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Engraftment (CD45+) in peripheral blood

DMSO
3D

A
0

20

40

60

80

exp A
exp B
exp C
exp D

p=0.03432

*

CD34+CD38- cells in bone marrow

DMSO
3D

A
0

1

2

3

4

5 n.s.

p=0.5081

exp A
exp B
exp C
exp D

Cord blood derived human hematopoietic stem and progenitor (CD34+) cells treated at day 1, 4 and 7 with
10uM 3DA or DMSO (the solvent) transplanted into NSG mice at a dose of 1,5 milj cells/mouse. 
(A) Engraftment of human (CD45+) cells in peripheral blood is significantly higher in the 3DA treated group, 
(B) the percentage of CD34+CD38‐ cells among the human (CD45+) does not differ. 
Each shape represents an experiment derived from the same cord blood sample, each dot represents 2‐3 
transplanted mice. Different cord blood samples were used for the independent experiments. 
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In vitro treatment of cord blood derived CD34+ cells with 10uM 3DA for nine 
days leads a significantly higher percentage of CD34+CD38- cells
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