up by the brain 
after injury, is the apoE beneficial or harmful?

• If the apoE is decreased in the CSF because it is lost to the plasma compartment, is this 
effect beneficial or harmful?

• Would treatment strategies targeting the depletion of apoE from the CSF improve 
clinical outcome after acute brain injury?

Whilst there is evidence that apoE has cholesterol and lipid recycling functions, and

antioxidant activity, there is also evidence that apoE promotes amyloid formation. The

relative importance that these postulated functions have upon outcome must be determined

before undertaking studies targeting CNS apoE after brain injury. Evidence from

experimental brain injury using APOE transgenic mice, which exhibit impaired neuronal

plasticity after injury, identify increased apoE immunoreactivity in association with

clearance of lipid and cholesterol from the site of injury. The observed effect is not

dependent of APOE genotype and therefore does not explain the observed difference in

recovery observed in TBI and SAH patients of different APOE genotype. (White et al.

2001a; White et al. 2001b) The failure to determine differences in functional recovery

after experimental injury in many studies limits estimation of the relevance of changes

observed histologically. Although intraventricular infusion of apoE appears to decrease
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oxidative stress in experimental brain injury, the failure to determine such an effect on 

functional recovery, limits interpretation of such findings in terms of potential clinical 

benefit. There are a number of preliminary studies that could be performed in vitro. First, 

the toxicity of lipoprotein particles, isolated from the CSF as described in this study, to 

serum free human cell cultures of neurons and glial cells could be determined. Importantly 

effects upon Ap and cholesterol metabolism should be assessed. Second, the effect of 

insults such as hypoxia, added Ap, or cholesterol to such cultures could be evaluated. 

Third, the effect of cholesterol lowering or apoE modifying agents could be assessed upon 

these cultures under different conditions. ApoE labelled with a fluorescent marker could be 

added to the culture medium to monitor apoE trafficking in response to injury.

The studies with APP and APOE transgenic mice support the concept that apoE is 

amyloidogenic and that APOE s4 is more so than APOE s3. These findings, coupled to the 

finding of increased amyloid deposition in the brains of patients who die after TBI, provide 

compelling evidence to support an isoform dependent interaction that is important after 

TBI. However, studies with APP transgenic mice suggest that amyloid deposits may be 

cleared after experimental brain injury. (Bales et al. 1997; Nakagawa et al. 1999; 

Nakagawa et al. 2000) Furthermore, studies of long-term survivors of TBI, who die for 

other reasons, do not identify increased numbers of Ap deposits in TBI patients compared 

to controls. (Macfarlane et al. 1999) Although these studies suggest that Ap deposition 

after TBI may be reversible, they do not provide evidence that Ap deposition results in 

worse outcome after TBI. The data identifying increased prevalence of Ap deposits in the 

brains of APOE e4 patients who die after TBI could be interpreted as suggesting that 

patients who have the APOE e4 allele have more deposits and are more likely to die after 

TBI. (Roses and Saunders, 1995) The clinical relevance of Ap deposition and clearance 

after TBI stems from the recent finding that Ap deposits are cleared from APP transgenic 

mice immunised with Ap. (Dodart et al. 2002a; Games et al. 2000) Importantly, in these 

studies, evidence of improved function in immunised animals was presented. Clinical trials 

assessing Ap immunotherapy in AD have currently been halted due to adverse effects 

underlining the requirement to understand more about human apoE and Ap biology. 

(Schenk et al. 2000) Intriguingly, a recent case report identified post-mortem findings in 

the brain of an AD patient who died after Ap immunization (AN-1792) similar to those 

observed in the transgenic mice studies. (Nicoll et al. 2003)

This study suggests that cholesterol containing LpE is selectively depleted from brain 

injury CSF. Relatively little is known about brain cholesterol flux in the normal human
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the LpE is decreased in the CSF due to increased uptake by the brain. Thus cholesterol and 

other debris released from injured cells undergoing necrotic or apoptotic death may be 

recycled to viable cells with an ongoing cholesterol demand. It is also possible that 

excessive cholesterol release after injury is potentially toxic, and the response of the brain 

to this biochemical hazard is to clear the excessive cholesterol to the plasma compartment 

for metabolism in the liver and clearance via the gastro-intestinal tract. In the CNS 

cholesterol is converted to 24S-hydroxycholesterol for excretion via the liver. There are 

reports that 24S-hydroxycholesterol is increased in the plasma of patients with AD, and it 

is speculated that this reflects increased cholesterol turnover due to increased 

neurodegeneration in the brains of AD patients. It is also reported that this effect is greatest 

in AD patients who posses the APOE e4 allele. (Lutjohann et al. 2000; Papassotiropoulos 

et al. 2000) Intriguingly, patients who are brain dead and patients with advanced AD have 

decreased plasma concentration of 24S-hydroxycholesterol. (Bretillon et al. 2000) The 

increased interest in cholesterol and AD stems from the key role that apoE plays in 

cholesterol homeostasis and the recent finding that patients treated with Statins have a 

decreased prevalence of AD. (Jick et al. 2000; Wolozin et al. 2000) If it can be shown that 

cholesterol is an important determinant of outcome after acute brain injury, and high brain 

cholesterol levels adversely affect outcome then treatment of acute brain injury patients 

with Statins that decrease brain cholesterol levels may improve outcome. The effect of 

Statins could be monitored centrally via microdialysis or via the CSF as in this study or in 

the plasma via 24S-hydroxycholesterol, which would be expected to decrease. The 

attraction of such a study in patients with acute brain injury is that Statins have well 

characterised safety profiles, and are administered parentally. Cholesterol has also been 

implicated in Ap deposit formation through in-vitro evidence supporting the concept that 

the cholesterol status of the cell membrane lipid bi-layer is an important determinant for 

the activity of the APP cleavage enzyme a-secretase. (Bodovitz and Klein, 1996) 

Furthermore, in vitro evidence suggests that cholesterol depletion due to Statins results in 

decreased amyloid deposition in hippocampal neurons. (Simons et al. 1998) Prior to any 

consideration of the use of cholesterol lowering agents in the context of acute brain injury, 

the relationship between brain or plasma cholesterol status and outcome must be 

established. After ischaemic stroke, low cholesterol appears to be associated with worse 

recovery, and low plasma cholesterol is a risk factor for haemorrhagic stroke. (Dyker et al. 

1997; Iso et al. 1989; Leppala et al. 1999; Vauthey et al. 2000) Thus after acute brain 

injury it may be more beneficial to supplement the brains' depleted cholesterol-apoE (LpE) 

status by the infusion of HDL.
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5 Conclusions

After traumatic brain injury and subarachnoid haemorrhage there is a profound decrease in 

the concentration of apolipoprotein E in the cerebrospinal fluid compared to that found in 

controls. The decrease in the apolipoprotein E concentration is paralleled by a decrease in 

the apolipoprotein E class of lipoprotein particles in the cerebrospinal fluid. The decrease 

in apolipoprotein E is paralleled by a decrease in the concentration of amyloid-beta. The 

decrease in apolipoprotein E and amyloid-beta correlate with the severity of injury and 

clinical outcome. The concentration of marker proteins for astrocytes and neurons are 

increased in the cerebrospinal fluid after traumatic brain injury, and these correlate with the 

severity of injury and clinical outcome.

These findings provide new indirect evidence to support the concept that apolipoprotein E 

plays a role in the response of the brain to injury. These findings are consistent with those 

from other studies suggesting that apolipoprotein E participates in a co-ordinated response 

to clear or recycle debris that results from brain injury. In addition, the finding that both 

apolipoprotein E and amyloid-beta decrease in the cerebrospinal fluid after injury is 

consistent with the concept that apolipoprotein E and amyloid-beta form insoluble 

aggregates in-vivo. From the finding that the concentration of apolipoprotein E in the 

cerebrospinal fluid of patients with subarachnoid haemorrhage is lower in those with more 

severe clinical outcome, one may hypothesise that increased clearance adversely affects 

recovery. This effect is not detected at later time points suggesting that low concentrations 

of apolipoprotein E in the cerebrospinal fluid are critical soon after injury.

This study takes the first steps to find in-vivo evidence to support a role for apolipoprotein 

E in the response of the brain to injury. From this study emerge a number of avenues for 

future investigation using post-mortem material, experimental brain injury, and further 

clinical studies. The justification for the further investigation of the relationship between 

apolipoprotein E, amyloid-beta deposition, and cholesterol homeostasis after acute brain 

injury, is the recent identification of novel treatment and prevention strategies for chronic 

neurodegenerative disorders. Thus amyloid-beta immunization or cholesterol lowering 

agents may have a role after acute neuronal injury. In addition, if low cerebrospinal fluid 

apolipoprotein E results in worse outcome, this begs the question as to whether 

apolipoprotein E supplementation by administration to the plasma or cerebral ventricle 

would improve outcome?
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6 Appendix

6.1 Summary of issues to address when obtaining consent

6.1.1.1 For all samples

• The sample will be treated as a gift

• The donor has no right to a share of any profits that might arise from research using the 
sample.

• Who will be responsible for custody of the sample (host institution/funding body).

• What personal information will be used in the research.

• The arrangements for protecting the donor’s confidentiality.

• If the research might reveal any information of immediate clinical relevance, this will
be fed back.

• Arrangements for feeding back or obtaining access to individual research results, if 
any, and for informing participants of the outcome of the research.

• Consent to access medical records, if required.

• Specific consent for any genetic tests, if required.

6.1.1.2 If the sample is to be stored for possible secondary use

• The types of studies the sample may be used for and the diseases that may be
investigated

• Possible impact of secondary studies on the interests of donors and their relatives.

• Means of accessing information on secondary studies, if appropriate.

• Secondary studies will have to be approved by an ethics committee.

• Consent to share samples with other uses.

• Consent to commercial use, and an explanation of the potential benefits of commercial 
involvement, if appropriate.

6.2 Patient information sheet and consent form

6.2.1.1 Information sheet for patients and their relatives participating in the apoE 

CSF study

Thank you for considering taking part in this study. Before reading any further, could I 

remind you that you are under no obligation to participate in this study and if you should 

decide to participate you are able to discontinue at any stage.
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6.2.1.2 What is the study about?

We are doing research into a brain protein called apoE. ApoE may be involved in the 

recovery process following brain injury. You may not have had a brain injury but the 

analysis of your fluid is important to us for comparison with those who have had a brain 

injury. Relatively little is known about this protein but it may have a role in recovery after 

brain injury and the type of protein we inherit may influence this process. We hope this 

research will provide useful information that may benefit patients in the future.

6.2.1.3 What does the study involve?

We require your permission to undertake research on a sample of brain fluid (cerebrospinal 

fluid or CSF for short). This fluid would normally be discarded. The tests we would like to 

do involve the study of the apoE protein and the DNA (genetic material) of the gene that 

produces the protein. No extra procedure is involved but we do require your permission to 

keep the fluid and perform the tests. It would also be helpful for us to store the sample for 

future analysis of other proteins and genes that may be related to brain injury.

6.2.1.4 Who will have access to the data?

The information from this investigation will be stored on a computer that is not linked to 

other systems such as the Internet so will only be known to the research team here in 

Glasgow. The results of this study will at a later date be published in medical journals so 

that other doctors and researchers can share this knowledge but it will be presented in such 

a way that patient confidentiality is preserved. If you have any further questions please do 

not hesitate to contact me. If I am not available at that time then please leave a name and 

number so I can call you back. Thank you for your consideration. Andrew Kay BSc MBBS 

FRCS. Wellcome Trust Clinical Research Fellow. University Department of Neurosurgery. 

Tel: 0141 201 2047

6.2.1.5 Consent form for CSF study

I consent to residual cerebrospinal fluid (CSF) being used for analysis of the protein apoE 

including the determination of the APOE gene type.

YES/NO
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I consent to storage of residual CSF and analysis of other proteins and genes that may be 

involved in brain injury.

YES/NO

I understand that I am under no obligation to participate in this study and that I may 

discontinue at any stage.

YES/NO

I have read the patient information sheet and understand that any questions relating to the 

study may be discussed with a member of the research team.

YES/NO

I understand that information arising from this research may at a later date be presented in 

medical journals and that my anonymity and confidentiality is assured.

YES/NO

Name (Please print)

Signature

Date

6.3 ApoE ELISA

In detail, 5 p i of neat rabbit polyclonal anti human apoE antibody (DAKO ref. no. A0077), 

was added to 25ml of 0.02 mol/1 Citrate buffer pH9.6 and mixed. 100 p i of the diluted 

antibody solution was aliquotted to each well of a 96 well ELISA plate (Nunc-immuno 

plate, Maxisorp ref. no. 43945A) and the plate incubated overnight at 4°C. After overnight 

incubation the plate was washed four times with 300 pi phosphate buffered saline (PBS) 

pH 7.3. After four washes the plate was blotted dry. 150 p i of fresh blocking buffer (2% 

Bovine Serum Albumin in PBS pH 7.3) was aliquotted into each well, and the covered 

plate was incubated at 37° C for one hour. The CSF sample/antibody diluent (dilution of 

equal volume of blocking buffer with PBS pH 7.3) was prepared, and CSF samples diluted
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one volume in three hundred. The standard curve (100 pg/1, 50 pg/1, 25 jLXg/1, 12.5 jLxg/1, 6.2 

g/1, 3.1 (J.g/1, apoE) which had previously been prepared as a batch, aliquotted, and stored at 

-80°C, was thawed along with the internal quality controls. After incubated at 37° C for 

one hour the ELISA plate was washed four times with 300 pi of wash buffer (PBS pH 

7.3/Tween 20) and blotted dry. The standard curve and diluted CSF samples were then 

added in duplicates of 100 pi to the ELISA plate. The plate was covered and incubated for 

one hour at 37° C. The goat anti human apoE antibody (CHEMICON ref. no. AB497) was 

diluted in assay diluent by adding 12.5 pi of the goat anti human apoE antibody to 25ml of 

assay diluent. After incubation of the standards and samples, the ELISA plate was washed 

four times as previously described. The diluted goat anti human apoE antibody was added 

to each well (100 pi) and the plate was covered for incubation at 37° C for one hour. The 

rabbit anti goat peroxidase (HRP) conjugate was prepared by adding 5 p i of rabbit anti 

goat IgG HRP conjugate to 25ml of assay diluent. After incubation at 37° C for one hour, 

the plate was washed as previously described. The diluted HRP conjugated (100 p i) 

antibody was aliquoted into each well, and the plate covered for incubation at 37° C for 

one hour. The HRP substrate was prepared and kept in the dark at room temperature until 

required. After incubation at 37° C for one hour, the plate was washed. In addition to the 

usual four washes with PBS/tween the plate was washed two times with 300 pi of PBS 

pH7.3, and blotted dry. 14 pi of 30% H2O2 was added to the 20ml of substrate solution 

and mixed. 100 p i of this solution was aliquotted into each well and incubated at room 

temperature for 15 minutes. The colour reaction was stopped by adding 50 pi of 1M 

hydrochloric acid to each well. The absorbance was determined at 492nm and 405 nm 

using a plate reader. The concentration of apoE was determined for each sample relative to 

the standard curve by plotting the standards and fitting a polynomial regression line, from 

which sample values mathematically derived. The internal quality control assayed on each 

plate comprised a CSF pooled from 100 patients CSF samples, and plasma pooled from 

100 plasma samples. These were prepared, frozen, and stored at the same time as the 

standard curve.

6.3.1.1 Reagents required for one plate (usually do 2 or more)

96 well Nunc Maxisorp plate 

1 g BSA, fraction V (SIGMA, ref. A 7030)

1 g Glycine (Merck, ref. 104201)
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1 ml Tween 20 (Sigma, ref. P I379)

1 compound ci-phenylenediamine (Sigma, ref. P8412)

10 ul H202 30 % (Merck, ref 107298)

1 gN a2C 03 (Merck, ref. 106392)

1 g NaHC03 (Merck, ref. 106329)

25 g Na2HP04, 2 H20  (Merck, ref. 106580)

20 g NaCl (Prolab, ref. 27810295)

3 g KH2P 04 (Merck, ref. 104873)

5 ml H2S04 (Merck, ref. 100731)

0.5 g Citric acid (Merck, ref 818707)

5 ul Rabbit polyclonal antibody anti human apoE (DAKO, ref A0077)

5 ul Goat polyclonal antibody anti human apoE (CHEMICON, ref. AB 497)

5 ul Rabbit polyclonal antibody anti goat IgG conjugated with peroxidase (DAKO, ref. 

P0449)

A variety of standards are available e.g. Human recombinant apolipoprotein E3 or E4 or 

E2 from PANVERA, CHEMICON, or DADE BEHRING.

6.3.1.2 Stock Solutions

(Volumes calculated for a 96 well plate)

• R1 Sodium Carbonate 0.20mol/l -store for 1 month at +4°C

Na2C 03 0.53 g 

H20  25 ml
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• R2 Sodium Hydrogen Carbonate 0.2 mol/1- store fori month at +4°C 

NaHC03 0.42 g

H20

• R3 Carbonate Buffer 16 mmol/l-Bicarbonate 34 mmol/1 pH 9.6- Store 1 week at +4° C 

Sodium anhydride solution 0.2 M (Rl) 2 ml

Sodium hydrogen carbonate 0.2 M (R2) 4.25 ml 

H20  16 ml

If pH>9.6, add R2 until pH=9.6 

If pH<9.6,add Rl until pH=9.6 

Make up to total volume of 25 ml

• R4 Disodium Phosphate 10/15 mol/1, NaCl 1.54 mol/1 

Na2HP04, 2H20  23.76 g

N aC l18 g 

H20  200 ml

Warm to 40°C to dissolve

Store at room temperature for 1 week

• R5 Potassium Phosphate 1/15 mol/l-Store 1 week at +4°C 

KH2P 04 2.27 g

H20  250 ml

• R6 Citrate Buffer 0.04mmol/l pH 5.8- Store 1 week at +4°C
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Citric acid 0.192 g 

Na2HP04, 2H20  0.538 g 

H20  20 ml

Adjust to pH 5.8 as necessary 

H20  25 ml

• R7 Sulphuric Acid 1 mol/l -store 6 week at room temp 

H2S04 1,47 ml

H20  25 ml

• R8 Coating Polyclonal Rabbit Ab (Abl)- 1/5005, 118 ng/well in carbonate buffer

• R9 Phosphate disodium solution 1/15 mol/l, NaCl 0.154 mol/l 

Phosphate disodium solution 10/15 M NaCl 1.54 M (R4) 100ml 

H20  1000 ml

• R10 PBS buffer 1/15 mol/l, NaCl 0.154 mol/l pH 7.4 

Solution of mono-potassium phosphate 1/15 M (R5) 150 ml 

Solution of disodium phosphate 1/15 M, NaCl 0.154 M (R9) pH 7.4

• Rl 1 BSA with 2% glycine 7.5 g/1 

BSA (Sigma, ref. A7030) lg 

Glycine (Merck, ref. 1.04201) 0.375 g

PBS buffer 1/15 M, NaCl 0.154 M pH7.4 (R10) 50 ml

• R12 Sample/Ab diluent
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Blocking reagent (Rl 1) 35 ml

PBS buffer 1/15 M, NaCl 0.154 M pH 7.4 (RIO) 35 ml

• R13 Wash Solution

PBS 1/15 M, NaCl 0.154 M pH 7.4 (RIO) 500ml 

Tween 20 (Sigma, ref. P I379) 0.5 ml

• R14 goat polyclonal anti human apoE -1/2 000

• R15 HRP anti goat IgG- 1/5000

• R16 Substrate (OPD at 2.8 mg/ml)

Citrate buffer 0.04 mol/l pH 5.8 (R6) 10.5 ml 

H20 2 30% (MERCK, ref. 107298) 7 ul 

a-phenylenediamine, HCL (SIGMA, ref. P8412, 30 mg)

6.3.1.3 Summary of Steps

• Coat

Polyclonal Dako (118 ng/well) 100 pl/well

Seal with sticking paper and incubate for >17 hours at 4°C

Prepare solutions R9R10R11 R12R13

• Wash-PBS

Wash 3 times with PBS 1/15 M pH 7.4 (R10) 300pl/well 

Remove wash buffer
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• Block

Block solution (Rl 1): 150 pl/well

Incubate for 1 hour in a well-humidified room at 37°C

• Prepare dilutions and standard curve 

Dilute samples; thaw standard curve and QCs

• Wash

Wash 3 times with wash solution (R13) 300 pl/well

• Add samples and standard curve 

Aliquot 100 pl/well

• Capture

Seal plate and incubate for 2 hours at 37°C in humidified room

• Incubate with detection antibody 

Prepare R14 (final dilution Ab2 1/2000)

3 washes R13 300 pl/well

Remove wash 

R 14 100 jLxl/well

Incubate plate for 1 hour at 37°C in humidified room

• Incubation with HRP Ab 

Prepare R15 (Ab3 diluted to 1/5 000)
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3 washes (R13) 300 jul/well 

Dry

R15 at 4°C

Incubate plate at 37 °C for 1 hour in humidified room

• Develop colour reaction 

Prepare R16

4 washes (R13) 300 pl/well

2 washes with PBS Buffer (RIO) 300 pl/well 

Dry

Substrate (R16) 100 pl/well 

<30 mins at room temperature

•  Stop reaction

Sulphuric acid 1 mol/l (R7) 100 pl/well or 50 pl/well of 1M HCL 

Read absorbance at 492 nm.

6.4 Albumin rocket electrophoresis

• Electrophoresis buffer 

Barbitone buffer pH =8.6/1 = 0.075

Per litre: Na-Barbitone 13.14g, Barbitone 2.07g, Ca-lactate 0.58g.
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Dissolve the Na-Barbitone in half the final volume of H2O, add Barbitone and mix until 

dissolved. Dissolve the Ca-lactate and make up to final volume. Preserve by adding lml/L 

of 5% w/v thymol in isopropanol (anti-bacterial).

• Stain

2g Comassie Brilliant Blue G250 dissolved in 1L of Methanol (350): glacial acetic acid 

(100): water (550) by volume. Ethanol may substitute methanol.

• Destain

Methanol (350): glacial acetic acid (100): water by volume. Ethanol may substitute 

methanol.

• Gel

50mL electrophoresis buffer, 1.5g polyethylene glycol 6000 (PEG6000), 0.5g ME agarose. 

Dissolve in boiling water. Gel dimensions 190mm x 159mm x 1.5mm thick gel (47mL).

• Antibody

Poly- goat anti-human albumin (Inctar, Lot No. 918743)

Cool gel to 65 0 C before adding antibody 

Concentration = 200 pi in 50 ml 

CSF neat 5pl/well

• Electrophoresis

Power 150V/25mA. Run overnight, but can be run in 3 hours.

• Assay

Remove gel and press under filter paper x 15-30 minutes. Wash in normal saline x 15-30 

minutes. Repress and dry. Stain for 15 minutes.

• Destain

• Dry with hairdryer

Enlarge with photocopier x 200
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Measure with ruler for calibration curve.

Albumin standard = 50mg/mL dilute down4 0 / 3 0 / 2 0 / 1 0 / 5

6.5 Sequential preparation of VLDL, IDL, LDL, HDL2 and HDL3 by 

ultracentrifugation

6.5.1.1 IDL 1.019 g/ml (Containing VLDL).

4 ml Plasma + 0.32 ml d = 1.182g/ml mix and overlay with 1.68 ml of 1.019g/ml. 

Centrifuge at 35,000 r.p.m. overnight in 50.4 rotor. Remove and discard the top 2ml.

6.5.1.2 LDL 1.063 g/ml

To remaining 4 ml add 1.47 ml d = 1.182 mix and overlay with 0.53 ml d = 1.063g/ml. 

Centrifuge at 35,000 rpm overnight in 50.4 rotor. Remove and keep the LDL in the top 2 

ml if 4 ml of Plasma was spun.

6.5.1.3 HDL2 1.125 g/ml.

To the remaining 4 ml add 1.3 ml d = 1.3104 g/ml + 0.7 ml of d = 1.125 g/ml. Centrifuge at 

35,000-rpm for 48hr in 50.4 rotor. Remove and keep the top 1 ml. (Discard next 2ml).

6.5.1.4 HDL3 1.21 g/ml.

To remaining 3 ml add 3ml of d = 1.3104 mix. Centrifuge at 35,000-rpm for 48hr in 50.4 rotor. 

Remove and keep the top 1ml.

6.6 Brain tissue preparation

Unfixed post-mortem brain tissue was obtained from control subjects courtesy of Dr Axel 

Petzold and the MS Society Tissue Bank at the Institute of Neurology, Queen's Square. 

The mean post-mortem interval was 26.9 (1-40) hours. Snap-frozen blocks of control tissue 

(0.5-1 g wet weight) were cut and re-suspended at 1:5 g/mL in Tris-HCL buffer (100 mM 

Tris, pH 8.1 with 1% Triton X-100). Samples were homogenised on ice by sonication, 

triturated 3 times through 19 and 21 gauge needles and spun at 20,000g. In order to 

separate myelin protein, di-iso-propyl (1:5,000) was added. After extensive mixing the 

mixture was spun at 20,000g. The supernatant was covered by a myelin layer. A needle
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was put through the myelin layer and the supernatant drawn up into a 1ml syringe. A 

protease inhibitor cocktail containing AEBSF for inhibition o f trypsin and chymotrypsin; 

aprotinine for inhibition o f trypsin, chymotrypsin, plasmin, trypsinogen, urokinase and 

kallikrein; leupeptin for inhibition of calpain, trypsin, papain and cathepsin B; statin for 

inhibition o f aminopeptidases; pepstatin A for inhibition o f acid proteases and E-64 for 

inhibition o f cysteine proteases was added in a dilution of 1:100 to supernatant. After 

dilution into aliquots o f 1:1000, 1:5,000, 1:10,000, and 1:100,000 the samples were stored 

at -70°C.

6.7 CSF PAGE

Results from 4% PAGE and immunoblotting o f brain injury and control CSF samples.

a = control CSF: [apoE] ELISA = 7.1 mg/L 

b = control CSF: [apoE] EUSA = 31 mg/L 

c = control CSF: [apoE] ELISA = 18 mg/L 

d = TBI CSF: [apoE] EL,SA = 0.5 mg/L 

e = TBI CSF: [apoE] ELISA = 0.2 mg/L 

f  = TBI CSF: [apoE] EUSA = 10.5 mg/L 

g = TBI CSF: [apoE] ELISA = 5.5 mg/L

h and i = white matter homogenate: [apoE]ELISA = 0.5 and 0.4 mg/L respectively



188

Reference List

Abraha, H.D., Butterworth, R.J., Bath, P.M., Wassif, W.S., Garthwaite, J. and Sherwood, 
R.A. (1997) Serum S-100 protein, relationship to clinical outcome in acute stroke. 
Ann.Clin.Biochem. 34, 546-550.

Adroer, R., Santacruz, P., Blesa, R., Lopez-Pousa, S., Ascaso, C. and Oliva, R. (1995) 
Apolipoprotein E4 allele frequency in Spanish Alzheimer and control cases. 
Neurosci.Lett. 189, 182-186.

Albers, J.J., Tollefson, J.H., Wolfbauer, G. and Albright, R.E.J. (1992) Cholesteryl ester 
transfer protein in human brain. Int.J.Clin.Lab.Res. 21, 264-266.

Alberts, M.J., Graffagnino, C., McClenny, C., DeLong, D., Strittmatter, W., Saunders,
A.M. and Roses, A.D. (1995) ApoE genotype and survival from intracerebral 
haemorrhage. Lancet 346, 575

Alsayed, N., Rebourcet, R. and Chapman, J. (1990) Concentrations of apoprotein CII,
CIII, and E in total serum and in the apoprotein B-containing lipoproteins, 
determined by a new enzyme-linked immunosorbent assay. Clin.Chem. 36, 2047- 
2052.

Anderson, R.E., Hansson, L.O., Nilsson, O., Dijlai-Merzoug, R. and Settergren, G. (2001) 
High serum S100B levels for trauma patients without head injuries. Neurosurgery 
2001.Jun.;48.(6.):1255.-8.; discussion. 1258.-60. 48, 1255-1258.

Andreasen, N., Hesse, C., Davidsson, P., Minthon, L., Wallin, A., Winblad, B.,
Vanderstichele, H., Vanmechelen, E. and Blennow, K. (1999) Cerebrospinal fluid 
beta-amyloid(l-42) in Alzheimer disease: differences between early- and late-onset 
Alzheimer disease and stability during the course of disease. Arch.Neurol. 56, 
673-680.

Andreasen, N., Minthon, L., Davidsson, P., Vanmechelen, E., Vanderstichele, H., Winblad,
B. and Blennow, K. (2001) Evaluation of CSF-tau and CSF-Abeta42 as diagnostic 
markers for Alzheimer disease in clinical practice.
Arch.Neurol.2001.Mar.;58.(3):373.-9. 58, 373-379.

Arriagada, P.V., Growdon, J.H., Hedley-Whyte, E.T. and Hyman, B.T. (1992a)
Neurofibrillary tangles but not senile plaques parallel duration and severity of 
Alzheimer's disease. Neurology 42,631-639.

Arriagada, P.V., Marzloff, K. and Hyman, B.T. (1992b) Distribution of Alzheimer-type 
pathologic changes in nondemented elderly individuals matches the pattern in 
Alzheimer's disease. Neurology 42, 1681-1688.

Atwood, C.S., Moir, R.D., Huang, X., Scarpa, R.C., Bacarra, N.M., Romano, D.M., 
Hartshorn, M.A., Tanzi, R.E. and Bush, A.I. (1998) Dramatic aggregation of 
Alzheimer abeta by Cu(II) is induced by conditions representing physiological 
acidosis. J.Biol.Chem. 273, 12817-12826.

Bacskai, B.J., Kajdasz, S.T., Christie, R.H., Carter, C., Games, D., Seubert, P., Schenk, D. 
and Hyman, B.T. (2001) Imaging of amyloid-beta deposits in brains of living mice



189

permits direct observation of clearance of plaques with immunotherapy.
Nat.Med.2001.Mar.;7.(3):369.-72. 7, 369-372.

Bales, K.R., Verina, T., Cummins, D.J., Du, Y., Dodel, R.C., Saura, J., Fishman, C.E., 
DeLong, C.A., Piccardo, P., Petegnief, V., Ghetti, B. and Paul, S.M. (1999) 
Apolipoprotein E is essential for amyloid deposition in the APP(V717F) transgenic 
mouse model of Alzheimer's disease. Proc.Natl.Acad.Sci.U.S.A. 96, 15233-15238.

Bales, K.R., Verina, T., Dodel, R.C., Du, Y., Altstiel, L., Bender, M., Hyslop, P.,
Johnstone, E.M., Little, S.P., Cummins, D.J., Piccardo, P., Ghetti, B. and Paul,
S.M. (1997) Lack of apolipoprotein E dramatically reduces amyloid beta-peptide 
deposition. Nat.Genet. 17,263-264.

Bard, F., Cannon, C., Barbour, R., Burke, R.L., Games, D., Grajeda, H., Guido, T., Hu, K., 
Huang, J., Johnson-Wood, K., Khan, K., Kholodenko, D., Lee, M., Lieberburg, I., 
Motter, R., Nguyen, M., Soriano, F., Vasquez, N., Weiss, K., Welch, B., Seubert,
P., Schenk, D. and Yednock, T. (2000) Peripherally administered antibodies 
against amyloid beta-peptide enter the central nervous system and reduce pathology 
in a mouse model of Alzheimer disease. Nat.Med.2000.Aug.; 6.(8.) :916.-9. 6, 9 lb- 
919.

Barlage, S., Frohlich, D., Bottcher, A., Jauhiainen, M., Muller, H.P., Noetzel, F., Rothe,
G., Schutt, C., Linke, R.P., Lackner, K.J., Ehnholm, C. and Schmitz, G. (2001) 
ApoE-containing high density lipoproteins and phospholipid transfer protein 
activity increase in patients with a systemic inflammatory response. J.Lipid 
Res.2001.Feb.;42.(2.):281.-90. 42, 281-290.

Baskin, F., Smith, G.M., Fosmire, J.A. and Rosenberg, R.N. (1997) Altered apolipoprotein 
E secretion in cytokine treated human astrocyte cultures. J.Neurol.Sci. 148, 15-18.

Basun, H., Grut, M., Winblad, B. and Lannfelt, L. (1995) Apolipoprotein epsilon 4 allele 
and disease progression in patients with late-onset Alzheimer's disease. 
Neurosci.Lett. 183, 32-34.

Baudier, J. and Cole, R.D. (1988a) Interactions between the microtubule-associated tau 
proteins and SI00b regulate tau phosphorylation by the Ca2+/calmodulin- 
dependent protein kinase II. J.Biol.Chem. 263, 5876-5883.

Baudier, J. and Cole, R.D. (1988b) Reinvestigation of the sulfhydryl reactivity in bovine 
brain SI00b (beta beta) protein and the microtubule-associated tau proteins. Ca2+ 
stimulates disulfide cross-linking between the SI00b beta-subunit and the 
microtubule-associated tau(2) protein. Biochemistry 27, 2728-2736.

Beffert, U., Aumont, N., Dea, D., Lussier-Cacan, S., Davignon, J. and Poirier, J. (1998)
Beta-amyloid peptides increase the binding and internalization of apolipoprotein E 
to hippocampal neurons. J.Neurochem. 70,1458-1466.

Beffert, U., Cohn, J.S., Petit-Turcotte, C., Tremblay, M., Aumont, N., Ramassamy, C.,
Davignon, J. and Poirier, J. (1999) Apolipoprotein E and beta-amyloid levels in the 
hippocampus and frontal cortex of Alzheimer's disease subjects are disease-related 
and apolipoprotein E genotype dependent. Brain Res. 843, 87-94.

Beffert, U., Danik, M., Krzywkowski, P., Ramassamy, C., Berrada, F. and Poirier, J.
(1998) The neurobiology of apolipoproteins and their receptors in the CNS and 
Alzheimer's disease. Brain Res.Brain Res.Rev. 27, 119-142.



190

Beffert, U. and Poirier, J. (1996) Apolipoprotein E, plaques, tangles and cholinergic 
dysfunction in Alzheimer's disease. Ann.N.Y.Acad.Sci. I l l , 166-174.

Bellosta, S., Nathan, B.P., Orth, M., Dong, L.M., Mahley, R.W. and Pitas, R.E. (1995) 
Stable expression and secretion of apolipoproteins E3 and E4 in mouse 
neuroblastoma cells produces differential effects on neurite outgrowth. 
J.Biol.Chem. 270,27063-27071.

Berg, L., McKeel DW Jr, Miller, J.P., Storandt, M., Rubin, E.H., Morris, J.C., Baty, J., 
Coats, M., Norton, J., Goate, A.M., Price, J.L., Gearing, M., Mirra, S.S. and 
Saunders, A.M. (1998) Clinicopathologic studies in cognitively healthy aging and 
Alzheimer's disease: relation of histologic markers to dementia severity, age, sex, 
and apolipoprotein E genotype. Arch.Neurol. 55, 326-335.

Bianchi, R., Giambanco, I. and Donato, R. (1993) S-100 protein, but not calmodulin, 
binds to the glial fibrillary acidic protein and inhibits its polymerization in a 
Ca(2+)-dependent manner. J.Biol.Chem. 268,12669-12674.

Biberthaler, P., Mussack, T., Wiedemann, E., Kanz, K.G., Koelsch, M., Gippner-Steppert,
C. and Jochum, M. (2001) Evaluation of S- 100b as a specific marker for neuronal 
damage due to minor head trauma. World J.Surg.200l.Jan.;25.(l.):93.-7. 25, 93- 
97.

Biere, A.L., Ostaszewski, B., Stimson, E.R., Hyman, B.T., Maggio, J.E. and Selkoe, D.J.
(1996) Amyloid beta-peptide is transported on lipoproteins and albumin in human 
plasma. J.Biol.Chem. 271,32916-32922.

Biller, J., Godersky, J.C. and Adams, H.P.J. (1988) Management of aneurysmal 
subarachnoid hemorrhage. Stroke 19,1300-1305.

Blain, H., Jeandel, C., Merched, A., Visvikis, S. and Siest, G. (1997) Apolipoprotein E 
level in cerebrospinal fluid increases with aging. J.Am.Geriatr.Soc. 45, 1536

Blennow, K., Hesse, C. and Fredman, P. (1994) Cerebrospinal fluid apolipoprotein E is 
reduced in Alzheimer's disease. Neuroreport. 5, 2534-2536.

Blennow, K., Wallin, A., Agren, H., Spenger, C., Siegfried, J. and Vanmechelen, E. (1995) 
Tau protein in cerebrospinal fluid: a biochemical marker for axonal degeneration in 
Alzheimer disease? Mol.Chem.Neuropathol. 26,231-245.

Blomquist, S., Johnsson, P., Luhrs, C., Malmkvist, G., Solem, J.O., Ailing, C. and Stahl, E.
(1997) The appearance of S-100 protein in serum during and immediately after 
cardiopulmonary bypass surgery: a possible marker for cerebral injury. 
J.Cardiothorac.Vasc.Anesth. 11, 699-703.

Blum, C.B., Aron, L. and Sciacca, R. (1980) Radioimmunoassay studies of human 
apolipoprotein E. J.Clin.Invest. 66,1240-1250.

Bodovitz, S. and Klein, W.L. (1996) Cholesterol modulates alpha-secretase cleavage of 
amyloid precursor protein. J.Biol.Chem. 271,4436-4440.

Borghini, I., Barja, F., Pometta, D. and James, R.W. (1995) Characterization of
subpopulations of lipoprotein particles isolated from human cerebrospinal fluid. 
Biochim.Biophys.Acta 1255, 192-200.



191

Borghini, I., Pometta, D. and James, R.W. (1993) Lipoprotein complexes in human 
cerebrospinal fluid. Schweiz.Arch.Neurol.Psychiatr. 144, 207-209.

Bouma, G.J., Muizelaar, J.P., Bandoh, K. and Marmarou, A. (1992a) Blood pressure and 
intracranial pressure-volume dynamics in severe head injury: relationship with 
cerebral blood flow. J.Neurosurg. 77,15-19.

Bouma, G.J., Muizelaar, J.P., Stringer, W.A., Choi, S.C., Fatouros, P. and Young, H.F. 
(1992b) Ultra-early evaluation of regional cerebral blood flow in severely head- 
injured patients using xenon-enhanced computerized tomography. J.Neurosurg.
77, 360-368.

Boyles, J.K., Pitas, R.E., Wilson, E., Mahley, R.W. and Taylor, J.M. (1985)
Apolipoprotein E associated with astrocytic glia of the central nervous system and 
with nonmyelinating glia of the peripheral nervous system. J. Clin.Invest. 76, 
1501-1513.

Braak, H. and Braak, E. (1988) Neuropil threads occur in dendrites of tangle-bearing 
nerve cells. Neuropathol.Appl.Neurobiol. 14, 39-44.

Brain Trauma Foundation (1996) Guidelines for the management of severe head injury. 
Brain Trauma Foundation, American Association of Neurological Surgeons, Joint 
Section on Neurotrauma and Critical Care. J.Neurotrauma. 13, 641-734.

Breteler, M.M., de, G.R., van, R.L. and Hofman, A. (1995) Risk of dementia in patients
with Parkinson's disease, epilepsy, and severe head trauma: a register-based follow- 
up study. Am. J.Epidemiol. 142,1300-1305.

Bretillon, L., Siden, A., Wahlund, L.O., Lutjohann, D., Minthon, L., Crisby, M., Hillert, J., 
Groth, C.G., Diczfalusy, U. and Bjorkhem, I. (2000) Plasma levels of 24S- 
hydroxycholesterol in patients with neurological diseases. 
Neurosci.Lett.2000.0ct.27.;293.(2.):87.-90. 293, 87-90.

Broderick, J.P., Brott, T., Tomsick, T., Huster, G. and Miller, R. (1992) The risk of
subarachnoid and intracerebral hemorrhages in blacks as compared with whites.
N.Engl.J.Med. 326, 733-736.

Broe, G.A., Henderson, A.S., Creasey, H., McCusker, E., Korten, A.E., Jorm, A.F.,
Longley, W. and Anthony, J.C. (1990) A case-control study of Alzheimer's disease 
in Australia. Neurology 40,1698-1707.

Bromberg, J.E., Rinkel, G.J., Algra, A., Greebe, P., van, D.C., Hasan, D., Limburg, M., ter,
B.H., Wijdicks, E.F. and van, G.J. (1995) Subarachnoid haemorrhage in first and 
second degree relatives of patients with subarachnoid haemorrhage. BMJ. 311, 
288-289.

Buki, A., Siman, R., Trojanowski, J.Q. and Povlishock, J.T. (1999) The role of calpain- 
mediated spectrin proteolysis in traumatically induced axonal injury.
J.Neuropathol.Exp.Neurol. 58, 365-375.

Bullock, R., Statham, P., Patterson, J., Wyper, D., Hadley, D. and Teasdale, E. (1990) The 
time course of vasogenic oedema after focal human head injury-evidence from 
SPECT mapping of blood brain barrier defects. Acta Neurochir.Suppl. (Wien.) 
51:286-8., 286-288.



192

Butterfield, D.A., Castegna, A., Lauderback, C.M. and Drake, J. (2002) Evidence that 
amyloid beta-peptide-induced lipid peroxidation and its sequelae in Alzheimer's 
disease brain contribute to neuronal death. Neurobiol.Aging 2002.Sep.- 
Oct.;23.(5.):655.-64. 23, 655-664.

Buttini, M., Orth, M., Bellosta, S., Akeefe, H., Pitas, R.E., Wyss-Coray, T., Mucke, L. and 
Mahley, R.W. (1999) Expression of human apolipoprotein E3 or E4 in the brains 
of Apoe-/- mice: isoform-specific effects on neurodegeneration. J.Neurosci. 19, 
4867-4880.

Buttner, T., Weyers, S., Postert, T., Sprengelmeyer, R. and Kuhn, W. (1997) S-100 
protein: serum marker of focal brain damage after ischemic territorial MCA 
infarction. Stroke 28, 1961-1965.

Carlin, C., Murray, L., Graham, D., Doyle, D. and Nicoll, J. (2000) Involvement of
apolipoprotein E in multiple sclerosis: absence of remyelination associated with 
possession of the APOE epsilon2 allele.
J.Neuropathol.Exp.Neurol.2000.May.;59.(5.):361.-7. 59, 361-367.

Carlsson, J., Armstrong, V.W., Reiber, H., Felgenhauer, K. and Seidel, D. (1991) Clinical 
relevance of the quantification of apolipoprotein E in cerebrospinal fluid.
Clin. Chim. Acta 196, 167-176.

Chandra, V., Kokmen, E., Schoenberg, B.S. and Beard, C.M. (1989) Head trauma with
loss of consciousness as a risk factor for Alzheimer's disease. Neurology 39, 1576- 
1578.

Chandra, V., Philipose, V., Bell, P.A., Lazaroff, A. and Schoenberg, B.S. (1987) Case- 
control study of late onset "probable Alzheimer's disease". Neurology 37, 1295- 
1300.

Chen, L., Baum, L., Ng, H.K., Chan, L.Y. and Pang, C.P. (1999) Apolipoprotein E
genotype and its pathological correlation in Chinese Alzheimer's disease with late 
onset. Hum.Pathol. 30, 1172-1177.

Chen, Y., Lomnitski, L., Michaelson, D.M. and Shohami, E. (1997) Motor and cognitive 
deficits in apolipoprotein E-deficient mice after closed head injury. Neuroscience 
80, 1255-1262.

Chesnut, R.M., Marshall, L.F., Klauber, M.R., Blunt, B.A., Baldwin, N., Eisenberg, H.M., 
Jane, J.A., Marmarou, A. and Foulkes, M.A. (1993a) The role of secondary brain 
injury in determining outcome from severe head injury. J.Trauma. 34, 216-222.

Chesnut, R.M., Marshall, S.B., Piek, J., Blunt, B.A., Klauber, M.R. and Marshall, L.F.
(1993b) Early and late systemic hypotension as a frequent and fundamental source 
of cerebral ischemia following severe brain injury in the Traumatic Coma Data 
Bank. Acta Neurochir.Suppl.(Wien.) 59:121-5., 121-125.

Chishti, M.A., Yang, D.S., Janus, C., Phinney, A.L., Home, P., Pearson, J., Strome, R., 
Zuker, N., Loukides, J., French, J., Turner, S., Lozza, G., Grilli, M., Kunicki, S., 
Morissette, C., Paquette, J., Gervais, F., Bergeron, C., Fraser, P.E., Carlson, G.A., 
George-Hyslop, P.S. and Westaway, D. (2001) Early-onset amyloid deposition and 
cognitive deficits in transgenic mice expressing a double mutant form of amyloid 
precursor protein 695. J.Biol.Chem.2001.Jun.l5.;276.(24.):21562.-70. 276, 
21562-21570.



193

Clark, R.S., Kochanek, P.M., Chen, M., Watkins, S.C., Marion, D.W., Chen, J., Hamilton, 
R.L., Loeffert, J.E. and Graham, S.H. (1999) Increases in Bcl-2 and cleavage of 
caspase-1 and caspase-3 in human brain after head injury. FASEB J. 13, 813-821.

Clinton, J., Ambler, M.W. and Roberts, G.W. (1991) Post-traumatic Alzheimer’s disease: 
preponderance of a single plaque type. Neuropathol.Appl.Neurobiol. 17, 69-74.

Cole, G.M. and Ard, M.D. (2000) Influence of lipoproteins on microglial degradation of 
Alzheimer's amyloid beta-protein. Microsc.Res.Tech.2000.Aug.l5.;50.(4.):316.-24. 
50,316-324.

Corder, E.H., Saunders, A.M., Risch, N.J., Strittmatter, W.J., Schmechel, D.E., Gaskell, 
P.C.J., Rimmler, J.B., Locke, P.A., Conneally, P.M. and Schmader, K.E. (1994) 
Protective effect of apolipoprotein E type 2 allele for late onset Alzheimer disease. 
Nat. Genet. 7, 180-184.

Corder, E.H., Saunders, A.M., Strittmatter, W.J., Schmechel, D.E., Gaskell, P.C., Small, 
G.W., Roses, A.D., Haines, J.L. and Pericak-Vance, M.A. (1993) Gene dose of 
apolipoprotein E type 4 allele and the risk of Alzheimer's disease in late onset 
families. Science 261,921-923.

Corsellis, J.A. (1989) Boxing and the brain. BMJ. 298,105-109.

Curtiss, L.K. and Boisvert, W.A. (2000) Apolipoprotein E and atherosclerosis. 
Curr.Opin.Lipidol.2000.Jun.; 11.(3):243.-51. 11, 243-251.

Dale, G.E., Leigh, P.N., Luthert, P., Anderton, B.H. and Roberts, G.W. (1991) 
Neurofibrillary tangles in dementia pugilistica are ubiquitinated. 
J.Neurol.Neurosurg.Psychiatry 54, 116-118.

DeGirolami, U., Crowell, R.M. and Marcoux, F.W. (1984) Selective necrosis and total
necrosis in focal cerebral ischemia. Neuropathologic observations on experimental 
middle cerebral artery occlusion in the macaque monkey.
J.Neuropathol.Exp.Neurol. 43, 57-71.

DeKosky, S.T. and Scheff, S.W. (1990) Synapse loss in frontal cortex biopsies in
Alzheimer's disease: correlation with cognitive severity. Ann.Neurol. 27, 457-464.

DeKosky, S.T., Scheff, S.W. and Styren, S.D. (1996) Structural correlates of cognition in 
dementia: quantification and assessment of synapse change. Neurodegeneration. 
5,417-421.

Delphin, C., Ronjat, M., Deloulme, J.C., Garin, G., Debussche, L., Higashimoto, Y., 
Sakaguchi, K. and Baudier, J. (1999) Calcium-dependent interaction of S100B 
with the C-terminal domain of the tumor suppressor p53. J.Biol.Chem. 274, 
10539-10544.

DeMattos, R.B., Curtiss, L.K. and Williams, D.L. (1998) A minimally lipidated form of 
cell-derived apolipoprotein E exhibits isoform-specific stimulation of neurite 
outgrowth in the absence of exogenous lipids or lipoproteins. J.Biol.Chem. 273, 
4206-4212.

DeMattos, R.B., Thomgate, F.E. and Williams, D.L. (1999) A test of the cytosolic
apolipoprotein E hypothesis fails to detect the escape of apolipoprotein E from the 
endocytic pathway into the cytosol and shows that direct expression of 
apolipoprotein E in the cytosol is cytotoxic. J.Neurosci. 19, 2464-2473.



194

Demeester, N., Castro, G., Desrumaux, C., De, G.C., Fruchart, J.C., Santens, P., Mulleners, 
E., Engelborghs, S., De, D.P., Vandekerckhove, J., Rosseneu, M. and Labeur, C. 
(2000) Characterization and functional studies of lipoproteins, lipid transfer 
proteins, and lecithinrcholesterol acyltransferase in CSF of normal individuals and 
patients with Alzheimer's disease. J.Lipid Res. 41, 963-974.

Diedrich, J.F., Minnigan, H., Carp, R.I., Whitaker, J.N., Race, R., Frey, W. and Haase,
A.T. (1991) Neuropathological changes in scrapie and Alzheimer's disease are 
associated with increased expression of apolipoprotein E and cathepsin D in 
astrocytes. J. Virol 65, 4759-4768.

Dietrich, H.H. and Dacey, R.G.J. (2000) Molecular keys to the problems of cerebral 
vasospasm. Neurosurgery 2000.Mar.;46.(3):517.-30. 46,517-530.

Dietschy, J.M. and Turley, S.D. (2001) Cholesterol metabolism in the brain. 
Curr.Opin.Lipidol. 12,105-112.

Dodart, J.C., Bales, K.R., Gannon, K.S., Greene, S.J., DeMattos, R.B., Mathis, C.,
DeLong, C.A., Wu, S., Wu, X., Holtzman, D.M. and Paul, S.M. (2002a) 
Immunization reverses memory deficits without reducing brain Abeta burden in 
Alzheimer's disease model. Nat.Neurosci.2002.May.;5.(5.):452.-7. 5, 452-457.

Dodart, J.C., Bales, K.R., Johnstone, E.M., Little, S.P. and Paul, S.M. (2002b)
Apolipoprotein E alters the processing of the beta-amyloid precursor protein in 
APP(V717F) transgenic mice. Brain Res.2002.Nov. 15.;955.(l.-2.):191.-9. 955, 
191-199.

Dolinak, D., Smith, C. and Graham, D.I. (2000a) Global hypoxia per se is an unusual
cause of axonal injury. Acta Neuropathol.(Berl) 2000.Nov.;100.(5.):553.-60. 100, 
553-560.

Dolinak, D., Smith, C. and Graham, D.I. (2000b) Hypoglycaemia is a cause of axonal 
injury. Neuropathol.Appl.Neurobiol.2000.Oct.;26.(5.):448.-53. 26,448-453.

Donato, R. (1991) Perspectives in S-100 protein biology. Review article. Cell Calcium 
12,713-726.

Drechsel, D.N., Hyman, A.A., Cobb, M.H. and Kirschner, M.W. (1992) Modulation of the 
dynamic instability of tubulin assembly by the microtubule-associated protein tau. 
Mol.Biol.Cell 3, 1141-1154.

Dyker, A.G., Weir, C.J. and Lees, K.R. (1997) Influence of cholesterol on survival after 
stroke: retrospective study. BMJ. 314,1584-1588.

Elshourbagy, N.A., Liao, W.S., Mahley, R.W. and Taylor, J.M. (1985) Apolipoprotein E 
mRNA is abundant in the brain and adrenals, as well as in the liver, and is present 
in other peripheral tissues of rats and marmosets. Proc.Natl.Acad.Sci. U.S.A. 82, 
203-207.

Emmerling, M.R., Morganti-Kossmann, M.C., Kossmann, T., Stahel, P.F., Watson, M.D., 
Evans, L.M., Mehta, P.D., Spiegel, K., Kuo, Y.M., Roher, A.E. and Raby, C.A. 
(2000) Traumatic brain injury elevates the Alzheimer's amyloid peptide A beta 42 
in human CSF. A possible role for nerve cell injury. 
Ann.N.Y.Acad.Sci.2000.Apr.;903.: 118.-22. 903:118-22., 118-122.



195

Fagan, A.M., Bu, G., Sun, Y., Daugherty, A. and Holtzman, D.M. (1996) Apolipoprotein 
E-containing high density lipoprotein promotes neurite outgrowth and is a ligand 
for the low density lipoprotein receptor-related protein. J.Biol.Chem. 271, 30121- 
30125.

Fagan, A.M., Holtzman, D.M., Munson, G., Mathur, T., Schneider, D., Chang, L.K., Getz,
G.S., Reardon, C.A., Lukens, J., Shah, J.A. and LaDu, M.J. (1999) Unique 
lipoproteins secreted by primary astrocytes from wild type, apoE (-/-), and human 
apoE transgenic mice. J.Biol.Chem. 274, 30001-30007.

Fagan, A.M., Murphy, B.A., Patel, S.N., Kilbridge, J.F., Mobley, W.C., Bu, G. and 
Holtzman, D.M. (1998) Evidence for normal aging of the septo-hippocampal 
cholinergic system in apoE (-/-) mice but impaired clearance of axonal 
degeneration products following injury. Exp.Neurol. 151, 314-325.

Fagan, A.M., Younkin, L.H., Morris, J.C., Fryer, J.D., Cole, T.G., Younkin, S.G. and
Holtzman, D.M. (2000) Differences in the Abeta40/Abeta42 ratio associated with 
cerebrospinal fluid lipoproteins as a function of apolipoprotein E genotype. 
Ann.Neurol.2000.Aug.;48.(2.):201.-10. 48, 201-210.

Fano, G., Biocca, S., Fulle, S., Mariggio, M.A., Belia, S. and Calissano, P. (1995) The S- 
100: a protein family in search of a function. Prog.Neurobiol. 46, 71-82.

Fano, G., Mariggio, M.A., Angelella, P., Nicoletti, I., Antonica, A., Fulle, S. and
Calissano, P. (1993) The S-100 protein causes an increase of intracellular calcium 
and death of PC 12 cells. Neuroscience 53,919-925.

Farrer, L.A., Cupples, L.A., Haines, J.L., Hyman, B., Kukull, W.A., Mayeux, R., Myers, 
R.H., Pericak-Vance, M.A., Risch, N. and van, D.C. (1997) Effects of age, sex, 
and ethnicity on the association between apolipoprotein E genotype and Alzheimer 
disease. A meta-analysis. APOE and Alzheimer Disease Meta Analysis 
Consortium. JAMA 278, 1349-1356.

Fawcett, J.W. (1997) Astrocytic and neuronal factors affecting axon regeneration in the 
damaged central nervous system. Cell Tissue Res. 290, 371-377.

Fawcett, J.W. and Asher, R.A. (1999) The glial scar and central nervous system repair. 
Brain Res.Bull. 49, 377-391.

Ferini-Strambi, L., Smime, S., Garancini, P., Pinto, P. and Franceschi, M. (1990) Clinical 
and epidemiological aspects of Alzheimer's disease with presenile onset: a case 
control study. Neuroepidemiology. 9, 39-49.

Finch, C.E. and Sapolsky, R.M. (1999) The evolution of Alzheimer disease, the 
reproductive schedule, and apoE isoforms. Neurobiol.Aging 20, 407-428.

Finlay, H.M., Whittaker, P. and Canham, P.B. (1998) Collagen organization in the 
branching region of human brain arteries. Stroke 29,1595-1601.

Fisher, C.M., Kistler, J.P. and Davis, J.M. (1980) Relation of cerebral vasospasm to 
subarachnoid hemorrhage visualized by computerized tomographic scanning. 
Neurosurgery 6, 1-9.

Fitch, M.T. and Silver, J. (1997) Activated macrophages and the blood-brain barrier:
inflammation after CNS injury leads to increases in putative inhibitory molecules. 
Exp.Neurol. 148, 587-603.



196

Fox, N.C. and Rossor, M.N. (2000) Seeing what Alzheimer saw-with magnetic resonance 
microscopy. Nat.Med.2000.Jan.;6.(l.):20.-l. 6,20-21.

Franz, G., Beer, R., Kampfl, A., Engelhardt, K., Schmutzhard, E., Ulmer, H. and
Deisenhammer, F. (2003) Amyloid beta 1-42 and tau in cerebrospinal fluid after 
severe traumatic brain injury. Neurology 2003.May. 13.;60.(9.): 1457.-6J. 60, 
1457-1461.

Fratiglioni, L., Ahlbom, A., Viitanen, M. and Winblad, B. (1993) Risk factors for late-
onset Alzheimer’s disease: a population-based, case-control study. Ann.Neurol. 33, 
258-266.

French, L.R., Schuman, L.M., Mortimer, J.A., Hutton, J.T., Boatman, R.A. and Christians,
B. (1985) A case-control study of dementia of the Alzheimer type.
Am. J.Epidemiol. 121,414-421.

Friedman, G., Froom, P., Sazbon, L., Grinblatt, I., Shochina, M., Tsenter, J., Babaey, S., 
Yehuda, B. and Groswasser, Z. (1999) Apolipoprotein E-epsilon4 genotype 
predicts a poor outcome in survivors of traumatic brain injury. Neurology 52, 244- 
248.

Frisoni, G.B., Govoni, S., Geroldi, C., Bianchetti, A., Calabresi, L., Franceschini, G. and 
Trabucchi, M. (1995) Gene dose of the epsilon 4 allele of apolipoprotein E and 
disease progression in sporadic late-onset Alzheimer's disease. Ann.Neurol. 37, 
596-604.

Fujimoto, K. (1996) 'Medial defects' in the prenatal human cerebral arteries: an electron 
microscopic study. Stroke 27, 706-708.

Fukuyama, R., Mizuno, T., Mori, S., Yanagisawa, K., Nakajima, K. and Fushiki, S. (2000) 
Age-dependent decline in the apolipoprotein E level in cerebrospinal fluid from 
control subjects and its increase in cerebrospinal fluid from patients with 
Alzheimer's disease. Eur.Neurol.2000.;43.(3): 161.-9. 43, 161-169.

Gaillard, O., Gervais, A., Meillet, D., Delattre, J., Lyon-Caen, O. and Schuller, E. (1996) 
Apolipoprotein E intrathecal synthesis is decreased in multiple sclerosis patients. 
Ann.Clin.Biochem. 33, 148-150.

Gaist, D., Vaeth, M., Tsiropoulos, I., Christensen, K., Corder, E., Olsen, J. and Sorensen,
H.T. (2000) Risk of subarachnoid haemorrhage in first degree relatives of patients 
with subarachnoid haemorrhage: follow up study based on national registries in 
Denmark. BMJ.2000.Jan.l5.;320.(7228.):141.-5. 320, 141-145.

Galvin, J.E., Nakamura, M., McIntosh, T.K., Saatman, K.E., Sampathu, D., Raghupathi,
R., Lee, V.M. and Trojanowski, J.Q. (2000) Neurofilament-rich intraneuronal 
inclusions exacerbate neurodegenerative sequelae of brain trauma in NFH/LacZ 
transgenic mice. Exp.Neurol.2000.Sep.; 165.(1.):77.-89. 165, 77-89.

Games, D., Adams, D., Alessandrini, R., Barbour, R., Berthelette, P., Blackwell, C., Carr, 
T., Clemens, J., Donaldson, T. and Gillespie, F. (1995) Alzheimer-type 
neuropathology in transgenic mice overexpressing V717F beta-amyloid precursor 
protein. Nature 373, 523-527.

Games, D., Bard, F., Grajeda, H., Guido, T., Khan, K., Soriano, F., Vasquez, N,, Wehner, 
N., Johnson-Wood, K., Yednock, T., Seubert, P. and Schenk, D. (2000) Prevention



197

and reduction of AD-type pathology in PDAPP mice immunized with A beta 1-42. 
Ann.N.Y.Acad.Sci.2000.;920.(3):274.-84. 920, 274-284.

Gearing, M., Mori, H. and Mirra, S.S. (1996) Abeta-peptide length and apolipoprotein E 
genotype in Alzheimer's disease. Ann.Neurol. 39, 395-399.

Geddes, J.F., Vowles, G.H., Nicoll, J.A. and Revesz, T. (1999) Neuronal cytoskeletal 
changes are an early consequence of repetitive head injury. Acta 
Neuropathol.(Berl) 98, 171-178.

Geddes, J.F., Whitwell, H.L. and Graham, D.I. (2000) Traumatic axonal injury: practical 
issues for diagnosis in medicolegal cases.
Neuropathol.Appl.Neurobiol.2000.Apr.;26.(2.):105.-16. 26, 105-116.

Genis, I., Gordon, I., Sehayek, E. and Michaelson, D.M. (1995) Phosphorylation of tau in 
apolipoprotein E-deficient mice. Neurosci.Lett. 199, 5-8.

Genis, L., Chen, Y., Shohami, E. and Michaelson, D.M. (2000) Tau hyperphosphorylation 
in apolipoprotein E-deficient and control mice after closed head injury.
J.Neurosci.Res.2000.May. 15.;60.(4.):559.-64. 60, 559-564.

Gennarelli, T.A., Thibault, L.E., Adams, J.H., Graham, D.I., Thompson, C.J. and
Marcincin, R.P. (1982) Diffuse axonal injury and traumatic coma in the primate. 
Ann.Neurol. 12, 564-574.

Gentleman, S.M., Graham, D.I. and Roberts, G.W. (1993) Molecular pathology of head 
trauma: altered beta APP metabolism and the aetiology of Alzheimer’s disease. 
Prog.Brain Res. 96, 237-246.

Gentleman, S.M., Greenberg, B.D., Savage, M.J., Noori, M., Newman, S.J., Roberts,
G.W., Griffin, W.S. and Graham, D.I. (1997) A beta 42 is the predominant form of 
amyloid beta-protein in the brains of short-term survivors of head injury. 
Neuroreport. 8, 1519-1522.

Gentleman, S.M., Nash, M.J., Sweeting, C.J., Graham, D.I. and Roberts, G.W. (1993)
Beta-amyloid precursor protein (beta APP) as a marker for axonal injury after head 
injury. Neurosci.Lett. 160, 139-144.

Gentleman, S.M., Roberts, G.W., Gennarelli, T.A., Maxwell, W.L., Adams, J.H., Kerr, S. 
and Graham, D.I. (1995) Axonal injury: a universal consequence of fatal closed 
head injury? Acta Neuropathol.(Berl) 89,537-543.

Goate, A., Chartier-Harlin, M.C., Mullan, M., Brown, J., Crawford, F., Fidani, L., Giuffra, 
L., Haynes, A., Irving, N. and James, L. (1991) Segregation of a missense 
mutation in the amyloid precursor protein gene with familial Alzheimer's disease. 
Nature 349, 704-706.

Goedert, M. (1993) Tau protein and the neurofibrillary pathology of Alzheimer's disease. 
Trends.Neurosci. 16, 460-465.

Goedert, M. (1999) Filamentous nerve cell inclusions in neurodegenerative diseases: 
tauopathies and alpha-synucleinopathies. Philos. Trans.R.Soc.Lond.B.Biol.Sci.
354, 1101-1118.

Goedert, M., Cohen, E.S., Jakes, R. and Cohen, P. (1992) p42 MAP kinase
phosphorylation sites in microtubule-associated protein tau are dephosphorylated



198

by protein phosphatase 2A1. Implications for Alzheimer's disease [corrected]. 
FEBSLett. 312,95-99.

Goedert, M., Jakes, R., Crowther, R.A., Cohen, P., Vanmechelen, E., Vandermeeren, M. 
and Cras, P. (1994) Epitope mapping of monoclonal antibodies to the paired 
helical filaments of Alzheimer's disease: identification of phosphorylation sites in 
tau protein. Biochem.J. 301,871-877.

Goedert, M., Spillantini, M.G. and Crowther, R.A. (1991) Tau proteins and neurofibrillary 
degeneration. Brain Pathol 1, 279-286.

Goedert, M., Spillantini, M.G., Jakes, R., Rutherford, D. and Crowther, R.A. (1989) 
Multiple isoforms of human microtubule-associated protein tau: sequences and 
localization in neurofibrillary tangles of Alzheimer's disease. Neuron 3, 519-526.

Gomez-Isla, T., West, H.L., Rebeck, G.W., Harr, S.D., Growdon, J.H., Locascio, J.J.,
Peris, T.T., Lipsitz, L.A. and Hyman, B.T. (1996) Clinical and pathological 
correlates of apolipoprotein E epsilon 4 in Alzheimer's disease. Ann.Neurol 39, 
62-70.

Goodrum, J.F. (1990) Cholesterol synthesis is down-regulated during regeneration of 
peripheral nerve. J.Neurochem. 54,1709-1715.

Goodrum, J.F. (1991) Cholesterol from degenerating nerve myelin becomes associated 
with lipoproteins containing apolipoprotein E. J.Neurochem. 56, 2082-2086.

Goodrum, J.F., Bouldin, T.W., Zhang, S.H., Maeda, N. and Popko, B. (1995) Nerve
regeneration and cholesterol reutilization occur in the absence of apolipoproteins E 
and A-I in mice. J.Neurochem. 64,408-416.

Goodrum, J.F., Brown, J.C., Fowler, K.A. and Bouldin, T.W. (2000a) Axonal
regeneration, but not myelination, is partially dependent on local cholesterol 
reutilization in regenerating nerve.
J.Neuropathol.Exp.Neurol.2000.Nov.;59.(ll.):1002.-10. 59, 1002-1010.

Goodrum, J.F., Fowler, K.A., Hostettler, J.D. and Toews, A.D. (2000b) Peripheral nerve 
regeneration and cholesterol reutilization are normal in the low-density lipoprotein 
receptor knockout mouse. J.Neurosci.Res.2000.Feb.l5.;59.(4.):581.-6. 59, 581- 
586.

Graham, D.I., Adams, J.H., Nicoll, J.A., Maxwell, W.L. and Gennarelli, T.A. (1995) The 
nature, distribution and causes of traumatic brain injury. Brain Pathol. 5, 397-406.

Graham, D.I., Ford, I., Adams, J.H., Doyle, D., Teasdale, G.M., Lawrence, A.E. and 
McLellan, D.R. (1989) Ischaemic brain damage is still common in fatal non
missile head injury. J.Neurol.Neurosurg.Psychiatry 52, 346-350.

Graham, D.I., Gentleman, S.M., Lynch, A. and Roberts, G.W. (1995) Distribution of beta- 
amyloid protein in the brain following severe head injury. 
Neuropathol.Appl.Neurobiol. 21, 27-34.

Graham, D.I., Gentleman, S.M., Nicoll, J.A., Royston, M.C., McKenzie, J.E., Roberts,
G.W. and Griffin, W.S. (1996) Altered beta-APP metabolism after head injury and 
its relationship to the aetiology of Alzheimer's disease. Acta 
Neurochir.SupplfWien.) 66, 96-102.



199

Graham, D.L, Gentleman, S.M., Nicoll, J.A., Royston, M.C., McKenzie, J.E., Roberts,
G.W., Mrak, R.E. and Griffin, W.S. (1999) Is there a genetic basis for the 
deposition of beta-amyloid after fatal head injury? Cell Mol.Neurobiol. 19, 19-30.

Graham, D.L, McIntosh, T.K., Maxwell, W.L. and Nicoll, J.A. (2000) Recent advances in 
neurotrauma. J.Neuropathol.Exp.Neurol.2000.Aug.;59.(8.):641.-51. 59, 641-651.

Graves, A.B., White, E., Koepsell, T.D., Reifler, B.V., van, B.G., Larson, E.B. and
Raskind, M. (1990) The association between head trauma and Alzheimer’s disease. 
Am.J.Epidemiol. 131,491-501.

Green, A.J., Harvey, R.J., Thompson, E.J. and Rossor, M.N. (1999) Increased tau in the 
cerebrospinal fluid of patients with frontotemporal dementia and Alzheimer's 
disease. Neurosci.Lett. 259,133-135.

Green, A.J., Keir, G. and Thompson, E.J. (1997) A specific and sensitive ELISA for 
measuring S-lOOb in cerebrospinal fluid. J.Immunol.Methods 205, 35-41.

Griffin, W.S., Sheng, J.G., Gentleman, S.M., Graham, D.L, Mrak, R.E. and Roberts, G.W.
(1994) Microglial interleukin-1 alpha expression in human head injury: 
correlations with neuronal and neuritic beta-amyloid precursor protein expression. 
Neurosci.Lett. 176, 133-136.

Guo, Z., Cupples, L.A., Kurz, A., Auerbach, S.H., Volicer, L., Chui, H., Green, R.C., 
Sadovnick, A.D., Duara, R., DeCarli, C., Johnson, K., Go, R.C., Growdon, J.H., 
Haines, J.L., Kukull, W.A. and Farrer, L.A. (2000) Head injury and the risk of AD 
in the MIRAGE study. Neurology 2000.Mar.28.;54.(6.):l316.-23. 54, 1316-1323.

Guyton, J.R., Miller, S.E., Martin, M.E., Khan, W.A., Roses, A.D. and Strittmatter, W.J. 
(1998) Novel large apolipoprotein E-containing lipoproteins of density 1.006-
1.060 g/ml in human cerebrospinal fluid. J.Neurochem. 70, 1235-1240.

Han, S.H., Einstein, G., Weisgraber, K.H., Strittmatter, W.J., Saunders, A.M., Pericak-
Vance, M., Roses, A.D. and Schmechel, D.E. (1994) Apolipoprotein E is localized 
to the cytoplasm of human cortical neurons: a light and electron microscopic study. 
J.Neuropathol.Exp.Neurol. 53, 535-544.

Hanlon, C.S. and Rubinsztein, D.C. (1995) Arginine residues at codons 112 and 158 in the 
apolipoprotein E gene correspond to the ancestral state in humans. Atherosclerosis 
112 ,85-90.

Hardy, J., Duff, K., Hardy, K.G., Perez-Tur, J. and Hutton, M. (1998) Genetic dissection 
of Alzheimer's disease and related dementias: amyloid and its relationship to tau. 
Nat.Neurosci. 1, 355-358.

Heizmann, C.W. and Hunziker, W. (1991) Intracellular calcium-binding proteins: more 
sites than insights. Trends.Biochem.Sci. 16,98-103.

Herrmann, M., Curio, N., Jost, S., Grubich, C., Ebert, A.D., Fork, M.L. and Synowitz, H. 
(2001) Release of biochemical markers of damage to neuronal and glial brain 
tissue is associated with short and long term neuropsychological outcome after 
traumatic brain injury. J.Neurol.Neurosurg.Psychiatry 2001.Jan.;70.(l.):95.-100. 
70, 95-100.



200

Hesse, C., Larsson, H., Fredman, P., Minthon, L., Andreasen, N., Davidsson, P. and 
Blennow, K. (2000) Measurement of apolipoprotein E (apoE) in cerebrospinal 
fluid. Neurochem.Res.2000.Apr.;25.(4.):511.-7. 25,511-517.

Hesse, C., Rosengren, L., Andreasen, N., Davidsson, P., Vanderstichele, H., Vanmechelen,
E. and Blennow, K. (2001) Transient increase in total tau but not phospho-tau in 
human cerebrospinal fluid after acute stroke. Neurosci.Lett.2001.Jan. 297, 187- 
190.

Hesse, C., Rosengren, L., Vanmechelen, E., Vanderstichele, H., Jensen, C., Davidsson, P. 
and Blennow, K. (2000) Cerebrospinal Fluid Markers for Alzheimer's Disease 
Evaluated after Acute Ischemic Stroke. J.Alzheimers.Dis.2000.Nov.;2.(3,4.):199.- 
206. 2, 199-206.

Hidaka, H., Endo, T., Kawamoto, S., Yamada, E., Umekawa, H., Tanabe, K. and Hara, K.
(1983) Purification and characterization of adipose tissue S-lOOb protein. 
J.Biol.Chem. 258,2705-2709.

Holmin, S., Soderlund, J., Biberfeld, P. and Mathiesen, T. (1998) Intracerebral 
inflammation after human brain contusion. Neurosurgery 42, 291-298.

Holtzman, D.M., Bales, K.R., Tenkova, T., Fagan, A.M., Parsadanian, M., Sartorius, L.J., 
Mackey, B., Olney, J., McKeel, D., Wozniak, D. and Paul, S.M. (2000a) 
Apolipoprotein E isoform-dependent amyloid deposition and neuritic degeneration 
in a mouse model of Alzheimer's disease. Proc.Natl.Acad.Sci. U.S.A. 97, 2892- 
2897.

Holtzman, D.M., Fagan, A.M., Mackey, B., Tenkova, T., Sartorius, L., Paul, S.M., Bales, 
K., Ashe, K.H., Irizarry, M.C. and Hyman, B.T. (2000b) Apolipoprotein E 
facilitates neuritic and cerebrovascular plaque formation in an Alzheimer's disease 
model. Ann.Neurol. 47, 739-747.

Holtzman, D.M., Pitas, R.E., Kilbridge, J., Nathan, B., Mahley, R.W., Bu, G. and
Schwartz, A.L. (1995) Low density lipoprotein receptor-related protein mediates 
apolipoprotein E-dependent neurite outgrowth in a central nervous system-derived 
neuronal cell line. Proc.Natl.Acad.Sci.U.S.A. 92,9480-9484.

Horsburgh, K., Cole, G.M., Yang, F., Savage, M.J., Greenberg, B.D., Gentleman, S.M., 
Graham, D.I. and Nicoll, J.A. (2000) beta-amyloid (Abeta)42(43), abeta42, 
abeta40 and apoE immunostaining of plaques in fatal head injury. 
Neuropathol.Appl.Neurobiol. 26, 124-132.

Horsburgh, K., Fitzpatrick, M., Nilsen, M. and Nicoll, J.A. (1997) Marked alterations in 
the cellular localisation and levels of apolipoprotein E following acute subdural 
haematoma in rat. Brain Res. 763,103-110.

Horsburgh, K., Graham, D.I., Stewart, J. and Nicoll, J.A. (1999a) Influence of
apolipoprotein E genotype on neuronal damage and apoE immunoreactivity in 
human hippocampus following global ischemia. J.Neuropathol.Exp.Neurol. 58, 
227-234.

Horsburgh, K., Kelly, S., McCulloch, J., Higgins, G.A., Roses, A.D. and Nicoll, J.A.
(1999b) Increased neuronal damage in apolipoprotein E-deficient mice following 
global ischaemia. Neuroreport. 10,837-841.



201

Horsburgh, K., McCulloch, J., Nilsen, M., McCracken, E., Large, C., Roses, A.D. and
Nicoll, J.A. (2000a) Intraventricular infusion of apolipoprotein E ameliorates acute 
neuronal damage after global cerebral ischemia in mice. J.Cereb.Blood Flow 
Metab. 20, 458-462.

Horsburgh, K., McCulloch, J., Nilsen, M., Roses, A.D. and Nicoll, J.A. (2000b) Increased 
neuronal damage and apoE immunoreactivity in human apolipoprotein E, E4 
isoform-specific, transgenic mice after global cerebral ischaemia. Eur.J.Neurosci. 
12,4309-4317.

Horsburgh, K. and Nicoll, J.A. (1996) Selective alterations in the cellular distribution of 
apolipoprotein E immunoreactivity following transient cerebral ischaemia in the 
rat. Neuropathol.Appl.Neurobiol. 22, 342-349.

Hu, J., Castets, F., Guevara, J.L. and van, E.L. (1996) S I00 beta stimulates inducible nitric 
oxide synthase activity and mRNA levels in rat cortical astrocytes. J.Biol.Chem. 
I l l , 2543-2547.

Hu, J., Ferreira, A. and van, E.L. (1997) SlOObeta induces neuronal cell death through 
nitric oxide release from astrocytes. J.Neurochem. 69,2294-2301.

Ignatius, M.J., Gebicke-Haerter, P.J., Pitas, R.E. and Shooter, E.M. (1987a)
Apolipoprotein E in nerve injury and repair. Prog.Brain Res. 71:177-84., 177-184.

Ignatius, M.J., Shooter, E.M., Pitas, R.E. and Mahley, R.W. (1987b) Lipoprotein uptake 
by neuronal growth cones in vitro. Science 236, 959-962.

Ikura, M. and Yap, K.L. (2000) Where cancer meets calcium—p53 crosstalk with EF- 
hands. Nat.Struct.Biol.2000.Jul.;7.(7.):525.-7. 7,525-527.

Ingebrigtsen, T. and Romner, B. (1996) Serial S-100 protein serum measurements related 
to early magnetic resonance imaging after minor head injury. Case report. 
J.Neurosurg. 85, 945-948.

Iso, H., Jacobs, D.R.J., Wentworth, D., Neaton, J.D. and Cohen, J.D. (1989) Serum
cholesterol levels and six-year mortality from stroke in 350,977 men screened for 
the multiple risk factor intervention trial. N.Engl. J.Med. 320, 904-910.

Janus, C., Pearson, J., McLaurin, J., Mathews, P.M., Jiang, Y., Schmidt, S.D., Chishti, 
M.A., Home, P., Heslin, D., French, J., Mount, H.T., Nixon, R.A., Mercken, M., 
Bergeron, C., Fraser, P.E., St George-Hyslop, P. and Westaway, D. (2000) A beta 
peptide immunization reduces behavioural impairment and plaques in a model of 
Alzheimer's disease. Nature 2000.Dec.21.-28.;408.(6815.):979.-82. 408, 979-982.

Jennett, B. and Bond, M. (1975) Assessment of outcome after severe brain damage.
Lancet 1, 480-484.

Jensen, M., Basun, H. and Lannfelt, L. (1995) Increased cerebrospinal fluid tau in patients 
with Alzheimer's disease. Neurosci.Lett. 186,189-191.

Jick, H., Zomberg, G.L., Jick, S.S., Seshadri, S. and Drachman, D.A. (2000) Statins and 
the risk of dementia. Lancet 356, 1627-1631.

Jimi, T., Wakayama, Y., Shibuya, S., Nakata, H., Tomaru, T., Takahashi, Y., Kosaka, K., 
Asano, T. and Kato, K. (1992) High levels of nervous system-specific proteins in



202

cerebrospinal fluid in patients with early stage Creutzfeldt-Jakob disease. 
Clin.Chim.Acta 211, 37-46.

Johnston, S.C., Selvin, S. and Gress, D.R. (1998) The burden, trends, and demographics of 
mortality from subarachnoid hemorrhage. Neurology 50, 1413-1418.

Jones, P.A., Andrews, P.J., Midgley, S., Anderson, S.I., Piper, I.R., Tocher, J.L., Housley, 
A.M., Corrie, J.A., Slattery, J. and Dearden, N.M. (1994) Measuring the burden of 
secondary insults in head-injured patients during intensive care. 
J.Neurosurg.Anesthesiol. 6, 4-14.

Jongen, P.J., Lamers, K.J., Doesburg, W.H., Lemmens, W.A. and Hommes, O.R. (1997) 
Cerebrospinal fluid analysis differentiates between relapsing-remitting and 
secondary progressive multiple sclerosis. J.Neurol.Neurosurg.Psychiatry 63, 446- 
451.

Jordan, B.D. (2000) Chronic traumatic brain injury associated with boxing. 
Semin.Neurol.2000.;20.(2.): 179.-85. 20, 179-185.

Kahn, H.J., Baumal, R., van, E.L., Dunn, R.J. and Marks, A. (1991) Immunoreactivity of 
SI00 beta in heart, skeletal muscle, and kidney in chronic lung disease: possible 
induction by cAMP. Mod.Pathol. 4,698-701.

Kamboh, M.I., Aston, C.E., Perez-Tur, J., Kokmen, E., Ferrell, R.E., Hardy, J. and
DeKosky, S.T. (1999) A novel mutation in the apolipoprotein E gene (APOE*4 
Pittsburgh) is associated with the risk of late-onset Alzheimer's disease. 
Neurosci.Lett. 263, 129-132.

Kanai, M., Matsubara, E., Isoe, K., Urakami, K., Nakashima, K., Arai, H., Sasaki, H., Abe, 
K., Iwatsubo, T., Kosaka, T., Watanabe, M., Tomidokoro, Y., Shizuka, M., 
Mizushima, K., Nakamura, T., Igeta, Y., Ikeda, Y., Amari, M., Kawarabayashi, T., 
Ishiguro, K., Harigaya, Y., Wakabayashi, K., Okamoto, K., Hirai, S. and Shoji, M.
(1998) Longitudinal study of cerebrospinal fluid levels of tau, A beta 1-40, and A 
betal-42(43) in Alzheimer's disease: a study in Japan. Ann.Neurol. 44, 17-26.

Kargman, D.E., Tuck, C., Berglund, L., Lin, I.F., Mukherjee, R.S., Thompson, E.V., Jones, 
J., Boden-Albala, B., Paik, M.C. and Sacco, R.L. (1998) Lipid and lipoprotein 
levels remain stable in acute ischemic stroke: the Northern Manhattan Stroke 
Study. Atherosclerosis 139, 391-399.

Kato, K. and Kimura, S. (1985) SlOOao (alpha alpha) protein is mainly located in the heart 
and striated muscles. Biochim.Biophys.Acta 842, 146-150.

Katzman, R., Aronson, M., Fuld, P., Kawas, C., Brown, T., Morgenstem, H., Frishman,
W., Gidez, L., Eder, H. and Ooi, W.L. (1989) Development of dementing illnesses 
in an 80-year-old volunteer cohort. Ann.Neurol. 25, 317-324.

Kawase, M., Fujimura, M., Morita-Fujimura, Y. and Chan, P.H. (1999) Reduction of 
apurinic/apyrimidinic endonuclease expression after transient global cerebral 
ischemia in rats: implication of the failure of DNA repair in neuronal apoptosis. 
Stroke 30,441-448.

Kay, A. and Teasdale, G. (2001) Head injury in the United Kingdom. World 
J.Surg.2001.Sep.;25.(9.): 1210.-20. 25, 1210-1220.



203

Kaya, S.S., Mahmood, A., Li, Y., Yavuz, E., Goksel, M. and Chopp, M. (1999) Apoptosis 
and expression of p53 response proteins and cyclin D1 after cortical impact in rat 
brain. Brain Res. 818,23-33.

Kindblom, L.G., Lodding, P., Rosengren, L., Baudier, J. and Haglid, K. (1984) S-100 
protein in melanocytic tumors. An immunohistochemical investigation of benign 
and malignant melanocytic tumors and metastases of malignant melanoma and a 
characterization of the antigen in comparison to human brain. Acta 
Pathol.Microbiol.Immunol.Scand.[A.J 92, 219-230.

Kitagawa, K., Matsumoto, M., Kuwabara, K., Ohtsuki, T. and Hori, M. (2001) Delayed, 
but marked, expression of apolipoprotein E is involved in tissue clearance after 
cerebral infarction. J.Cereb.Blood Flow Metab.2001.Oct.;21.(10.):l 199.-207. 21, 
1199-1207.

Kitagawa, K., Matsumoto, M., Kuwabara, K., Takasawa, K., Tanaka, S., Sasaki, T.,
Matsushita, K., Ohtsuki, T., Yanagihara, T. and Hori, M. (2002) Protective effect 
of apolipoprotein E against ischemic neuronal injury is mediated through 
antioxidant action. J.Neurosci.Res.2002.Apr.l5.;68.(2.):226.-32. 68, 226-232.

Koch, S., Donarski, N., Goetze, K., Kreckel, M., Stuerenburg, H.J., Buhmann, C. and 
Beisiegel, U. (2001) Characterization of four lipoprotein classes in human 
cerebrospinal fluid. J.Lipid Res.2001.Jul.;42.(7.):1143.-51. 42, 1143-1151.

Koffigan, M., Kora, I., Clavey, V., Bard, J.M., Chapman, J. and Fruchart, J.C. (1987)
Quantification of human apolipoprotein E in plasma and lipoprotein subfractions by 
a non-competitive enzyme immunoassay. Clin.Chim.Acta 163, 245-256.

Koistinaho, M., Kettunen, M.I., Holtzman, D.M., Kauppinen, R.A., Higgins, L.S. and 
Koistinaho, J. (2002) Expression of human apolipoprotein E downregulates 
amyloid precursor protein-induced ischemic susceptibility. Stroke 
2002.Jul.;33.(7.): 1905.-10. 33, 1905-1910.

Kottke, B.A., Moll, P.P., Michels, V.V. and Weidman, W.H. (1991) Levels of lipids, 
lipoproteins, and apolipoproteins in a defined population. Mayo Clin.Proc. 66, 
1198-1208.

Koudinov, A.R., Koudinova, N.V., Kumar, A., Beavis, R.C. and Ghiso, J. (1996)
Biochemical characterization of Alzheimer's soluble amyloid beta protein in human 
cerebrospinal fluid: association with high density lipoproteins. 
Biochem.Biophys.Res.Commun. 223, 592-597.

Kuo, Y.M., Emmerling, M.R., Vigo-Pelfrey, C., Kasunic, T.C., Kirkpatrick, J.B.,
Murdoch, G.H., Ball, M.J. and Roher, A.E. (1996) Water-soluble Abeta (N-40, N- 
42) oligomers in normal and Alzheimer disease brains. J.Biol.Chem. 271, 4077- 
4081.

Kusiak, J.W., Lee, L.L. and Zhao, B. (2001) Expression of mutant amyloid precursor 
proteins decreases adhesion and delays differentiation of Hep-1 cells. Brain 
Res.2001.Mar.30.;896.(l.-2.): 146.-52. 896, 146-152.

Kutner, K.C., Erlanger, D.M., Tsai, J., Jordan, B. and Relkin, N.R. (2000) Lower 
cognitive performance of older football players possessing apolipoprotein E 
epsilon4. Neurosurgery 2000.Sep.;47.(3):651.-7.; discussion.657.-8. 47, 651-657.



204

LaDu, M.J., Falduto, M.T., Manelli, A.M., Reardon, C.A., Getz, G.S. and Frail, D.E.
(1994) Isoform-specific binding of apolipoprotein E to beta-amyloid. J.Biol.Chem. 
269, 23403-23406.

LaDu, M.J., Gilligan, S.M., Lukens, J.R., Cabana, V.G., Reardon, C.A., van, E.L. and 
Holtzman, D.M. (1998) Nascent astrocyte particles differ from lipoproteins in 
CSF. J.Neurochem. 70,2070-2081.

LaDu, M.J., Pederson, T.M., Frail, D.E., Reardon, C.A., Getz, G.S. and Falduto, M.T.
(1995) Purification of apolipoprotein E attenuates isoform-specific binding to beta- 
amyloid. J.Biol.Chem. 270,9039-9042.

LaDu, M.J., Reardon, C., Van, E.L., Fagan, A.M., Bu, G., Holtzman, D. and Getz, G.S. 
(2000) Lipoproteins in the central nervous system. Ann.N.Y.Acad.Sci. 903,167- 
175.

Laher, I. and Zhang, J.H. (2001) Protein kinase C and cerebral vasospasm. J.Cereb.Blood 
Flow Metab.2001.Aug.;21.(8.):887.-906. 21, 887-906.

Landen, M., Hesse, C., Fredman, P., Regland, B., Wallin, A. and Blennow, K. (1996)
Apolipoprotein E in cerebrospinal fluid from patients with Alzheimer's disease and 
other forms of dementia is reduced but without any correlation to the apoE4 
isoform. Dementia. 7, 273-278.

Lang, D.A., Hadley, D.M., Teasdale, G.M., Macpherson, P. and Teasdale, E. (1991)
Gadolinium DTPA enhanced magnetic resonance imaging in acute head injury. 
Acta Neurochir. (Wien.) 109, 5-11.

Lanzino, G., Kassell, N.F., Germanson, T.P., Kongable, G.L., Truskowski, L.L., Tomer, 
J.C. and Jane, J.A. (1996) Age and outcome after aneurysmal subarachnoid 
hemorrhage: why do older patients fare worse? J.Neurosurg. 85, 410-418.

LaPlaca, M.C., Raghupathi, R., Verma, A., Pieper, A.A., Saatman, K.E., Snyder, S.H. and 
McIntosh, T.K. (1999) Temporal patterns of poly(ADP-ribose) polymerase 
activation in the cortex following experimental brain injury in the rat.
J.Neurochem. 73,205-213.

LaPlaca, M.C., Zhang, J., Raghupathi, R., Li, J.H., Smith, F., Bareyre, F.M., Snyder, S.H., 
Graham, D.I. and McIntosh, T.K. (2001) Pharmacologic inhibition of poly(ADP- 
ribose) polymerase is neuroprotective following traumatic brain injury in rats. 
J.Neurotrauma.2001.Apr.;18.(4.):369.-76. 18, 369-376.

Laskowitz, D.T., Lee, D.M., Schmechel, D. and Staats, H.F. (2000) Altered immune
responses in apolipoprotein E-deficient mice. J.Lipid Res.2000.Apr.;41.(4.):613.~ 
20. 41,613-620.

Laskowitz, D.T., Sheng, H., Bart, R.D., Joyner, K.A., Roses, A.D. and Warner, D.S.
(1997) Apolipoprotein E-deficient mice have increased susceptibility to focal 
cerebral ischemia. J.Cereb.Blood Flow Metab. 17,753-758.

Launer, L.J., Andersen, K., Dewey, M.E., Letenneur, L., Ott, A., Amaducci, L.A., Brayne,
C., Copeland, J.R., Dartigues, J.F., Kragh-Sorensen, P., Lobo, A., Martinez-Lage, 
J.M., Stijnen, T. and Hofman, A. (1999) Rates and risk factors for dementia and 
Alzheimer's disease: results from EURODEM pooled analyses. EURODEM 
Incidence Research Group and Work Groups. European Studies of Dementia. 
Neurology 52, 78-84.



205

Lenzlinger, P.M., Morganti-Kossmann, M.C., Laurer, H.L. and McIntosh, T.K. (2001)
The duality of the inflammatory response to traumatic brain injury. 
Mol.Neurobiol.2001.Aug.-Dec.;24.(1.-3): 169.-81. 24, 169-181.

Leppala, J.M., Virtamo, J., Fogelholm, R., Albanes, D. and Heinonen, O.P. (1999)
Different risk factors for different stroke subtypes: association of blood pressure, 
cholesterol, and antioxidants. Stroke 30, 2535-2540.

Letenneur, L., Launer, L.J., Andersen, K., Dewey, M.E., Ott, A., Copeland, J.R.,
Dartigues, J.F., Kragh-Sorensen, P., Baldereschi, M., Brayne, C., Lobo, A., 
Martinez-Lage, J.M., Stijnen, T. and Hofman, A. (2000) Education and the risk for 
Alzheimer’s disease: sex makes a difference. EURODEM pooled analyses. 
EURODEM Incidence Research Group.
Am.J.Epidemiol.2000.Jun. 1.; 151.(11.):1064.-71. 151, 1064-1071.

Levy-Lahad, E., Wasco, W., Poorkaj, P., Romano, D.M., Oshima, J., Pettingell, W.H., Yu,
C.E., Jondro, P.D., Schmidt, S.D. and Wang, K. (1995) Candidate gene for the 
chromosome 1 familial Alzheimer’s disease locus. Science 269, 973-977.

Li, G., Shen, Y.C., Li, Y.T., Chen, C.H., Zhau, Y.W. and Silverman, J.M. (1992) A case- 
control study of Alzheimer’s disease in China. Neurology 42, 1481-1488.

Lichtman, S.W., Seliger, G., Tycko, B. and Marder, K. (2000) Apolipoprotein E and 
functional recovery from brain injury following postacute rehabilitation.
Neurology 2000.Nov.28.;55.(10.): 1536.-9. 55, 1536-1539.

Lindh, M., Blomberg, M., Jensen, M., Basun, H., Lannfelt, L., Engvall, B., Schamagel, H., 
Marz, W., Wahlund, L.O. and Cowbum, R.F. (1997) Cerebrospinal fluid 
apolipoprotein E (apoE) levels in Alzheimer's disease patients are increased at 
follow up and show a correlation with levels of tau protein. Neurosci.Lett. 229, 
85-88.

Linn, F.H., Rinkel, G.J., Algra, A. and van, G.J. (1996) Incidence of subarachnoid 
hemorrhage: role of region, year, and rate of computed tomography: a meta
analysis. Stroke 27, 625-629.

Linton, M.F., Gish, R., Hubl, S.T., Butler, E., Esquivel, C., Bry, W.I., Boyles, J.K., 
Wardell, M.R. and Young, S.G. (1991) Phenotypes of apolipoprotein B and 
apolipoprotein E after liver transplantation. J.Clin.Invest. 88, 270-281.

Lippa, C.F., Smith, T.W., Saunders, A.M., Hulette, C., Pulaski-Salo, D. and Roses, A.D.
(1997) Apolipoprotein E-epsilon 2 and Alzheimer's disease: genotype influences 
pathologic phenotype. Neurology 48,515-519.

Logan, A., Oliver, J.J. and Berry, M. (1994) Growth factors in CNS repair and 
regeneration. Prog.Growth Factor.Res. 5,379-405.

Lomnitski, L., Chapman, S., Hochman, A., Kohen, R., Shohami, E., Chen, Y., Trembovler, 
V. and Michaelson, D.M. (1999) Antioxidant mechanisms in apolipoprotein E 
deficient mice prior to and following closed head injury. Biochim.Biophys.Acta 
1453,359-368.

Lomnitski, L., Kohen, R., Chen, Y., Shohami, E., Trembovler, V., Vogel, T. and 
Michaelson, D.M. (1997) Reduced levels of antioxidants in brains of 
apolipoprotein E-deflcient mice following closed head injury. 
Pharmacol.Biochem.Behav. 56, 669-673.



206

Lomnitski, L., Nyska, A., Shohami, E., Chen, Y. and Michaelson, D.M. (2000) Increased 
levels of intracellular iron in the brains of ApoE-deficient mice with closed head 
injury. Exp.Toxicol.Pathol.2000.May.;52.(2.): 177.-83. 52, 177-183.

Longstreth, W.T.J., Nelson, L.M., Koepsell, T.D. and van, B.G. (1993) Clinical course of 
spontaneous subarachnoid hemorrhage: a population-based study in King County, 
Washington. Neurology 43,712-718.

Lucotte, G., David, F., Visvikis, S., Leininger-Muller, B., Siest, G., Babron, M.C. and 
Couderc, R. (1993) Apolipoprotein E-epsilon 4 allele and Alzheimer's disease. 
Lancet 342,1309

Lutjohann, D., Papassotiropoulos, A., Bjorkhem, I., Locatelli, S., Bagli, M., Oehring, R.D., 
Schlegel, U., Jessen, F., Rao, M.L., von, B.K. and Heun, R. (2000) Plasma 24S- 
hydroxycholesterol (cerebrosterol) is increased in Alzheimer and vascular 
demented patients. J.Lipid Res.2000.Feb.;41.(2.): 195.-8. 41, 195-198.

Luxton, R.W., Patel, P., Keir, G. and Thompson, E.J. (1989) A micro-method for
measuring total protein in cerebrospinal fluid by using benzethonium chloride in 
microtiter plate wells. Clin.Chem. 35,1731-1734.

Ma, J., Yee, A., Brewer, H.B.J., Das, S. and Potter, H. (1994) Amyloid-associated proteins 
alpha 1 -antichymotrypsin and apolipoprotein E promote assembly of Alzheimer 
beta-protein into filaments. Nature 372, 92-94.

Maas, A.I., Steyerberg, E.W., Murray, G.D., Bullock, R., Baethmann, A., Marshall, L.F. 
and Teasdale, G.M. (1999) Why have recent trials of neuroprotective agents in 
head injury failed to show convincing efficacy? A pragmatic analysis and 
theoretical considerations. Neurosurgery 44, 1286-1298.

Macdonald, R.L. and Weir, B.K. (1991) A review of hemoglobin and the pathogenesis of 
cerebral vasospasm. Stroke 22,971-982.

Macfarlane, D.P., Nicoll, J.A., Smith, C. and Graham, D.I. (1999) APOE epsilon4 allele 
and amyloid beta-protein deposition in long term survivors of head injury. 
Neuroreport. 10, 3945-3948.

Mahley, R.W. (1988) Apolipoprotein E: cholesterol transport protein with expanding role 
in cell biology. Science 240, 622-630.

Mahley, R.W. and Huang, Y. (1999) Apolipoprotein E: from atherosclerosis to 
Alzheimer's disease and beyond. Curr.Opin.Lipidol. 10, 207-217.

Mahley, R.W., Innerarity, T.L., Rail, S.C.J. and Weisgraber, K.H. (1984) Plasma
lipoproteins: apolipoprotein structure and function. J.Lipid Res. 25, 1277-1294.

Mahley, R.W., Nathan, B.P. and Pitas, RE. (1996) Apolipoprotein E. Structure, function, 
and possible roles in Alzheimer's disease. Ann.N.Y.Acad.Sci. 777:139-45., 139- 
145.

Mahley, R.W. and Rail, S.C.J. (1999) Is epsilon4 the ancestral human apoE allele? 
Neurobiol.Aging 20, 429-430.

Marion, D.W. and Carlier, P.M. (1994) Problems with initial Glasgow Coma Scale
assessment caused by prehospital treatment of patients with head injuries: results of 
a national survey. J.Trauma. 36,89-95.



207

Marion, D.W., Darby, J. and Yonas, H. (1991) Acute regional cerebral blood flow changes 
caused by severe head injuries. J.Neurosurg. 74, 407-414.

Marmarou, A., Fatouros, P.P., Barzo, P., Portella, G., Yoshihara, M., Tsuji, O., Yamamoto, 
T., Laine, F., Signoretti, S., Ward, J.D., Bullock, M.R. and Young, H.F. (2000) 
Contribution of edema and cerebral blood volume to traumatic brain swelling in 
head-injured patients. J.Neurosurg.2000.Aug.;93.(2.): 183.-93. 93, 183-193.

Marshall, L.F., Marshall, S.B., Klauber, M.R., Van Berkum, C.M., Eisenberg, H., Jane, 
J.A., Luerssen, T.G., Marmarou, A. and Foulkes, M.A. (1992) The diagnosis of 
head injury requires a classification based on computed axial tomography.
J.Neurotrauma. 9 Suppl l:S287-92., S287-S292

Marz, W., Schamagl, H., Kirca, M., Bohl, J., Gross, W. and Ohm, T.G. (1996)
Apolipoprotein E polymorphism is associated with both senile plaque load and 
Alzheimer-type neurofibrillary tangle formation. Ann.N.Y.Acad.Sci. I l l  i l l 6-80., 
276-280.

Masliah, E., Mallory, M., Ge, N., Alford, M., Veinbergs, I. and Roses, A.D. (1995) 
Neurodegeneration in the central nervous system of apoE-deficient mice.
Exp.Neurol. 136, 107-122.

Masliah, E., Mallory, M., Veinbergs, I., Miller, A. and Samuel, W. (1996) Alterations in 
apolipoprotein E expression during aging and neurodegeneration. Prog.Neurobiol. 
50, 493-503.

Masliah, E., Samuel, W., Veinbergs, I., Mallory, M., Mante, M. and Saitoh, T. (1997)
Neurodegeneration and cognitive impairment in apoE-deficient mice is ameliorated 
by infusion of recombinant apoE. Brain Res. 751, 307-314.

Massaro, A.R., Michetti, F., Laudisio, A. and Bergonzi, P. (1985) Myelin basic protein 
and S-100 antigen in cerebrospinal fluid of patients with multiple sclerosis in the 
acute phase. Ital.J.Neurol.Sci. 6, 53-56.

Matthews, R.T. and Beal, M.F. (1996) Increased 3-nitrotyrosine in brains of Apo E- 
deficient mice. Brain Res. 718,181-184.

Maxwell, W.L., Povlishock, J.T. and Graham, D.L. (1997) A mechanistic analysis of 
nondisruptive axonal injury: a review. J.Neurotrauma. 14, 419-440.

Mayeux, R., Ottman, R., Tang, M.X., Noboa-Bauza, L., Marder, K., Gurland, B. and Stem, 
Y. (1993a) Genetic susceptibility and head injury as risk factors for Alzheimer's 
disease among community-dwelling elderly persons and their first-degree relatives. 
Ann.Neurol. 33,494-501.

Mayeux, R., Stem, Y., Ottman, R., Tatemichi, T.K., Tang, M.X., Maestre, G., Ngai, C.,
Tycko, B. and Ginsberg, H. (1993b) The apolipoprotein epsilon 4 allele in patients 
with Alzheimer's disease. Ann.Neurol. 34, 752-754.

McCarron, M.O., Muir, K.W., Nicoll, J.A., Stewart, J., Currie, Y., Brown, K. and Bone, I. 
(2000) Prospective study of apolipoprotein E genotype and functional outcome 
following ischemic stroke. Arch.Neurol. 57, 1480-1484.

McCarron, M.O., Nicoll, J.A., Stewart, J., Ironside, J.W., Mann, D.M., Love, S., Graham, 
D.I. and Dewar, D. (1999) The apolipoprotein E epsilon2 allele and the



208

pathological features in cerebral amyloid angiopathy-related hemorrhage. 
J.Neuropathol.Exp.Neurol. 58, 711 -718.

McColl, B.W., Graham, D.I., Weir, C.J., White, F. and Horsburgh, K. (2003) Endocytic 
pathway alterations in human hippocampus after global ischemia and the influence 
of APOE genotype. Am.J.Pathol.2003.Jan.; 162.(1.):273.-81. 162, 273-281.

McCracken, E., Hunter, A.J., Patel, S., Graham, D.I. and Dewar, D. (1999) Calpain 
activation and cytoskeletal protein breakdown in the corpus callosum of head- 
injured patients. J.Neurotrauma. 16,749-761.

McIntosh, T.K., Saatman, K.E., Raghupathi, R., Graham, D.I., Smith, D.H., Lee, V.M. and 
Trojanowski, J.Q. (1998) The Dorothy Russell Memorial Lecture. The molecular 
and cellular sequelae of experimental traumatic brain injury: pathogenetic 
mechanisms. Neuropathol.Appl.Neurobiol. 24,251-267.

McKenzie, J.E., Gentleman, S.M., Roberts, G.W., Graham, D.I. and Royston, M.C. (1994) 
Increased numbers of beta APP-immunoreactive neurones in the entorhinal cortex 
after head injury. Neuroreport. 6, 161 -164.

McKenzie, K.J., McLellan, D.R., Gentleman, S.M., Maxwell, W.L., Gennarelli, T.A. and 
Graham, D.I. (1996) Is beta-APP a marker of axonal damage in short-surviving 
head injury? Acta Neuropathol.(Berl) 92,608-613.

McKhann, G., Drachman, D., Folstein, M., Katzman, R., Price, D. and Stadlan, E.M.
(1984) Clinical diagnosis of Alzheimer's disease: report of the NINCDS-ADRDA 
Work Group under the auspices of Department of Health and Human Services Task 
Force on Alzheimer's Disease. Neurology 34, 939-944.

McNamara, M.J., Gomez-Isla, T. and Hyman, B.T. (1998) Apolipoprotein E genotype and 
deposits of Abeta40 and Abeta42 in Alzheimer disease. Arch.Neurol. 55, 1001- 
1004.

Medical Research Council. Human tissue and biological samples for use in research. 
Interim Operational and Ethical guidelines issued by the Medical Research 
Council. 1999. (GENERIC)
Ref Type: Generic

Mehta, K.M., Ott, A., Kalmijn, S., Slooter, A.J., van, D.C., Hofman, A. and Breteler, M.M.
(1999) Head trauma and risk of dementia and Alzheimer's disease: The Rotterdam 
Study. Neurology 53, 1959-1962.

Mehta, P.D., Pirttila, T., Mehta, S.P., Sersen, E.A., Aisen, P.S. and Wisniewski, H.M.
(2000) Plasma and cerebrospinal fluid levels of amyloid beta proteins 1-40 and 1- 
42 in Alzheimer disease. Arch.Neurol.2000.Jan.;57.(1.):100.-5. 57, 100-105.

Mendez, M.F., Underwood, K.L., Zander, B.A., Mastri, A.R., Sung, J.H. and Frey, W.H. 
(1992) Risk factors in Alzheimer's disease: a clinicopathologic study. Neurology 
42, 770-775.

Merched, A., Blain, H., Visvikis, S., Herbeth, B., Jeandel, C. and Siest, G. (1997)
Cerebrospinal fluid apolipoprotein E level is increased in late-onset Alzheimer's 
disease. J.Neurol.Sci. 145, 33-39.



209

Metzger, R.E., LaDu, M.J., Pan, J.B., Getz, G.S., Frail, D.E. and Falduto, M.T. (1996) 
Neurons of the human frontal cortex display apolipoprotein E immunoreactivity: 
implications for Alzheimer’s disease. J.Neuropathol.Exp.Neurol. 55, 372-380.

Meyer-Luehmann, M., Stalder, M., Herzig, M.C., Kaeser, S.A., Kohler, E., Pfeifer, M., 
Boncristiano, S., Mathews, P.M., Mercken, M., Abramowski, D., Staufenbiel, M. 
and Jucker, M. (2003) Extracellular amyloid formation and associated pathology in 
neural grafts. Nat.Neurosci.2003.Feb.24.;. .,

Michetti, F., Massaro, A., Russo, G. and Rigon, G. (1980) The S-100 antigen in 
cerebrospinal fluid as a possible index of cell injury in the nervous system. 
J.Neurol.Sci. 44, 259-263.

Missler, U., Wiesmann, M., Friedrich, C. and Kaps, M. (1997) S-100 protein and neuron- 
specific enolase concentrations in blood as indicators of infarction volume and 
prognosis in acute ischemic stroke. Stroke 28,1956-1960.

Mokuno, K., Kato, K., Kawai, K., Matsuoka, Y., Yanagi, T. and Sobue, I. (1983) Neuron- 
specific enolase and S-100 protein levels in cerebrospinal fluid of patients with 
various neurological diseases. J.Neurol.Sci. 60,443-451.

Montine, K.S., Bassett, C.N., Ou, J.J., Markesbery, W.R., Swift, L.L. and Montine, T.J.
(1998) Apolipoprotein E allelic influence on human cerebrospinal fluid 
apolipoproteins. J.Lipid Res. 39,2443-2451.

Montine, T.J., Montine, K.S. and Swift, L.L. (1997) Central nervous system lipoproteins 
in Alzheimer's disease. Am.J.Pathol. 151,1571-1575.

Morganti-Kossmann, M.C., Rancan, M., Otto, V.I., Stahel, P.F. and Kossmann, T. (2001) 
Role of cerebral inflammation after traumatic brain injury: a revisited concept. 
Shock 2001. Sep.; 16.(3):165.-77. 16, 165-177.

Morganti-Kossmann, M.C., Rancan, M., Stahel, P.F. and Kossmann, T. (2002)
Inflammatory response in acute traumatic brain injury: a double-edged sword. 
Curr.Opin.Crit.Care 2002.Apr.;8.(2.): 101.-5. 8, 101-105.

Morris, K. (1993) Assessment and communication of conscious level: an audit of 
neurosurgical referrals. Injury. 24, 369-372.

Mortimer, J.A., French, L.R., Hutton, J.T. and Schuman, L.M. (1985) Head injury as a 
risk factor for Alzheimer's disease. Neurology 35, 264-267.

Mortimer, J.A., van, D.C., Chandra, V., Fratiglioni, L., Graves, A.B., Heyman, A., Jorm, 
A.F., Kokmen, E., Kondo, K. and Rocca, W.A. (1991) Head trauma as a risk factor 
for Alzheimer's disease: a collaborative re-analysis of case-control studies. 
EURODEM Risk Factors Research Group. Int.J.Epidemiol. 20 Suppl 2, S28-S35

Motter, R., Vigo-Pelfrey, C., Kholodenko, D., Barbour, R., Johnson-Wood, K., Galasko,
D., Chang, L., Miller, B., Clark, C. and Green, R. (1995) Reduction of beta- 
amyloid peptide42 in the cerebrospinal fluid of patients with Alzheimer's disease. 
Ann.Neurol. 38, 643-648.

Munson, G.W., Roher, A.E., Kuo, Y.M., Gilligan, S.M., Reardon, C.A., Getz, G.S. and 
LaDu, M.J. (2000) SDS-stable complex formation between native apolipoprotein 
E3 and beta-amyloid peptides. Biochemistry 2000.Dec.26.;39.(51.):16119.-24. 39, 
16119-16124.



210

Murray, G.D., Teasdale, G.M., Braakman, R., Cohadon, F., Dearden, M., Iannotti, F.,
Karimi, A., Lapierre, F., Maas, A., Ohman, J., Persson, L., Servadei, F., Stocchetti, 
N., Trojanowski, T. and Unterberg, A. (1999) The European Brain Injury 
Consortium survey of head injuries. Acta Neurochir.(Wien.) 141, 223-236.

Murray, L.S., Teasdale, G.M., Murray, G.D., Miller, D.J., Pickard, J.D. and Shaw, M.D.
(1999) Head injuries in four British neurosurgical centres. Br J.Neurosurg. 13, 
564-569.

Nagy, Z., Esiri, M.M., Jobst, K.A., Johnston, C., Litchfield, S., Sim, E. and Smith, A.D.
(1995) Influence of the apolipoprotein E genotype on amyloid deposition and 
neurofibrillary tangle formation in Alzheimer's disease. Neuroscience 69, 757- 
761.

Nakagawa, Y., Nakamura, M., McIntosh, T.K., Rodriguez, A., Berlin, J.A., Smith, D.H., 
Saatman, K.E., Raghupathi, R., Clemens, J., Saido, T.C., Schmidt, M.L., Lee, V.M. 
and Trojanowski, J.Q. (1999) Traumatic brain injury in young, amyloid-beta 
peptide overexpressing transgenic mice induces marked ipsilateral hippocampal 
atrophy and diminished Abeta deposition during aging. J. Comp.Neurol. 411, 390- 
398.

Nakagawa, Y., Reed, L., Nakamura, M., McIntosh, T.K., Smith, D.H., Saatman, K.E.,
Raghupathi, R., Clemens, J., Saido, T.C., Lee, V.M. and Trojanowski, J.Q. (2000) 
Brain trauma in aged transgenic mice induces regression of established abeta 
deposits. Exp.Neurol.2000.May.;163.(1.):244.-52. 163,244-252.

Napieralski, J.A., Raghupathi, R. and McIntosh, T.K. (1999) The tumor-suppressor gene, 
p53, is induced in injured brain regions following experimental traumatic brain 
injury. Brain Res.Mol.Brain Res. 71, 78-86.

Nathan, B.P., Bellosta, S., Sanan, D.A., Weisgraber, K.H., Mahley, R.W. and Pitas, R.E.
(1994) Differential effects of apolipoproteins E3 and E4 on neuronal growth in 
vitro. Science 264, 850-852.

Nathan, B.P., Chang, K.C., Bellosta, S., Brisch, E., Ge, N., Mahley, R.W. and Pitas, R.E.
(1995) The inhibitory effect of apolipoprotein E4 on neurite outgrowth is 
associated with microtubule depolymerization. J.Biol.Chem. 270, 19791-19799.

Nemetz, P.N., Leibson, C., Naessens, J.M., Beard, M., Kokmen, E., Annegers, J.F. and 
Kurland, L.T. (1999) Traumatic brain injury and time to onset of Alzheimer's 
disease: a population-based study. Am.J.Epidemiol. 149, 32-40.

Newman, M.F., Croughwell, N.D., Blumenthal, J.A., Lowry, E., White, W.D., Spillane,
W., Davis, R.D.J., Glower, D.D., Smith, L.R. and Mahanna, E.P. (1995) Predictors 
of cognitive decline after cardiac operation. Ann.Thorac.Surg. 59, 1326-1330.

Nicoll, J.A., Burnett, C., Love, S., Graham, D.I., Dewar, D., Ironside, J.W., Stewart, J. and 
Vinters, H.V. (1997) High frequency of apolipoprotein E epsilon 2 allele in 
hemorrhage due to cerebral amyloid angiopathy. Ann.Neurol. 41, 716-721.

Nicoll, J.A., Martin, L., Stewart, J., Murray, L.S., Love, S. and Kennedy, P.G. (2001) 
Involvement of apolipoprotein E in herpes simplex encephalitis.
Neuroreport.2001.Mar.26.;12.(4.):695.-8. 12, 695-698.



211

Nicoll, J.A., Roberts, G.W. and Graham, D.I. (1995) Apolipoprotein E epsilon 4 allele is 
associated with deposition of amyloid beta-protein following head injury.
Nat.Med. 1, 135-137.

Nicoll, J.A., Wilkinson, D., Holmes, C., Steart, P., Markham, H. and Weller, R.O. (2003) 
Neuropathology of human Alzheimer disease after immunization with amyloid-beta 
peptide: a case report. Nat.Med.2003.Mar. 17.;. .,

Niskakangas, T., Ohman, J., Niemela, M., Ilveskoski, E., Kunnas, T.A. and Karhunen, P.J.
(2001) Association of apolipoprotein e polymorphism with outcome after 
aneurysmal subarachnoid hemorrhage : a preliminary study. Stroke 32, 1181- 
1184.

Nitsch, R.M., Rebeck, G.W., Deng, M., Richardson, U.I., Tennis, M., Schenk, D.B., Vigo- 
Pelfrey, C., Lieberburg, I., Wurtman, R.J. and Hyman, B.T. (1995) Cerebrospinal 
fluid levels of amyloid beta-protein in Alzheimer's disease: inverse correlation with 
severity of dementia and effect of apolipoprotein E genotype. Ann.Neurol. 37, 
512-518.

None (1994) The Canadian Study of Health and Aging: risk factors for Alzheimer's 
disease in Canada. Neurology 44, 2073-2080.

Noppe, M., Crols, R., Andries, D. and Lowenthal, A. (1986) Determination in human
cerebrospinal fluid of glial fibrillary acidic protein, S-100 and myelin basic protein 
as indices of non-specific or specific central nervous tissue pathology. 
Clin.Chim.Acta 155, 143-150.

O'Meara, E.S., Kukull, W.A., Sheppard, L., Bowen, J.D., McCormick, W.C., Teri, L., 
Pfanschmidt, M., Thompson, J.D., Schellenberg, G.D. and Larson, E.B. (1997) 
Head injury and risk of Alzheimer's disease by apolipoprotein E genotype.
Am.J.Epidemiol. 146, 373-384.

Obrist, W.D., Langfitt, T.W., Jaggi, J.L., Cruz, J. and Gennarelli, T.A. (1984) Cerebral 
blood flow and metabolism in comatose patients with acute head injury. 
Relationship to intracranial hypertension. J.Neurosurg. 61,241-253.

Ohm, T.G., Kirca, M., Bohl, J., Schamagl, H., Gross, W. and Marz, W. (1995)
Apolipoprotein E polymorphism influences not only cerebral senile plaque load but 
also Alzheimer-type neurofibrillary tangle formation. Neuroscience 66, 583-587.

Okuizumi, K., Onodera, O., Tanaka, H., Kobayashi, H., Tsuji, S., Takahashi, H., Oyanagi, 
K., Seki, K., Tanaka, M. andNaruse, S. (1994) ApoE-epsilon 4 and early-onset 
Alzheimer's. Nat. Genet. 7, 10-11.

Otto, M., Stein, H., Szudra, A., Zerr, I., Bodemer, M., Gefeller, O., Poser, S., Kretzschmar,
H.A., Mader, M. and Weber, T. (1997) S-100 protein concentration in the 
cerebrospinal fluid of patients with Creutzfeldt-Jakob disease. J.Neurol. 244, 566- 
570.

Papassotiropoulos, A., Lutjohann, D., Bagli, M., Locatelli, S., Jessen, F., Rao, M.L., Maier, 
W., Bjorkhem, I., von, B.K. and Heun, R. (2000) Plasma 24S-hydroxycholesterol: 
a peripheral indicator of neuronal degeneration and potential state marker for 
Alzheimer's disease. Neuroreport.2000.Jun.26.;l 1.(9.): 1959.-62. 11, 1959-1962.



212

Paris, D., Town, T., Parker, T.A., Humphrey, J. and Mullan, M. (1998) Isoform-specific 
vasoconstriction induced by apolipoprotein E and modulation of this effect by 
Alzheimer's beta-amyloid peptide. Neurosci.Lett. 256, 73-76.

Payami, H., Montee, K.R., Kaye, J.A., Bird, T.D., Yu, C.E., Wijsman, E.M. and
Schellenberg, G.D. (1994) Alzheimer's disease, apolipoprotein E4, and gender. 
JAMA 111, 1316-1317.

Persson, L., Hardemark, H.G., Gustafsson, J., Rundstrom, G., Mendel-Hartvig, I., Esscher, 
T. and Pahlman, S. (1987) S-100 protein and neuron-specific enolase in 
cerebrospinal fluid and serum: markers of cell damage in human central nervous 
system. Stroke 18,911-918.

Pettigrew, L.E., Wilson, J.T. and Teasdale, G.M. (1998) Assessing disability after head 
injury: improved use of the Glasgow Outcome Scale. J.Neurosurg. 89, 939-943.

Petzold, A., Green, A.J., Keir, G., Fairley, S., Kitchen, N., Smith, M. and Thompson, E.J.
(2002) Role of serum S100B as an early predictor of high intracranial pressure and 
mortality in brain injury: A pilot study. Crit.Care Med.2002.Dec.;30.(12.):2705.~ 
10. 30,2705-2710.

Phillips, N.R., Havel, R.J. and Kane, J.P. (1983) Sex-related differences in the
concentrations of apolipoprotein E in human blood plasma and plasma lipoproteins. 
J.Lipid Res. 24, 1525-1531.

Pike, B.R., Zhao, X., Newcomb, J.K., Posmantur, R.M., Wang, K.K. and Hayes, R.L.
(1998) Regional calpain and caspase-3 proteolysis of alpha-spectrin after traumatic 
brain injury. Neuroreport. 9, 2437-2442.

Pillot, T., Goethals, M., Najib, J., Labeur, C., Lins, L., Chambaz, J., Brasseur, R.,
Vandekerckhove, J. and Rosseneu, M. (1999) Beta-amyloid peptide interacts 
specifically with the carboxy-terminal domain of human apolipoprotein E: 
relevance to Alzheimer's disease. J.Neurochem. 72, 230-237.

Pirttila, T., Haanpaa, M., Mehta, P.D. and Lehtimaki, T. (2000) Apolipoprotein E (APOE) 
phenotype and APOE concentrations in multiple sclerosis and acute herpes zoster. 
Acta Neurol.Scand.2000.Aug.; 102.(2.):94.-8. 102, 94-98.

Pitas, R.E., Boyles, J.K., Lee, S.H., Hui, D. and Weisgraber, K.H. (1987) Lipoproteins and 
their receptors in the central nervous system. Characterization of the lipoproteins in 
cerebrospinal fluid and identification of apolipoprotein B,E(LDL) receptors in the 
brain. J.Biol.Chem. 262, 14352-14360.

Poirier, J. (1994) Apolipoprotein E in animal models of CNS injury and in Alzheimer's 
disease. Trends.Neurosci. 17, 525-530.

Poirier, J., Davignon, J., Bouthillier, D., Kogan, S., Bertrand, P. and Gauthier, S. (1993) 
Apolipoprotein E polymorphism and Alzheimer's disease. Lancet 342, 697-699.

Poirier, J., Hess, M., May, P.C. and Finch, C.E. (1991) Astrocytic apolipoprotein E
mRNA and GFAP mRNA in hippocampus after entorhinal cortex lesioning. Brain 
Res.Mol.Brain Res. 11,97-106.

Polvikoski, T., Sulkava, R., Haltia, M., Kainulainen, K., Vuorio, A., Verkkoniemi, A.,
Niinisto, L., Halonen, P. and Kontula, K. (1995) Apolipoprotein E, dementia, and 
cortical deposition of beta-amyloid protein. N.Engl.J.Med. 333, 1242-1247.



213

Popko, B., Goodrum, J.F., Bouldin, T.W., Zhang, S.H. and Maeda, N. (1993) Nerve
regeneration occurs in the absence of apolipoprotein E in mice. J.Neurochem. 60, 
1155-1158.

Preston, S.D., Steart, P.V., Wilkinson, A., Nicoll, J.A. and Weller, R.O. (2003) Capillary 
and arterial cerebral amyloid angiopathy in Alzheimer's disease: defining the 
perivascular route for the elimination of amyloid beta from the human brain. 
Neuropathol.Appl.Neurobiol.2003.Apr.;29.(2.): 106.-17. 29, 106-117.

Pulsinelli, W.A., Levy, D.E. and Duffy, T.E. (1982) Regional cerebral blood flow and
glucose metabolism following transient forebrain ischemia. Ann.Neurol. 11, 499- 
502.

Raabe, A., Grolms, C. and Seifert, V. (1999a) Serum markers of brain damage and
outcome prediction in patients after severe head injury. Br. J.Neurosurg. 13, 56-59.

Raabe, A., Grolms, C., Sorge, O., Zimmermann, M. and Seifert, V. (1999b) Serum S- 
100B protein in severe head injury. Neurosurgery 45,477-483.

Raby, C.A., Morganti-Kossmann, M.C., Kossmann, T., Stahel, P.F., Watson, M.D., Evans, 
L.M., Mehta, P.D., Spiegel, K., Kuo, Y.M., Roher, A.E. and Emmerling, M.R. 
(1998) Traumatic brain injury increases beta-amyloid peptide 1-42 in cerebrospinal 
fluid. J.Neurochem. 71, 2505-2509.

Raghupathi, R., Fernandez, S.C., Murai, H., Trusko, S.P., Scott, R.W., Nishioka, W.K. and 
McIntosh, T.K. (1998) BCL-2 overexpression attenuates cortical cell loss after 
traumatic brain injury in transgenic mice. J.Cereb.Blood Flow Metab. 18, 1259- 
1269.

Rasmusson, D.X., Brandt, J., Martin, D.B. and Folstein, M.F. (1995) Head injury as a risk 
factor in Alzheimer's disease. Brain Inj. 9,213-219.

Rebeck, G.W., Alonzo, N.C., Berezovska, O., Harr, S.D., Knowles, R.B., Growdon, J.H., 
Hyman, B.T. and Mendez, A.J. (1998) Structure and functions of human 
cerebrospinal fluid lipoproteins from individuals of different APOE genotypes.
Exp.Neurol. 149, 175-182.

Rebeck, G.W., Peris, T.T., West, H.L., Sodhi, P., Lipsitz, L.A. and Hyman, B.T. (1994) 
Reduced apolipoprotein epsilon 4 allele frequency in the oldest old Alzheimer's 
patients and cognitively normal individuals. Neurology 44,1513-1516.

Rifai, N., Christenson, R.H., Gelman, B.B. and Silverman, L.M. (1987) Changes in 
cerebrospinal fluid IgG and apolipoprotein E indices in patients with multiple 
sclerosis during demyelination and remyelination. Clin.Chem. 33, 1155-1157.

Rink, A., Fung, K.M., Trojanowski, J.Q., Lee, V.M., Neugebauer, E. and McIntosh, T.K.
(1995) Evidence of apoptotic cell death after experimental traumatic brain injury in 
the rat. Am.J.Pathol. 147,1575-1583.

Roberts, G.W. (1988) Immunocytochemistry of neurofibrillary tangles in dementia 
pugilistica and Alzheimer's disease: evidence for common genesis. Lancet 2, 
1456-1458.

Roberts, G.W., Allsop, D. and Bruton, C. (1990) The occult aftermath of boxing. 
J.Neurol.Neurosurg.Psychiatry 53, 373-378.



214

Roberts, G.W., Gentleman, S.M., Lynch, A. and Graham, D.I. (1991) beta A4 amyloid 
protein deposition in brain after head trauma. Lancet 338, 1422-1423.

Roberts, G.W., Gentleman, S.M., Lynch, A., Murray, L., Landon, M. and Graham, D.I. 
(1994) Beta amyloid protein deposition in the brain after severe head injury: 
implications for the pathogenesis of Alzheimer's disease. 
J.Neurol.Neurosurg.Psychiatry 57, 419-425.

Rosen, H., Rosengren, L., Herlitz, J. and Blomstrand, C. (1998) Increased serum levels of 
the S-100 protein are associated with hypoxic brain damage after cardiac arrest. 
Stroke 29, 473-477.

Roses, A.D. and Saunders, A. (1995) Head injury, amyloid beta and Alzheimer's disease. 
Nat. Med. 1,603-604.

Ryan, D.H. (1994) A Scottish record linkage study of risk factors in medical history and 
dementia outcome in hospital patients. Dementia. 5, 339-347.

Ryder, R.E., Hayes, T.M., Mulligan, I.P., Kingswood, J.C., Williams, S. and Owens, D.R.
(1984) How soon after myocardial infarction should plasma lipid values be 
assessed? Br.Med.J.(Clin.Res.Ed.) 289, 1651-1653.

Sabo, T., Lomnitski, L., Nyska, A., Beni, S., Maronpot, R.R., Shohami, E., Roses, A.D. 
and Michaelson, D.M. (2000) Susceptibility of transgenic mice expressing human 
apolipoprotein E to closed head injury: the allele E3 is neuroprotective whereas E4 
increases fatalities. Neuroscience 2000.; 101.(4.):879.-84. 101, 879-884.

Salib, E. and Hillier, V. (1997) Head injury and the risk of Alzheimer's disease: a case 
control study. Int.J.Geriatr.Psychiatry 12,363-368.

Sanan, D.A., Weisgraber, K.H., Russell, S.J., Mahley, R.W., Huang, D., Saunders, A., 
Schmechel, D., Wisniewski, T., Frangione, B. and Roses, A.D. (1994) 
Apolipoprotein E associates with beta amyloid peptide of Alzheimer's disease to 
form novel monofibrils. Isoform apoE4 associates more efficiently than apoE3. 
J.Clin.Invest. 94, 860-869.

Saunders, A.M., Schmader, K., Breitner, J.C., Benson, M.D., Brown, W.T., Goldfarb, L., 
Goldgaber, D., Manwaring, M.G., Szymanski, M.H. and McCown, N. (1993a) 
Apolipoprotein E epsilon 4 allele distributions in late-onset Alzheimer's disease and 
in other amyloid-forming diseases. Lancet 342, 710-711.

Saunders, A.M., Strittmatter, W.J., Schmechel, D., George-Hyslop, P.H., Pericak-Vance, 
M.A., Joo, S.H., Rosi, B.L., Gusella, J.F., Crapper-MacLachlan, D.R. and Alberts, 
M.J. (1993b) Association of apolipoprotein E allele epsilon 4 with late-onset 
familial and sporadic Alzheimer's disease. Neurology 43, 1467-1472.

Schenk, D., Barbour, R., Dunn, W., Gordon, G., Grajeda, H., Guido, T., Hu, K., Huang, J., 
Johnson-Wood, K., Khan, K., Kholodenko, D., Lee, M., Liao, Z., Lieberburg, I., 
Motter, R., Mutter, L., Soriano, F., Shopp, G., Vasquez, N., Vandevert, C., Walker,
S., Wogulis, M., Yednock, T., Games, D. and Seubert, P. (1999) Immunization 
with amyloid-beta attenuates Alzheimer-disease-like pathology in the PDAPP 
mouse. Nature 400, 173-177.

Schenk, D.B., Seubert, P., Lieberburg, I. and Wallace, J. (2000) beta-peptide 
immunization: a possible new treatment for Alzheimer disease.

. Arch.Neurol.2000.Jul;57.(7.):934.-6. 57,934-936.



215

Schiefermeier, M., Kollegger, H., Madl, C., Schwarz, C., Holzer, M., Kofler, J. and Sterz, 
F. (2000) Apolipoprotein E polymorphism: survival and neurological outcome 
after cardiopulmonary resuscitation. Stroke 31,2068-2073.

Schiele, F., De, B.D., Vincent-Viry, M., Beisiegel, U., Ehnholm, C., Evans, A., Kafatos, 
A., Martins, M.C., Sans, S., Sass, C., Visvikis, S., De, B.G. and Siest, G. (2000a) 
Apolipoprotein E serum concentration and polymorphism in six European 
countries: the ApoEurope Project. Atherosclerosis 2000.0ct.;152.(2.):475.-88.
152, 475-488.

Schiele, F., Vincent-Viry, M., Herbeth, B., Visvikis, A. and Siest, G. (2000b) Effect of 
short- and long-term storage on human serum and recombinant apolipoprotein E 
concentration. Clin.Chem.Lab.Med.2000Jun.;38.(6.):525.-8. 38, 525-528.

Schievink, W.I. (1997) Genetics of intracranial aneurysms. Neurosurgery 40,651-662.

Schievink, W.I., Limburg, M., Oorthuys, J.W., Fleury, P. and Pope, F.M. (1990)
Cerebrovascular disease in Ehlers-Danlos syndrome type IV. Stroke 21, 626-632.

Schievink, W.I., Torres, V.E., Piepgras, D.G. and Wiebers, D.O. (1992) Saccular 
intracranial aneurysms in autosomal dominant polycystic kidney disease. 
J.Am.Soc.Nephrol. 3, 88-95.

Schlenck, A., Schiele, F., Barbier, A., Shuvaev, V.V., Visvikis, S. and Siest, G. (1999) 
Capillary electrophoretic analysis of recombinant human apolipoprotein E. 
Calibration mode of a protein reference material. J.Chromatogr A. 853, 237-241.

Schmechel, D.E., Saunders, A.M., Strittmatter, W.J., Crain, B.J., Hulette, C.M., Joo, S.H., 
Pericak-Vance, M.A., Goldgaber, D. and Roses, A.D. (1993) Increased amyloid 
beta-peptide deposition in cerebral cortex as a consequence of apolipoprotein E 
genotype in late-onset Alzheimer disease. Proc.Natl.Acad.Sci.U.S.A. 90, 9649- 
9653.

Schofield, P.W., Tang, M., Marder, K., Bell, K., Dooneief, G., Chun, M., Sano, M., Stem, 
Y. and Mayeux, R. (1997) Alzheimer's disease after remote head injury: an 
incidence study. J.Neurol.Neurosurg.Psychiatry 62,119-124.

Schroder, M.L., Muizelaar, J.P., Kuta, A.J. and Choi, S.C. (1996) Thresholds for cerebral 
ischemia after severe head injury: relationship with late CT findings and outcome. 
J.Neurotrauma. 13, 17-23.

Selinfreund, R.H., Barger, S.W., Pledger, W.J. and van, E.L. (1991) Neurotrophic protein 
S I00 beta stimulates glial cell proliferation. Proc.Natl.Acad.Sci.U.S.A. 88, 3554- 
3558.

Servadei, F., Murray, G.D., Penny, K., Teasdale, G.M., Dearden, M., Iannotti, F., Lapierre,
F., Maas, A.J., Karimi, A., Ohman, J., Persson, L., Stocchetti, N., Trojanowski, T. 
and Unterberg, A. (2000) The value of the "worst" computed tomographic scan in 
clinical studies of moderate and severe head injury. European Brain Injury 
Consortium. Neurosurgery 2000.Jan.;46.(l.):70.-5.; discussion. 75.-7. 46, 70-75.

Shalat, S.L., Seltzer, B., Pidcock, C. and Baker, E.L.J. (1987) Risk factors for Alzheimer's 
disease: a case-control study. Neurology 37, 1630-1633.

Sheng, H., Laskowitz, D.T., Bennett, E., Schmechel, D.E., Bart, R.D., Saunders, A.M.,
Pearlstein, R.D., Roses, A.D. and Warner, D.S. (1998) Apolipoprotein E isoform-



216

specific differences in outcome from focal ischemia in transgenic mice.
J. Cereb.Blood Flow Metab. 18, 361 -366.

Sheng, H., Laskowitz, D.T., Mackensen, G.B., Kudo, M., Pearlstein, R.D. and Warner,
D.S. (1999) Apolipoprotein E deficiency worsens outcome from global cerebral 
ischemia in the mouse. Stroke 30, 1118-1124.

Sherriff, F.E., Bridges, L.R., Gentleman, S.M., Sivaloganathan, S. and Wilson, S. (1994) 
Markers of axonal injury in post mortem human brain. Acta Neuropathol.(Berl)
88, 433-439.

Sherrington, R., Rogaev, E.L, Liang, Y., Rogaeva, E.A., Levesque, G., Ikeda, M., Chi, H., 
Lin, C., Li, G. and Holman, K. (1995) Cloning of a gene bearing missense 
mutations in early-onset familial Alzheimer's disease. Nature 375, 754-760.

Shoji, M., Matsubara, E., Kanai, M., Watanabe, M., Nakamura, T., Tomidokoro, Y.,
Shizuka, M., Wakabayashi, K., Igeta, Y., Ikeda, Y., Mizushima, K., Amari, M., 
Ishiguro, K., Kawarabayashi, T., Harigaya, Y., Okamoto, K. and Hirai, S. (1998) 
Combination assay of CSF tau, A beta 1-40 and A beta 1-42(43) as a biochemical 
marker of Alzheimer's disease. J.Neurol.Sci. 158,134-140.

Shore, V.G. and Shore, B. (1973) Heterogeneity of human plasma very low density
lipoproteins. Separation of species differing in protein components. Biochemistry 
12,

Simons, M., Keller, P., De, S.B., Beyreuther, K., Dotti, C.G. and Simons, K. (1998) 
Cholesterol depletion inhibits the generation of beta-amyloid in hippocampal 
neurons. Proc.Natl.Acad.Sci.U.S.A. 95,6460-6464.

Sindic, C.J., Chalon, M.P., Cambiaso, C.L., Laterre, E.C. and Masson, P.L. (1982)
Assessment of damage to the central nervous system by determination of S-100 
protein in the cerebrospinal fluid. J.Neurol.Neurosurg.Psychiatry 45, 1130-1135.

Sjogren, M., Davidsson, P., Tullberg, M., Minthon, L., Wallin, A., Wikkelso, C., Granerus, 
A.K., Vanderstichele, H., Vanmechelen, E. and Blennow, K. (2001) Both total and 
phosphorylated tau are increased in Alzheimer's disease. 
J.Neurol.Neurosurg.Psychiatry 2001.May.;70.(5.):624.-30. 70, 624-630.

Skoog, I., Hesse, C., Fredman, P., Andreasson, L.A., Palmertz, B. and Blennow, K. (1997) 
Apolipoprotein E in cerebrospinal fluid in 85-year-old subjects. Relation to 
dementia, apolipoprotein E polymorphism, cerebral atrophy, and white matter 
lesions. Arch.Neurol. 54, 267-272.

Smith, D.H., Chen, X.H., Nonaka, M., Trojanowski, J.Q., Lee, V.M., Saatman, K.E.,
Leoni, M.J., Xu, B.N., Wolf, J.A. and Meaney, D.F. (1999) Accumulation of 
amyloid beta and tau and the formation of neurofilament inclusions following 
diffuse brain injury in the pig. J.Neuropathol.Exp.Neurol. 58, 982-992.

Smith, D.H., Nakamura, M., McIntosh, T.K., Wang, J., Rodriguez, A., Chen, X.H., 
Raghupathi, R., Saatman, K.E., Clemens, J., Schmidt, M.L., Lee, V.M. and 
Trojanowski, J.Q. (1998) Brain trauma induces massive hippocampal neuron death 
linked to a surge in beta-amyloid levels in mice overexpressing mutant amyloid 
precursor protein. Am.J.Pathol. 153,1005-1010.

Smith, F.M., Raghupathi, R., MacKinnon, M.A., McIntosh, T.K., Saatman, K.E., Meaney,
D.F. and Graham, D.I. (2000) TUNEL-positive staining of surface contusions after



217

fatal head injury in man. Acta Neuropathol.(BerL) 2000.Nov.;100.(5.):537.-45.
100, 537-545.

Smith, K.M., Lawn, R.M. and Wilcox, J.N. (1990) Cellular localization of apolipoprotein 
D and lecithin:cholesterol acyltransferase mRNA in rhesus monkey tissues by in 
situ hybridization. J.Lipid Res. 31,995-1004.

Sobey, C.G. (2001) Cerebrovascular dysfunction after subarachnoid haemorrhage: novel 
mechanisms and directions for therapy.
Clin.Exp.Pharmacol.Physiol.2001.Nov.;28.(11.):926.-9. 28, 926-929.

Song, H., Saito, K., Seishima, M., Noma, A., Urakami, K. and Nakashima, K. (1997) 
Cerebrospinal fluid apo E and apo A-I concentrations in early- and late-onset 
Alzheimer's disease. Neurosci.Lett. 231, 175-178.

Sorci, G., Agneletti, A.L., Bianchi, R. and Donato, R. (1998) Association of S100B with 
intermediate filaments and microtubules in glial cells. Biochim.Biophys.Acta 
1448, 277-289.

St George-Hyslop, P., McLachlan, D.C., Tsuda, T., Rogaev, E., Karlinsky, H., Lippa, C.F., 
Pollen, D. and Tuda, T. (1994) Alzheimer's disease and possible gene interaction. 
Science 263, 537

St, C.D., Rennie, M., Slorach, E., Norrman, J., Yates, C. and Carothers, A. (1995)
Apolipoprotein E epsilon 4 allele is a risk factor for familial and sporadic presenile 
Alzheimer's disease in both homozygote and heterozygote carriers. J.Med.Genet. 
32, 642-644.

Starck, M., Bertrand, P., Pepin, S., Schiele, F., Siest, G. and Galteau, M.M. (2000) Effects 
of pro-inflammatory cytokines on apolipoprotein E secretion by a human 
astrocytoma cell line (CCF-STTG1). Cell Biochem.Funct.2000.Mar.; 18.(1.):9.~ 16. 
18, 9-16.

Stehbens, W.E. (1989) Etiology of intracranial berry aneurysms. J.Neurosurg. 70,823- 
831.

Stoll, G., Jander, S. and Schroeter, M. (2002) Detrimental and beneficial effects of injury- 
induced inflammation and cytokine expression in the nervous system. 
Adv.Exp.Med.Biol.2002.;513.:87.-113. 513:87-113., 87-113.

Stone, D.J., Rozovsky, I., Morgan, T.E., Anderson, C.P., Hajian, H. and Finch, C.E. (1997) 
Astrocytes and microglia respond to estrogen with increased apoE mRNA in vivo 
and in vitro. Exp.Neurol. 143,313-318.

Strittmatter, W.J., Saunders, A.M., Schmechel, D., Pericak-Vance, M., Enghild, J.,
Salvesen, G.S. and Roses, A.D. (1993) Apolipoprotein E: high-avidity binding to 
beta-amyloid and increased frequency of type 4 allele in late-onset familial 
Alzheimer disease. Proc.Natl.Acad.Sci.U.S.A. 90,1977-1981.

Sun, Y., Wu, S., Bu, G., Onifade, M.K., Patel, S.N., LaDu, M.J., Fagan, A.M. and
Holtzman, D.M. (1998) Glial fibrillary acidic protein-apolipoprotein E (apoE) 
transgenic mice: astrocyte-specific expression and differing biological effects of 
astrocyte-secreted apoE3 and apoE4 lipoproteins. J.Neurosci. 18, 3261-3272.

Symon, L. (1993) Recovery of brain function following ischemia. Acta 
Neurochir.Suppl.(Wien.) 57:102-9., 102-109.



218

Symon, L., Pasztor, E. and Branston, N.M. (1974) The distribution and density of reduced 
cerebral blood flow following acute middle cerebral artery occlusion: an 
experimental study by the technique of hydrogen clearance in baboons. Stroke 5, 
355-364.

Taggart, D.P., Mazel, J.W., Bhattacharya, K., Meston, N., Standing, S.J., Kay, J.D., Pillai, 
R., Johnssson, P. and Westaby, S. (1997) Comparison of serum S-100 beta levels 
during CABG and intracardiac operations. Ann.Thorac.Surg. 63, 492-496.

Takashi, M., Haimoto, H., Murase, T., Mitsuya, H. and Kato, K. (1988) An
immunochemical and immunohistochemical study of S I00 protein in renal cell 
carcinoma. Cancer 61, 889-895.

Talbot, C., Lendon, C., Craddock, N., Shears, S., Morris, J.C. and Goate, A. (1994)
Protection against Alzheimer's disease with apoE epsilon 2. Lancet 343, 1432- 
1433.

Tamaoka, A., Sawamura, N., Fukushima, T., Shoji, S., Matsubara, E., Shoji, M., Hirai, S., 
Furiya, Y., Endoh, R. and Mori, H. (1997) Amyloid beta protein 42(43) in 
cerebrospinal fluid of patients with Alzheimer's disease. J.Neurol.Sci. 148,41-45.

Tardiff, B.E., Newman, M.F., Saunders, A.M., Strittmatter, W.J., Blumenthal, J.A., White, 
W.D., Croughwell, N.D., Davis, R.D.J., Roses, A.D. and Reves, J.G. (1997) 
Preliminary report of a genetic basis for cognitive decline after cardiac operations. 
The Neurologic Outcome Research Group of the Duke Heart Center. 
Ann.Thorac.Surg. 64,715-720.

Teasdale, E., Cardoso, E., Galbraith, S. and Teasdale, G. (1984) CT scan in severe diffuse 
head injury: physiological and clinical correlations. J.Neurol.Neurosurg.Psychiatry 
47, 600-603.

Teasdale, G. and Jennett, B. (1974) Assessment of coma and impaired consciousness. A 
practical scale. Lancet 2, 81-84.

Teasdale, G. and Jennett, B. (1976) Assessment and prognosis of coma after head injury. 
Acta Neurochir.(Wien.) 34, 45-55.

Teasdale, G., Knill-Jones, R. and van, d.S. (1978) Observer variability in assessing
impaired consciousness and coma. J.Neurol.Neurosurg.Psychiatry 41, 603-610.

Teasdale, G.M. (1995) Head injury. J.Neurol.Neurosurg.Psychiatry 58,526-539.

Teasdale, G.M., Drake, C.G., Hunt, W., Kassell, N., Sano, K., Pertuiset, B. and De, V.J. 
(1988) A universal subarachnoid hemorrhage scale: report of a committee of the 
World Federation of Neurosurgical Societies. J.Neurol.Neurosurg.Psychiatry 51, 
1457

Teasdale, G.M. and Graham, D.I. (1998) Craniocerebral trauma: protection and retrieval 
of the neuronal population after injury. Neurosurgery 43, 723-737.

Teasdale, G.M., Maas, A., Iannotti, F., Ohman, J. and Unterberg, A. (1999) Challenges in 
translating the efficacy of neuroprotective agents in experimental models into 
knowledge of clinical benefits in head injured patients. Acta 
Neurochir.Suppl.fWien.) 73, 111-116.



219

Teasdale, G.M., Nicoll, J.A., Murray, G. and Fiddes, M. (1997) Association of
apolipoprotein E polymorphism with outcome after head injury. Lancet 350, 
1069-1071.

Teasdale, G.M., Pettigrew, L.E., Wilson, J.T., Murray, G. and Jennett, B. (1998)
Analyzing outcome of treatment of severe head injury: a review and update on 
advancing the use of the Glasgow Outcome Scale. J.Neurotrauma. 15, 587-597.

Teunissen, L.L., Rinkel, G.J., Algra, A. and van, G.J. (1996) Risk factors for subarachnoid 
hemorrhage: a systematic review. Stroke 27, 544-549.

Thompson, E.J. and Keir, G. (1990) Laboratory investigation of cerebrospinal fluid 
proteins. Ann.Clin.Biochem. 27,425-435.

Thornhill, S., Teasdale, G.M., Murray, G.D., McEwen, J., Roy, C.W. and Penny, K.I.
(2000) Disability in young people and adults one year after head injury: 
prospective cohort study. BMJ.2000.Jun.l7.;320.(7250.): 1631.-5. 320, 1631 - 
1635.

Tokuda, T., Calero, M., Matsubara, E., Vidal, R., Kumar, A., Permanne, B., Zlokovic, B., 
Smith, J.D., LaDu, M.J., Rostagno, A., Frangione, B. and Ghiso, J. (2000) 
Lipidation of apolipoprotein E influences its isoform-specific interaction with 
Alzheimer's amyloid beta peptides. Biochem.J.2000.Jun.l.;348.Pt.2.(43.):359.-65. 
348 Pt 2, 359-365.

van Gijn J. and Rinkel, G.J. (2001) Subarachnoid haemorrhage: diagnosis, causes and 
management. Brain 2001.Feb.; 124.(Pt.2.):249.-78. 124,249-278.

Van, B.C., Backhovens, H., Cruts, M., Martin, J.J., Crook, R., Houlden, H. and Hardy, J. 
(1994) APOE genotype does not modulate age of onset in families with 
chromosome 14 encoded Alzheimer's disease. Neurosci.Lett. 169, 179-180.

van, D.C., Tanja, T.A., Haaxma, R., Schulte, W., Saan, R.J., Lameris, A.J., Antonides- 
Hendriks, G. and Hofman, A. (1992) Head trauma and the risk of Alzheimer's 
disease. Am.J.Epidemiol. 135, 775-782.

Vandermeeren, M., Mercken, M., Vanmechelen, E., Six, J., van, d.V., Martin, J.J. and 
Cras, P. (1993) Detection of tau proteins in normal and Alzheimer's disease 
cerebrospinal fluid with a sensitive sandwich enzyme-linked immunosorbent assay. 
J.Neurochem. 61, 1828-1834.

Vauthey, C., de, F.G., van, M.G., Devuyst, G. and Bogousslavsky, J. (2000) Better 
outcome after stroke with higher serum cholesterol levels. Neurology 
2000.May.23.;54.(10.): 1944.-9. 54, 1944-1949.

Vigo-Pelfrey, C., Seubert, P., Barbour, R., Blomquist, C., Lee, M., Lee, D., Coria, F., 
Chang, L., Miller, B. and Lieberburg, I. (1995) Elevation of microtubule- 
associated protein tau in the cerebrospinal fluid of patients with Alzheimer's 
disease. Neurology 45, 788-793.

Vincent-Viry, M., Schiele, F., Gueguen, R., Bohnet, K., Visvikis, S. and Siest, G. (1998) 
Biological variations and genetic reference values for apolipoprotein E serum 
concentrations: results from the STANISLAS cohort study. Clin.Chem. 44, 957- 
965.



220

Waterloo, K., Ingebrigtsen, T. and Romner, B. (1997) Neuropsychological function in
patients with increased serum levels of protein S-100 after minor head injury. Acta 
Neurochir. (Wien.) 139, 26-31.

Weiner, H.L., Lemere, C.A., Maron, R., Spooner, E.T., Grenfell, T.J., Mori, C., Issazadeh,
S., Hancock, W.W. and Selkoe, D,J. (2000) Nasal administration of amyloid-beta 
peptide decreases cerebral amyloid burden in a mouse model of Alzheimer's 
disease. Ann.Neurol.2000.0ct.;48.(4.):567.-79. 48, 567-579.

Weisgraber, K.H. (1994) Apolipoprotein E: structure-function relationships. Adv.Protein 
Chem. 45,249-302.

Weller, R.O., Massey, A., Kuo, Y.M. and Roher, A.E. (2000) Cerebral amyloid
angiopathy: accumulation of A beta in interstitial fluid drainage pathways in 
Alzheimer's disease. Ann.N.Y.Acad.Sci.2000.Apr.;903.:l 10.-7. 903:110-7., 110- 
117.

Weller, R.O., Massey, A., Newman, T.A., Hutchings, M., Kuo, Y.M. and Roher, A.E.
(1998) Cerebral amyloid angiopathy: amyloid beta, accumulates in putative 
interstitial fluid drainage pathways in Alzheimer's disease. Am.J.Pathol. 153, 725- 
733.

Wenham, P.R., Price, W.H. and Blandell, G. (1991) Apolipoprotein E genotyping by one- 
stage PCR. Lancet 337,1158-1159.

West, H.L., Rebeck, G.W. and Hyman, B.T. (1994) Frequency of the apolipoprotein E 
epsilon 2 allele is diminished in sporadic Alzheimer disease. Neurosci.Lett. 175, 
46-48.

Westaby, S., Johnsson, P., Parry, A.J., Blomqvist, S., Solem, J.O., Ailing, C., Pillai, R., 
Taggart, D.P., Grebenik, C. and Stahl, E. (1996) Serum S100 protein: a potential 
marker for cerebral events during cardiopulmonary bypass. Ann.Thorac.Surg. 61, 
88-92.

Whitaker-Azmitia, P.M., Murphy, R. and Azmitia, E.C. (1990) Stimulation of astroglial 5- 
HT1A receptors releases the serotonergic growth factor, protein S-100, and alters 
astroglial morphology. Brain Res. 528,155-158.

White, F., Nicoll, J.A. and Horsburgh, K. (2001a) Alterations in ApoE and ApoJ in
relation to degeneration and regeneration in a mouse model of entorhinal cortex 
lesion. Exp.Neurol. 169,307-318.

White, F., Nicoll, J.A., Roses, A.D. and Horsburgh, K. (2001b) Impaired neuronal
plasticity in transgenic mice expressing human apolipoprotein E4 compared to E3 
in a model of entorhinal cortex lesion. Neurobiol.Dis. 8, 611-625.

Wiesmann, M., Missler, U., Hagenstrom, H. and Gottmann, D. (1997) S-100 protein
plasma levels after aneurysmal subarachnoid haemorrhage. Acta Neurochir. (Wien.) 
139, 1155-1160.

Williams, D.B., Annegers, J.F., Kokmen, E., O'Brien, P.C. and Kurland, L.T. (1991) Brain 
injury and neurologic sequelae: a cohort study of dementia, parkinsonism, and 
amyotrophic lateral sclerosis. Neurology 41,1554-1557.



221

Wilson, J.T., Pettigrew, L.E. and Teasdale, G.M. (1998) Structured interviews for the
Glasgow Outcome Scale and the extended Glasgow Outcome Scale: guidelines for 
their use. J.Neurotrauma. 15,573-585.

Wilson, J.T., Pettigrew, L.E. and Teasdale, G.M. (2000) Emotional and cognitive 
consequences of head injury in relation to the glasgow outcome scale. 
J.Neurol.Neurosurg.Psychiatry 2000.Aug.;69.(2.):204.-9. 69, 204-209.

Wisniewski, K., Jervis, G.A., Moretz, R.C. and Wisniewski, H.M. (1979) Alzheimer 
neurofibrillary tangles in diseases other than senile and presenile dementia. 
Ann.Neurol. 5, 288-294.

Wisniewski, T., Castano, E.M., Golabek, A., Vogel, T. and Frangione, B. (1994) 
Acceleration of Alzheimer's fibril formation by apolipoprotein E in vitro. 
Am.J.Pathol. 145, 1030-1035.

Wisniewski, T., Golabek, A., Matsubara, E., Ghiso, J. and Frangione, B. (1993) 
Apolipoprotein E: binding to soluble Alzheimer's beta-amyloid. 
Biochem.Biophys.Res.Commun. 192, 359-365.

Wolozin, B., Kellman, W., Ruosseau, P., Celesia, G.G. and Siegel, G. (2000) Decreased 
prevalence of Alzheimer disease associated with 3-hydroxy-3-methyglutaryl 
coenzyme A reductase inhibitors. Arch.Neurol. 57,1439-1443.

Yakovlev, A.G., Knoblach, S.M., Fan, L., Fox, G.B., Goodnight, R. and Faden, A.I. (1997) 
Activation of CPP32-like caspases contributes to neuronal apoptosis and 
neurological dysfunction after traumatic brain injury. J.Neurosci. 17, 7415-7424.

Zemlan, F.P., Jauch, E.C., Mulchahey, J.J., Gabbita, S.P., Rosenberg, W.S., Speciale, S.G. 
and Zuccarello, M. (2002) C-tau biomarker of neuronal damage in severe brain 
injured patients: association with elevated intracranial pressure and clinical 
outcome. Brain Res.2002.Aug.23.;947.(1.):131.-9. 947,131-139.

Zemlan, F.P., Rosenberg, W.S., Luebbe, P.A., Campbell, T.A., Dean, G.E., Weiner, N.E., 
Cohen, J.A., Rudick, R.A. and Woo, D. (1999) Quantification of axonal damage in 
traumatic brain injury: affinity purification and characterization of cerebrospinal 
fluid tau proteins. J.Neurochem. 72,741-750.

Zimmer, D.B., Cornwall, E.H., Landar, A. and Song, W. (1995) The S100 protein family: 
history, function, and expression. Brain Res.Bull. 37, 417-429.

Zimmer, D.B. and van, E.L. (1986) Identification of a molecular target for the calcium- 
modulated protein S I00. Fructose- 1,6-bisphosphate aldolase. J.Biol.Chem. 261, 
11424-11428.

Zlokovic, B.V. (1996) Cerebrovascular transport of Alzheimer's amyloid beta and 
apolipoproteins J and E: possible anti-amyloidogenic role of the blood-brain 
barrier. Life Sci. 59,1483-1497.

/ bel \
[ I M


