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Abstract: The quality control of mitochondria is critical for the survival of cells, and defects in the
pathways required for this quality control can lead to severe disease. A key quality control mechanism
in cells is mitophagy, which functions to remove damaged mitochondria under conditions of various
stresses. Defective mitophagy can lead to a number of diseases including neurodegeneration. It
has been proposed that an enhancement of mitophagy can improve cell survival, enhance neuronal
function in neurodegeneration and extend health and lifespans. In this review, we highlight the
role of deubiquitinating enzymes (DUBs) in the regulation of mitophagy. We summarise the current
knowledge on DUBs that regulate mitophagy as drug targets and provide a list of small molecule
inhibitors that are valuable tools for the further development of therapeutic strategies targeting the
mitophagy pathway in neurodegeneration.
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1. Introduction

Parkinson’s disease (PD) is one of the most common neurodegenerative diseases
worldwide and is characterised by the progressive loss of dopaminergic (DA) neurons
in the substantia nigra pars compacta [1,2]. The loss of the DA neurons leads to the clas-
sic PD motor symptoms which include tremor, bradykinesia, rigid muscles, involuntary
movement, postal instability as well as the development of PD dementia [2,3]. It is known
that DA neurons are more vulnerable compared to other types of neurons since they
depend on L-type Cav1.3 Ca2+ channels to maintain their autonomous pace-making activ-
ity [4] and also due to the high energetic demand that is required to maintain dopamine
metabolism [5–8]. In order to fulfil their energetic requirements, DA neurons depend
mostly on mitochondrial oxidative phosphorylation to produce ATP [9].

Mitochondria are very dynamic organelles that are responsible for a number of func-
tions in cells which include ATP generation, cell death regulation, Ca2+ homeostasis,
intracellular signaling as well as lipid and carbohydrate metabolism [10,11]. Mitochon-
dria can also be a source of cellular toxicity since they generate reactive oxygen species
(ROS) during oxidative phosphorylation, which indicates that their homeostasis should be
regulated properly [10]. In order to maintain healthy mitochondria, cells have developed
a stringent quality control system that works via highly well-orchestrated processes that
include the fission–fusion dynamics [12], mitophagy [13], mitochondrial unfolded protein
response [14] and mitochondrial-derived vesicles [15]. PD has been closely associated with
mitochondrial dysfunction and impairment in mitochondrial quality control since muta-
tions in genes that regulate the pathway lead to the development of familial PD [16–21].
Mitophagy, a specific form of selective macroautophagy, is a complex process that leads
to the recruitment of several proteins to the damaged mitochondria, targeting them for
lysosomal degradation via the autophagy pathway [11,21]. Several mitochondrial stress
signals such as depolarisation of the mitochondrial membrane, ROS, mtDNA damage or
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hypoxia can activate the pathway that flags the damaged mitochondria for degradation via
the autophagy pathway in a ubiquitin-dependent manner [11]. The phosphatase and tensin
homolog (PTEN)-induced kinase 1 (PINK1)/Parkin-dependent ubiquitylation pathway
is well studied in this context, and in the current review, we focus on how enzymes that
deubiquitylate mitochondria proteins can be used to enhance or upregulate the pathway.

2. Ubiquitylation and Deubiquitinating Enzymes (DUBs)

Ubiquitylation refers to a process where a small 8.6 kDa protein, ubiquitin (Ub),
modifies proteins post-translationally in cells by attaching to substrates [22,23]. The
ubiquitylation of proteins occurs through the sequential catalytic steps of three enzymes:
ubiquitin-activating enzymes (E1s), ubiquitin-conjugating enzymes (E2s) and ubiquitin-
ligases (E3s) [24,25]. Initially, Ub is activated by an E1 in an ATP-dependent manner
and is transferred to an E2 conjugating enzyme by forming a thioester bond [24,25]. In
the final step, an E3 ligase transfers Ub from the E2 to a substrate, resulting in a covalent
bond between the C-terminal glycine residue of Ub and a residue of the target protein
(Figure 1) [24,25]. The targeted proteins can be ubiquitinated by either a single Ub
(monoubiquitylation) or several single Ub molecules (polyubiquitylation) [26,27]. The
Ub molecules are connected to the substate by an N-terminal methionine residue (M1)
or with one of the seven lysine residues (K6, K11, K27, K29, K33, K48 and K63) [27–32].
The different sites of ubiquitylation can regulate a number of biological processes such
as membrane trafficking, DNA repair, endocytosis, activation of signaling proteins and
degradation of proteins [28–31]. M1- and K63-linked polyubiquitylation is associated
with non-degradation signaling such as signal transduction and DNA repair, whereas
K11-, K29- and K48- linked polyubiquitylation labels proteins for proteasomal degra-
dation [33–35]. Ubiquitylation plays an important role in the regulation of cellular
homeostasis and survival.
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Figure 1. Ubiquitylation pathway. Free ubiquitin (Ub) binds to substates via the sequential steps
of three enzymes: E1 (ubiquitin-activating enzyme), E2 (ubiquitin-conjugated enzyme) and E3
(ubiquitin-ligating enzyme). After the binding of Ub to different substrates, such as proteins or
organelles (e.g., mitochondria), they undergo degradation via the proteasomal or autophagy pathway,
depending on the type of the Ub modification. Ub can be removed by deubiquitinating enzymes
(DUBs) in the cells, which cleave the peptide bond between Ub and its substrates.
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DUBs are proteins that recognise and hydrolyse the bond linking Ub with substrate
protein or other Ub molecules (Figure 1) [36,37]. Approximately 100 DUBs have been
identified in the human genome, which are divided into two classes: metalloproteases
and cysteine proteases [38,39]. The majority of DUBs belong to the cysteine protease class,
which are further divided into six sub-classes: ubiquitin-specific proteases (USPs), ubiquitin
C-terminal hydrolases protease (UCHs), ovarian tumour proteases (OTUs), Machado-
Josephin domain proteases (MJDs), the zinc finger with the UFM1-specific peptidase
domain protein (ZUFSP/ZUP1) and the motif interacting with the Ub-containing novel
DUB family (MINDY) [23,38,39]. In contrast, the metalloproteases class only contains the
JAB1/MPN/MOV34 metallo-enzyme motif protease (JAMM) [23,38,39]. Several DUBs
have been linked with PD, since they are considered potential drug targets for regulating
the Parkin-dependent mitophagy pathway [8,26,37]. In the next sections, we focus on
the DUBs that can directly or indirectly interact with Parkin and summarise the known
compounds that can inhibit these enzymes.

3. PINK1/Parkin-Dependent Mitophagy

PINK1 is a serine/threonine protein kinase that contains a mitochondrial targeting
signal on its N-terminal domain [40]. Under normal conditions, PINK1 levels in cells are low
due to its rapid proteasomal degradation. PINK1 is imported into the mitochondria through
the outer mitochondrial membrane (OMM)-localised Translocase of the Outer Membrane
complex (TOM) and the inner mitochondrial membrane (IMM)-localised Translocase of the
Inner Membrane complex (TIM) [41] in a process that dependents on the mitochondrial
membrane potential (MMP) across the IMM. When the MMP is intact, PINK1 will be
cleaved by two proteases—mitochondrial processing peptidase (MPP) and presenilin-
associated rhomboid-like (PARL)—and then translocate into the cytosol for degradation via
the proteasome [41,42]. Upon the disruption of MMP due to physiological processes such
as aging or toxins (e.g., treatment with Carbonyl cyanide 3-chlorophenylhydrazone; CCCP),
PINK1 translocation is halted, and full-length PINK1 is retained on the OMM [41,42].
Once on the OMM, PINK1 forms homodimers, which leads to its autophosphorylation
and activation [41,42]. Once activated, PINK1 phosphorylates pre-existing ubiquitinated
proteins and free Ub at serine 65 (p-Ser65Ub) on the OMM, which then leads to the
activation and recruitment of Parkin to the depolarised mitochondria (Figure 2) [42].

Parkin is a RING-between-RING (RBR) family of E3 ubiquitin-ligase which forms
multiple types of Ub chains, the most common being the K63, K48, K11 and K6 link-
ages [43–45]. Parkin is composed of a ubiquitin-like (Ubl) domain at the N-terminus,
followed by four zinc-coordinated RING-like domains (RING0, RING1, in-between
RING fingers (IBR) and RING2) [46]. The RING domains bind E2 enzymes in order to
facilitate the transfer of Ub [47]. In normal conditions, Parkin is located in the cytosol
in a structurally auto-inhibitory form since the access to the catalytic RING2 domain
is blocked by RING0 and the E2 binding site on RING1 is occupied by the Ubl do-
main [48,49]. PINK1 phosphorylates Parkin at the Ubl domain at Ser65 which leads to
the loss of the auto-inhibitory confirmation and the opening of its conformation [50,51].
PINK1 mediated phosphorylated Ub also binds to the RING1 domain of Parkin, which
further facilitates the Parkin phosphorylation by PINK1 and induces a structural re-
arrangement and activation of Parkin [52]. Both p-Ser65Ub and phosphorylation of
the Ubl are required for the full activation of Parkin. The p-Ser65Ub also serves as a
receptor of Parkin recruitment into the mitochondria [53]. Activated Parkin attaches
more Ub in the OMM proteins, providing more substrates for PINK1 to phosphorylate
and amplifying, at the same time, the recruitment and activation of Parkin into the
mitochondria [54,55]. The amplification loop results in the coating of the damaged
mitochondria with p-Ser65Ub, leading to the recruitment of the autophagy proteins
(p62, LC3, NDP52, Optineurin) to the mitochondria, recruitment of the autophagy ma-
chinery and the formation of the autophagosome. The p-Ser65Ub chains on the OMM
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are resistant to the activity of some DUBs, leading to the upregulation of mitophagy
(Figure 2) [56–58].

Int. J. Mol. Sci. 2022, 22, x FOR PEER REVIEW 3 of 16 
 

 

DUBs are proteins that recognise and hydrolyse the bond linking Ub with substrate 
protein or other Ub molecules (Figure 1) [36,37]. Approximately 100 DUBs have been iden-
tified in the human genome, which are divided into two classes: metalloproteases and 
cysteine proteases [38,39]. The majority of DUBs belong to the cysteine protease class, 
which are further divided into six sub-classes: ubiquitin-specific proteases (USPs), ubiq-
uitin C-terminal hydrolases protease (UCHs), ovarian tumour proteases (OTUs), Ma-
chado-Josephin domain proteases (MJDs), the zinc finger with the UFM1-specific pepti-
dase domain protein (ZUFSP/ZUP1) and the motif interacting with the Ub-containing 
novel DUB family (MINDY) [23,38,39]. In contrast, the metalloproteases class only con-
tains the JAB1/MPN/MOV34 metallo-enzyme motif protease (JAMM) [23,38,39]. Several 
DUBs have been linked with PD, since they are considered potential drug targets for reg-
ulating the Parkin-dependent mitophagy pathway [8,26,37]. In the next sections, we focus 
on the DUBs that can directly or indirectly interact with Parkin and summarise the known 
compounds that can inhibit these enzymes. 

3. PINK1/Parkin-Dependent Mitophagy 
PINK1 is a serine/threonine protein kinase that contains a mitochondrial targeting 

signal on its N-terminal domain [40]. Under normal conditions, PINK1 levels in cells are 
low due to its rapid proteasomal degradation. PINK1 is imported into the mitochondria 
through the outer mitochondrial membrane (OMM)-localised Translocase of the Outer 
Membrane complex (TOM) and the inner mitochondrial membrane (IMM)-localised 
Translocase of the Inner Membrane complex (TIM) [41] in a process that dependents on 
the mitochondrial membrane potential (MMP) across the IMM. When the MMP is intact, 
PINK1 will be cleaved by two proteases—mitochondrial processing peptidase (MPP) and 
presenilin-associated rhomboid-like (PARL)—and then translocate into the cytosol for 
degradation via the proteasome [41,42]. Upon the disruption of MMP due to physiological 
processes such as aging or toxins (e.g., treatment with Carbonyl cyanide 3-chlorophenyl-
hydrazone; CCCP), PINK1 translocation is halted, and full-length PINK1 is retained on 
the OMM [41,42]. Once on the OMM, PINK1 forms homodimers, which leads to its auto-
phosphorylation and activation [41,42]. Once activated, PINK1 phosphorylates pre-exist-
ing ubiquitinated proteins and free Ub at serine 65 (p-Ser65Ub) on the OMM, which then 
leads to the activation and recruitment of Parkin to the depolarised mitochondria (Figure 
2) [42]. 

  
Figure 2. PINK1/Parkin-mediated mitophagy. In healthy mitochondria, the phosphatase and tensin 
homolog (PTEN)-induced kinase 1 (PINK1) is imported into the mitochondria via the Translocase 
of the Outer Membrane (TOM) and Translocase of the Inner Membrane (TIM) complexes. When the 
mitochondrial membrane potential is intact, PINK1 will be cleaved by two proteases (mitochondrial 

Figure 2. PINK1/Parkin-mediated mitophagy. In healthy mitochondria, the phosphatase and tensin
homolog (PTEN)-induced kinase 1 (PINK1) is imported into the mitochondria via the Translocase of
the Outer Membrane (TOM) and Translocase of the Inner Membrane (TIM) complexes. When the
mitochondrial membrane potential is intact, PINK1 will be cleaved by two proteases (mitochondrial
processing peptidase (MPP) and presenilin-associated rhomboid-like (PARL)) and translocate to the
cytosol for proteasomal degradation. On the other hand, in damaged mitochondria the membrane
potential is disrupted, which leads to the stabilisation and dimerisation of PINK1 in the OMM, which
results in the autophosphorylation and activation of PINK1. The activated PINK1 phosphorylates
pre-existing Ub substrates in the OMM, which results in the recruitment and phosphorylation of
Parkin to the OMM. Phosphorylated Parkin further ubiquitinates proteins in the OMM, which leads
to the coating of the OMM with Ub and the consequent recruitment of the autophagosome to the
damaged mitochondria. Several DUBs have been identified as key regulators of the pathway. These
enzymes can interact with Parkin either directly (USP8, USP13, USP33 and Ataxin 3) or indirectly
(USP30, USP15 and USP36) to regulate its activity.

Parkin mutations are considered risk factors for familial PD, and a number of these
mutations have been linked to mitophagy impairment [59]. For example, the R42P mutation
in Parkin blocks its recruitment to the mitochondria under stress conditions [59,60]. The
R275W mutation can lead to the translocation of Parkin to the depolarised mitochondria,
but it cannot induce perinuclear mitochondria aggregation [59,60]. On the other hand,
the A240R and T415N mutations in Parkin result in decreases of the levels of Ub in the
damaged mitochondria, which leads to the reduction of the recruitment of autophagy
receptors to the mitochondria, thus preventing their clearance [59,60].

4. Deubiquitinating Enzymes (DUBs) That Regulate Parkin Function

As mentioned above, Parkin plays a central role in the mitophagy pathway, and its
activation can further accelerate the removal of damaged mitochondria. Accelerating mi-
tophagy is considered a therapeutic target for PD and ageing [61,62]. Enhancing mitophagy
can be achieved by identifying compounds that either enhance the ubiquitylation of mi-
tochondria proteins or reduce their deubiquitylation by inhibiting specific DUBs. There
are two different ways in which DUBs can affect mitophagy: regulating Parkin stability
(direct Parkin interaction) or antagonising Parkin activity (indirect Parkin interaction). In
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the next section, we summarise our current knowledge on the DUBs that regulate Parkin
activity either directly or indirectly, and we report potential compounds that can inhibit
these DUBs.

4.1. DUBs Directly Regulating Parkin
4.1.1. Ubiquitin-Specific Peptidase 8 (USP8)

USP8 was originally known for its role in the endosomal trafficking, and it has only
recently been associated with mitochondrial quality control [63,64]. The link between
Parkin and USP8 has been identified by Duncan et al.; they performed siRNA screening
and measured the translocation of GFP-Parkin in U2O2 cells after inducing mitophagy
with CCCP [64]. USP8 hydrolyses the K6-linked Ub chain from Parkin, resulting in the
release of the auto-inhibitory state and the subsequent translocation to the depolarised
mitochondria, where it accelerates Parkin-dependent mitophagy [64]. Similar to Parkin,
USP8 is expressed throughout the brain, especially in the substantia nigra [65]. In a
Drosophila PD model, inhibition of USP8, either genetically or pharmacologically, has been
shown to improve mitochondrial function, climbing ability, lifespan and the loss of DA
neurons in flies (Figure 2 and Table 1) [66]. A highly selective and membrane-permeable
inhibitor for USP8 is DUBs-IN-2 (IC50 of 0.28 µM; Table 2), an analogue of 9-oxo-9H-indeno
[1,2-b]pyrazine-2,3-dicarbonitrile [66,67] (Table 2). The administration of DUBs-IN-2 in
PINK1 KO flies can rescue the climbing performance, prevent the loss of DA neurons and
restore dopamine levels [66].

Table 1. Deubiquitinating enzymes (DUBs) that regulate Parkin function.

DUB Parkin
Interaction

Linkage
Preference

Subcellular
Localisation Function Reference

USP8 Direct K6-linkage Cytosol
Removes Ub from Parkin in
order to release it from its

auto-inhibitory state.
[64,66]

USP13 Direct K63-linkage Cytosol
Nucleoplasm Parkin degradation [68–70]

USP33 Direct
K6, K11, K63

and
K48-linkage

OMM
Endoplasmic

reticulum

Removes Ub from Lys435,
leading to Parkin activation.

Removes K6-, K11-, K63-
and K48-linked Ub

conjugated by Parkin.

[71]

Ataxin 3 Direct K63-linkage Nuclei
Cytosol

Impairs the transfer of Ub
from the E2 enzyme to

Parkin.
[72–75]

USP15 Indirect K48- and
K63-linkage Cytosol

Attenuates the clearance of
dysfunctional mitochondria

but does not affect the
ubiquitylation status

of Parkin.

[76,77]

USP30 Indirect K6-linkage OMM

Removes K6-linked Ub
chains that have been

added by Parkin into the
OMM proteins.

[78–83]

USP36 Indirect K63-linkage Nucleolus
Negative regulator of

Parkin-mediated
mitophagy.

[84]

4.1.2. Ubiquitin-Specific Peptidase 13 (USP13)

USP13 is widely distributed in human tissue and is mainly localised in the cytosol
and the nucleoplasm in the cells, where it mediates the hydrolysis of ubiquitin from
K63-linked polyubiquitin chains [70,85]. A study from Lie et al. has shown that USP13
levels were significantly increased (>3.5-fold) in PD post-mortem brains compared to aged
matched healthy controls [69]. Upon the overexpression of USP13 in primary mesencephalic
C57BL/6 mouse neurons, USP13 reduced Parkin ubiquitylation and function, whereas its
knockdown increased Parkin activity and ubiquitylation of its substrates [69]. USP13 seems
to directly regulate Parkin degradation (Figure 2 and Table 1) [69].
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Table 2. IC50 of the inhibitors currently described in the literature for USP8, USP13 and USP30.

DUB Inhibitor Chemical Structure IC50 Reference
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Spautin-1 is a quinazolin compound that was first identified as an inhibitor of USP13
and USP10 by Liu et al. [68,92]. Spautin-1 is a highly selective inhibitor with an IC50 of
0.6–0.7 µM (Table 2). After treatment of cells with spautin-1, an enhancement in protea-
somal degradation of the Beclin1/VSP34 complex and a reduction in the intracellular
levels of phosphatidylinositol 3-phosphate (PI3P) was observed [68,92]. Both are consid-
ered important components for the formation of the autophagosome membrane [68,92].
Spautin-1 has very poor penetration to the brain, and it is not selective for USP13 [68,86].
In a recent study, six new small molecule derivates of spautin-1 were designed. All six
compounds were able to cross the blood–brain barrier and potently inhibit USP13 with
IC50 at the range of 0.11 to 2.13 nM (Table 2) [86]. The spautin-1 derivates were able to
increase the intracellular levels of ubiquitinated proteins (e.g., α-synuclein, which forms
aggregates in the PD brain) in SHSY5Y cells and in a mouse model as well as increase the
neuronal survival in a PD-relevant mouse model (Table 2) [86].

4.1.3. Ubiquitin-Specific Peptidase 33 (USP33)

USP33 has been identified recently via mass spectrometry and immunoprecipitation
to physically interact with Parkin [71]. It has been shown that USP33 is localised on the
OMM and functions as Parkin’s DUB through their physical interaction [71]. The depletion
of USP33 in cells treated with CCCP increased mitophagy by accelerating and enhancing
Parkin translocation and stability in the damaged mitochondria [71]. USP33 removes
K6, K11, K63 and K48-linked Ub conjugated by Parkin from proteins on the OMM [71].
Furthermore, USP33 deubiquitinates Parkin at Lys435, and mutations at that site resulted
in reduced K63-ubiquitylation by Parkin. The knockdown of USP33 in SHSY5Y cells
protected them from apoptotic cell death induced by the neurotoxin 1-methyl-4-phenyl-
1,2,3,6-tetrahydropyridine (MPTP) (Table 1 and Figure 2) [71].

4.1.4. Ataxin 3

Ataxin 3 has been reported to directly interact with Parkin and regulates its ubiq-
uitylation [72,73,75]. Ataxin 3 has a preference for K63-linked Ub chains and plays an
important role in DNA repair and endoplasmatic reticulum-associated degradation [72].
The catalytic activity of Ataxin 3 is regulated via its N-terminal Josephin domain, whereas
the C-terminal domain containing the Ub-interacting motif controls which interacts with
different substates including Parkin [72,75]. Mutations in Ataxin 3 have been associated
with Machado-Joseph disease where Parkin degradation was accelerated via the autophagy
pathway [73,75]. The presence of K27 and K29-linked Ub conjugates can protect Parkin
from autophagy-mediated degradation [73,75]. However, when Ataxin 3 was mutated,
it had a preference to remove K27- and K29-linked Ub conjugates, leading to increased
degradation of Parkin via autophagy. The overexpression of Ataxin 3, on the other hand,
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led to decreased degradation of Parkin [73,75]. The mechanism by which Ataxin 3 regulates
Parkin is not fully elucidated, but based on the current knowledge, Ataxin 3 does not
remove pre-existing Ub attached to Parkin but rather regulates newly formed Ub chains
in Parkin [74]. Ataxin 3 seems to act by binding to Ubc7 (an E2 enzyme) and reducing
the thioster levels of Ubc7-Ub in a Parkin-dependent manner [74]. Additionally, in the
presence of monoubiquitin, Ataxin 3 reduced the levels of Ubc7-Ub thioster conjugates,
which indicated that, in the presence of Ataxin 3, Ubc7 added monoubiquitin to Ataxin 3
rather than to Parkin [74]. This indicates that Ataxin 3 reduces Parkin ubiquitylation by
forming a complex with Ataxin 3, Parkin and Ubc7 (Figure 2 and Table 1) [74].

4.2. DUBs Indirectly Regulating Parkin
4.2.1. Ubiquitin-Specific Peptidase 15 (USP15)

USP15 is localised in the cytosol and is widely expressed in the brain and other
organs [76]. Studies have shown that USP15 regulates mitophagy by preventing Parkin-
dependent mitochondrial ubiquitylation [76]. The knockdown of USP15 in human fi-
broblasts from patients with PD carrying a compound heterozygote Parkin mutation was
able to rescue the mitophagy defect in the cells (decreased levels of HSP60 after CCCP
treatment) [76]. USP15 did not affect the Parkin ubiquitylation or its translocation into
the mitochondria, although it mainly removed Ub from mitofusin-2, a well-known OMM
substrate of Parkin [76,93]. Studies in Drosophila have shown that the knockdown of the
homologue gene of USP15 can rescue the mitochondrial dysfunction and climbing perfor-
mance in Parkin knockdown flies [76]. In a recent study, they expressed the mitoKeima
reporter in Drosophila and showed that the knockdown of USP15 can restore mitophagy
levels back to wild type in Parkin knockdown flies (Figure 2 and Table 1) [77]. It is worth
noting that USP15 hydrolyses K48 and K63-linked Ub chains; however, it cannot hydrolyse
p-Ser65Ub [94]. USP15 is considered an important therapeutic target for PD; however,
there are not any compounds that can inhibit its activity and have resulted in increased
mitophagy that have been reported so far.

4.2.2. Ubiquitin-Specific Peptidase 30 (USP30)

USP30 is a DUB localised on the OMM and is one of the most thoroughly studied
DUBs in relation to Parkin-mediated mitophagy pathway [78,79,95]. UPS30 was originally
identified in a study by Bingol et al., where they screened a DUB cDNA library by using a
mitochondrial degradation assay [78]. USP30 was one of the hits since it antagonised mito-
chondrial loss, based on TOM20 levels, in cells treated with CCCP [78]. The overexpression
of USP30 in cultured neurons resulted in blocking Parkin-mediated mitophagy, whereas
its knockdown led to increased mitochondrial degradation [78]. In Parkin- or PINK1-
deficient flies, the knockdown of USP30 rescued the defective mitophagy and improved
the mitochondrial integrity [78]. Furthermore, USP30 knockdown in DA neurons protected
flies against the mitochondrial toxin paraquat in vivo and increased the reduced levels of
dopamine and motor impairment in the flies [78]. Recent findings have shown that USP30
possibly acts as a gatekeeper of mitochondrial ubiquitylation by reducing Parkin activity
and preventing the unscheduled initiation of mitophagy [80,81]. A number of studies
have confirmed that the genetic silencing of USP30 in different cell lines (e.g., SHSY5Y)
can increase not only toxin-induced mitophagy but also basal mitophagy (Figure 2 and
Table 1) [78–83].

A USP30 knockout mouse model has been generated, and based on initial studies,
mice were viable and born in a Mendelian ratio with no gross histological phenotype [87].
The levels of the TOM subunits were reduced in the cortex of the USP30 knockout mice,
whereas the culture of hippocampal neurons derived from the USP30 knockout mice
showed a 50% increase in mitophagy, as determined by the mitoKeima assay [87]. The
oxygen consumption rate (OCR) and extracellular acidification rate (ECAR) were measured
in hepatocytes coming from USP30 knockout mice, and both were reduced compared to
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wild type mice [96]. It is worth noting that a similar reduction in OCR was also observed in
SHSY5Y cells upon USP30 knockdown [82].

USP30 preferably hydrolyses K6-linked Ub chains, whereas it has reduced preference
for p-Ser65Ub [94,97]. A number of compounds that can inhibit USP30 activity and re-
sult in increased mitophagy have been recently reported. A number of patents (Mission
Therapeutics: WO2016156816A1, WO2017009650A1, WO2017163078A1, WO2017103614A1,
WO2018060689A1, WO2018060691A1, WO2018060742A1 and WO2018065768A1; Mitobridge,
Inc.: O2018213150A1; Forma Therapeutics, In: WO2019071073A1 and WO2020072964A1)
describing USP30 inhibitors have been published, and these compounds mainly function by
forming a covalent or non-covalent bond with the cysteine in the active site of USP30. Phu et al.
used USP30i and treated HEK293 overexpressing Parkin where they measured increased
ubiquitylation of TOM20 in cells treated with BAM15 (IC50 of 2.45 µM; Table 2) [87]. USP30i
was further tested with mass spectrometry experiments; they treated wild type and USP30
knockout HEK293 cells in order to measure changes in the ubiquitinome (Table 2). In this
analysis, they identified that USP30i also inhibits other DUBs (Ataxin 3, DESI2, UBP4, UBP45
and UBP47), indicating that the compound has reduced selectivity [87]. USP30i contains a
cyano-amide group which forms an adduct with cysteine residue at the USP30 active site.

Three more inhibitors containing a similar cyano-amide group were characterised by
Tsefou et al. [82]. These compounds were tested in different in vitro and in vivo assays.
USP30Inh-1, 2 and 3 were able to potently inhibit the cleavage of Ub–Rho110 (ubiquitin–
rhodamine 110) in the presence of recombinant hUSP30 (IC50 15–30 nM; Table 2) [82].
All three inhibitors were screened against 40 known DUBs, where they presented good
selectivity at 1 µM, but at higher concentrations, all three had off-target effects on other
DUBs such as USP6, USP21 and USP45 [82]. USP30Inh-1 was further tested in different
cellular models, where they measured an increased mitoKeima signal after three days of
treatments on SHSY5Y cells and increased p-Ser65Ub on iPSC-derived DA neurons in
the presence of a mitochondrial toxin (e.g., CCCP) [82]. Furthermore, USP30Inh-1 was
able to restore p-Ser65Ub levels in human-derived fibroblasts containing the heterozygote
R275W mutation in Parkin [82]. It is worth noting that USP30Inh-1 also decreased MMP
in the SHSY5Y, mostly when used at higher concentrations [82]. Rusilowicz-Jones et al.
characterised FT385, another covalent inhibitor for USP30 which belongs to the cyano-
amide pyrrolidine family group [81]. FT385 was able to inhibit the cleavage of Ub–Rho110
with 1 nM IC50 and presented high selectivity when screened against other DUBs since it
only inhibited USP6 at 200 nM [81]. SHSY5Y cells were treated with 200 nM FT385, and
increased ubiquitylation of TOM20, mitolysosomal formation based on the mitoQC reporter
and increased levels of p-Ser65Ub after inducing mitophagy with antimycin/oligomycin
(A/O) were observed [81].

Only a few compounds that can bind non-covalently to USP30 active site have been
reported. MF-094 was identified by Kluge et al. via structure–activity relationship (SAR)
screening for analogues of the racemic phenylalanine derivatives (Table 2) [88]. MF-094
is a highly potent USP30 inhibitor (IC50 of 0.12 µM; Table 2), and it was able to increase
ubiquitylation levels in mitochondria isolated from C2C12 as well as enhance mitophagy in
C2C12 myotubes [88]. Another compound, ST-539, belonging to the same family as MF-094,
was tested in both cellular and animal models (Table 2) [89]. HeLa cells overexpressing
Parkin were treated with ST-539, which was able to increase TOM20 ubiquitylation and
mitoKeima signal without affecting the MMP [89]. Furthermore, the administration of ST-
539 into mice resulted in increased mitophagy, as determined by the mitoKeima reporter in
heart tissue but not in liver tissue [89]. Rusilowicz-Jones et al. benchmarked Compound 39,
a benzosulphonamide molecule which had increased selectivity against other DUBs at
high concentrations (1–100 µM; Table 2) [90]. Compound 39 was able to increase TOM20
ubiquitylation, p-Ser65Ub and mitophagy (mitQC reporter) in various cell lines [90]. The
treatment of iPSC-derived DA neurons carrying Parkin mutations with compound 39
was able to restore mitophagy to similar levels to the control cells [90]. Lastly, a recent
study focused on developing protocols to design and develop ligands for USP30 [91].
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They identified a compound, imidazole phenoxyacetic acids (3a–3h), with quite high
IC50 (5.12–8.43 µM; Table 2) compared to the above-mentioned small molecules, and they
were able to inhibit apoptosis in SHSY5Y cells treated with dynorphin A [91].

USP30 has attracted great interest in relation to PD as a drug target; however, the
current compounds that have been developed seem to have off-target effects and cause
mitochondria damage in some cases, and not all of them are fully characterised in relation
to their cellular/mitochondrial toxicity. In addition, some studies have shown that USP30
regulates numerous intracellular pathways which include the import of newly synthesised
proteins into the mitochondria [87,98], pexophagy [80,99], IKKβ–USP30–ACLY-regulated
lipogenesis/tumorigenesis [96] as well as AKT/mTOR signaling [100]. Future inhibitors
should be designed to target USP30 with greater specificity and avoid dysregulating other
USP30-dependent pathways.

4.2.3. Ubiquitin-Specific Peptidase 36 (USP36)

USP36 has been identified as a regulator of the Parkin-mediated mitophagy in high-
content image screening [84]. Translocation of Parkin to the mitochondria was measured in
HeLa cells overexpressing Parkin after siRNA-mediated knockout of DUBs [84]. USP36
knockdown was found to reduce Parkin translocation into the mitochondria after 2 h of
treatment with CCCP, decrease the levels of ubiquitylation of known Parkin substrates
(Mitofusin-1 and TOM20) and reduce the Parkin-dependent ubiquitylation of mitochondria
and the recruitment of the adaptor protein p62 [84]. USP36 is localised in the nucleolus, and
its localisation did not seem to be affected during mitophagy (Figure 2 and Table 1) [84].
It is now well established that USP36 is involved in selective autophagy since Geisler
et al. showed that, upon USP36 knockdown, Beclin-1 and ATG14L levels were reduced.
Therefore, it was suggested that USP36 affects the Parkin-dependent mitophagy via in-
hibiting the Beclin-1/ATG14L pathway [84,101]. USP36 also regulates rRNA transcription,
inhibiting cell growth, controlling c-Myc stability and maintaining nucleolar integrity via
nucleophosmin binding or the deubiquitylation of histone 2B K120-Ub (H2BK120-Ub) [84].
In the USP36 knockdown cells, the levels of H2BK120-Ub during mitophagy were reduced,
which could then affect the expression levels of various genes [84].

5. Conclusions and Future Perspectives

The accumulation of dysfunctional mitochondria is one of the PD hallmarks, and
their removal can be achieved by enhancing the PINK1/Parkin-mediated mitophagy.
Furthermore, it is now evident that enhancing mitophagy can provide a benefit to neuronal
survival in vivo in the context of ageing-related stresses in flies, providing further support
for mitophagy enhancement as a therapeutic strategy [62]. As discussed in this review,
DUBs play a critical role in regulating one of the key players of the pathway, Parkin, by
either directly interacting with Parkin or indirectly regulating its activity (e.g., removing
ubiquitin from Parkin substrates). USP8, USP13, USP33 and Ataxin 3 are able to regulate
Parkin activity or translocation to the mitochondria via a physical interaction, whereas
USP15, USP30 and USP36 seem to regulate its activity by removing Ub from its substrates
or other mechanisms. Developing inhibitors for these DUBs could be beneficial for the
treatment of PD. To date, USP30 has attracted a lot of interest, possibly since it is localised
in mitochondria, and several compounds that inhibit USP30 activity have been reported.
However, most of them seem to have off-target effects or impact cellular or mitochondrial
health. It should be noted that the manipulation of mitophagy with DUB inhibitors could
also potentially affect normal mitophagy processes. Therefore, the development of such
inhibitors should also include an evaluation of the effect of compounds on physiological
processes, basal mitophagy and mitochondrial health in general. Studies on USP30 have
revealed that USP30 is also involved in the regulation of a number of other intracellular
pathways and identifying compounds that only regulate mitophagy will be challenging.
A small number of compounds that inhibit USP8 and USP13 activity have been reported,
but they lack the specificity for the respective DUB. Increasing our understanding of how
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other DUBs such as USP33, USP36 or USP15 work, as well as developing more specific and
potent inhibitors, could further benefit the field and help to identify new drug candidates
for PD.
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Abbreviations

CCCP Carbonyl cyanide 3-chlorophenylhydrazone
DA Dopaminergic
DUBs Deubiquitinating enzymes
E1 Ubiquitin-activating enzymes
E2 Ubiquitin-conjugating enzymes
E3 Ubiquitin-ligases
IMM Inner mitochondrial membrane
JAMM JAB1/MPN/MOV34 metallo-enzyme motif protease
MINDY Motif interacting with Ub-containing novel DUB family
MJDs Machado-Josephin domain proteases
MMP Mitochondrial membrane potential
MPP Mitochondrial processing peptidase
MPTP 1-methyl-4-phenyl-1,2,3,6-tetrahydropyridine
OMM Outer mitochondrial membrane
OTUs Ovarian tumour proteases
PARL Presenilin-associated rhomboid-like
PD Parkinson’s disease
PINK1 Phosphatase and tensin homolog (PTEN)-induced kinase 1
RBR RING-between-RING
ROS Reactive oxygen species
TIM Translocase of the Inner Membrane complex
TOM Outer Membrane complex
Ub Ubiquitin
Ubl Ubiquitin-like
UCHs Ubiquitin C-terminal hydrolases protease
USPs Ubiquitin-specific proteases
ZUFSP/ZUP1 Zing finger with the UFM1-specific peptidase domain protein

References
1. Yang, W.; Hamilton, J.L.; Kopil, C.; Beck, J.C.; Tanner, C.M.; Albin, R.L.; Ray Dorsey, E.; Dahodwala, N.; Cintina, I.; Hogan, P.; et al.

Current and projected future economic burden of Parkinson’s disease in the U.S. NPJ Park. Dis. 2020, 6, 15. [CrossRef] [PubMed]
2. Balestrino, R.; Schapira, A.H.V. Parkinson disease. Eur. J. Neurol. 2020, 27, 27–42. [CrossRef] [PubMed]
3. Kalia, L.V.; Lang, A.E. Parkinson’s disease. Lancet 2015, 386, 896–912. [CrossRef]
4. Chan, C.S.; Guzman, J.N.; Ilijic, E.; Mercer, J.N.; Rick, C.; Tkatch, T.; Meredith, G.E.; Surmeier, D.J. Rejuvenation’ protects neurons

in mouse models of Parkinson’s disease. Nature 2007, 447, 1081–1086. [CrossRef] [PubMed]
5. Michel, P.P.; Hefti, F. Toxicity of 6-hydroxydopamine and dopamine for dopaminergic neurons in culture. J. Neurosci. Res. 1990,

26, 428–435. [CrossRef]

http://doi.org/10.1038/s41531-020-0117-1
http://www.ncbi.nlm.nih.gov/pubmed/32665974
http://doi.org/10.1111/ene.14108
http://www.ncbi.nlm.nih.gov/pubmed/31631455
http://doi.org/10.1016/S0140-6736(14)61393-3
http://doi.org/10.1038/nature05865
http://www.ncbi.nlm.nih.gov/pubmed/17558391
http://doi.org/10.1002/jnr.490260405


Int. J. Mol. Sci. 2022, 23, 12105 13 of 16

6. Zecca, L.; Zucca, F.A.; Wilms, H.; Sulzer, D. Neuromelanin of the substantia nigra: A neuronal black hole with protective and
toxic characteristics. Trends Neurosci. 2003, 26, 578–580. [CrossRef]

7. Greenamyre, J.T.; Hastings, T.G. Parkinson’s—Divergent Causes, Convergent Mechanisms. Science 2004, 304, 1120–1122. [CrossRef]
8. Chakraborty, J.; Ziviani, E. Deubiquitinating Enzymes in Parkinson’s Disease. Front. Physiol. 2020, 11, 535. [CrossRef]
9. Nunnari, J.; Suomalainen, A. Mitochondria: In Sickness and in Health. Cell 2012, 148, 1145–1159. [CrossRef]
10. Friedman, J.R.; Nunnari, J. Mitochondrial form and function. Nature 2014, 505, 335–343. [CrossRef]
11. Jetto, C.T.; Nambiar, A.; Manjithaya, R. Mitophagy and Neurodegeneration: Between the Knowns and the Unknowns. Front. Cell

Dev. Biol. 2022, 10, 837337. [CrossRef] [PubMed]
12. Shah, M.; Chacko, L.A.; Joseph, J.P.; Ananthanarayanan, V. Mitochondrial dynamics, positioning and function mediated by

cytoskeletal interactions. Cell. Mol. Life Sci. 2021, 78, 3969–3986. [CrossRef] [PubMed]
13. Onishi, M.; Yamano, K.; Sato, M.; Matsuda, N.; Okamoto, K. Molecular mechanisms and physiological functions of mitophagy.

EMBO J. 2021, 40, e104705. [CrossRef] [PubMed]
14. Shpilka, T.; Haynes, C.M. The mitochondrial UPR: Mechanisms, physiological functions and implications in ageing. Nat. Rev.

Mol. Cell Biol. 2018, 19, 109–120. [CrossRef] [PubMed]
15. Sugiura, A.; McLelland, G.-L.; Fon, E.A.; McBride, H.M. A new pathway for mitochondrial quality control: Mitochondrial-derived

vesicles. EMBO J. 2014, 33, 2142–2156. [CrossRef]
16. Narendra, D.; Tanaka, A.; Suen, D.-F.; Youle, R.J. Parkin is recruited selectively to impaired mitochondria and promotes their

autophagy. J. Cell Biol. 2008, 183, 795–803. [CrossRef] [PubMed]
17. Geisler, S.; Holmström, K.M.; Skujat, D.; Fiesel, F.C.; Rothfuss, O.C.; Kahle, P.J.; Springer, W. PINK1/Parkin-mediated mitophagy

is dependent on VDAC1 and p62/SQSTM1. Nat. Cell Biol. 2010, 12, 119–131. [CrossRef] [PubMed]
18. Vives-Bauza, C.; Zhou, C.; Huang, Y.; Cui, M.; de Vries, R.L.A.; Kim, J.; May, J.; Tocilescu, M.A.; Liu, W.; Ko, H.S.; et al.

PINK1-dependent recruitment of Parkin to mitochondria in mitophagy. Proc. Natl. Acad. Sci. USA 2010, 107, 378–383.
[CrossRef] [PubMed]

19. Bayne, A.N.; Trempe, J.-F. Mechanisms of PINK1, ubiquitin and Parkin interactions in mitochondrial quality control and beyond.
Cell. Mol. Life Sci. 2019, 76, 4589–4611. [CrossRef]

20. Biswas, S.; Roy, R.; Biswas, R.; Bagchi, A. Structural analysis of the effects of mutations in Ubl domain of Parkin leading to
Parkinson’s disease. Gene 2020, 726, 144186. [CrossRef] [PubMed]

21. Clark, E.H.; Vázquez de la Torre, A.; Hoshikawa, T.; Briston, T. Targeting mitophagy in Parkinson’s disease. J. Biol. Chem. 2021,
296, 100209. [CrossRef]

22. Kleiger, G.; Mayor, T. Perilous journey: A tour of the ubiquitin—Proteasome system. Trends Cell Biol. 2014, 24, 352–359.
[CrossRef] [PubMed]

23. Bello, A.I.; Goswami, R.; Brown, S.L.; Costanzo, K.; Shores, T.; Allan, S.; Odah, R.; Mohan, R.D. Deubiquitinases in Neurodegener-
ation. Cells 2022, 11, 556. [CrossRef] [PubMed]

24. Pickart, C.M.; Eddins, M.J. Ubiquitin: Structures, functions, mechanisms. Biochim. Biophys. Acta BBA Mol. Cell Res. 2004, 1695,
55–72. [CrossRef]

25. Pirone, L.; Xolalpa, W.; Sigurðsson, J.O.; Ramirez, J.; Pérez, C.; González, M.; de Sabando, A.R.; Elortza, F.; Rodriguez, M.S.;
Mayor, U.; et al. A comprehensive platform for the analysis of ubiquitin-like protein modifications using in vivo biotinylation.
Sci. Rep. 2017, 7, 40756. [CrossRef]

26. Liu, B.; Ruan, J.; Chen, M.; Li, Z.; Manjengwa, G.; Schlüter, D.; Song, W.; Wang, X. Deubiquitinating enzymes (DUBs): Decipher
underlying basis of neurodegenerative diseases. Mol. Psychiatry 2022, 27, 259–268. [CrossRef]

27. Komander, D.; Rape, M. The Ubiquitin Code. Annu. Rev. Biochem. 2012, 81, 203–229. [CrossRef] [PubMed]
28. Morris, J.R.; Solomon, E. BRCA1: BARD1 induces the formation of conjugated ubiquitin structures, dependent on K6 of ubiquitin,

in cells during DNA replication and repair. Hum. Mol. Genet. 2004, 13, 807–817. [CrossRef]
29. Locke, M.; Toth, J.I.; Petroski, M.D. Lys11- and Lys48-linked ubiquitin chains interact with p97 during endoplasmic-reticulum-

associated degradation. Biochem. J. 2014, 459, 205–216. [CrossRef]
30. Nucifora, F.C.; Nucifora, L.G.; Ng, C.-H.; Arbez, N.; Guo, Y.; Roby, E.; Shani, V.; Engelender, S.; Wei, D.; Wang, X.-F.; et al.

Ubiqutination via K27 and K29 chains signals aggregation and neuronal protection of LRRK2 by WSB1. Nat. Commun. 2016, 7,
11792. [CrossRef]

31. Kaiho-Soma, A.; Akizuki, Y.; Igarashi, K.; Endo, A.; Shoda, T.; Kawase, Y.; Demizu, Y.; Naito, M.; Saeki, Y.; Tanaka, K.; et al. TRIP12
promotes small-molecule-induced degradation through K29/K48-branched ubiquitin chains. Mol. Cell 2021, 81, 1411–1424.e7.
[CrossRef] [PubMed]

32. Kirisako, T.; Kamei, K.; Murata, S.; Kato, M.; Fukumoto, H.; Kanie, M.; Sano, S.; Tokunaga, F.; Tanaka, K.; Iwai, K. A ubiquitin
ligase complex assembles linear polyubiquitin chains. EMBO J. 2006, 25, 4877–4887. [CrossRef] [PubMed]

33. Braten, O.; Livneh, I.; Ziv, T.; Admon, A.; Kehat, I.; Caspi, L.H.; Gonen, H.; Bercovich, B.; Godzik, A.; Jahandideh, S.; et al.
Numerous proteins with unique characteristics are degraded by the 26S proteasome following monoubiquitination. Proc. Natl.
Acad. Sci. USA 2016, 113, E4639–E4647. [CrossRef] [PubMed]

34. Manohar, S.; Jacob, S.; Wang, J.; Wiechecki, K.A.; Koh, H.W.L.; Simões, V.; Choi, H.; Vogel, C.; Silva, G.M. Polyubiquitin
Chains Linked by Lysine Residue 48 (K48) Selectively Target Oxidized Proteins In Vivo. Antioxid. Redox Signal. 2019, 31,
1133–1149. [CrossRef]

http://doi.org/10.1016/j.tins.2003.08.009
http://doi.org/10.1126/science.1098966
http://doi.org/10.3389/fphys.2020.00535
http://doi.org/10.1016/j.cell.2012.02.035
http://doi.org/10.1038/nature12985
http://doi.org/10.3389/fcell.2022.837337
http://www.ncbi.nlm.nih.gov/pubmed/35392168
http://doi.org/10.1007/s00018-021-03762-5
http://www.ncbi.nlm.nih.gov/pubmed/33576841
http://doi.org/10.15252/embj.2020104705
http://www.ncbi.nlm.nih.gov/pubmed/33438778
http://doi.org/10.1038/nrm.2017.110
http://www.ncbi.nlm.nih.gov/pubmed/29165426
http://doi.org/10.15252/embj.201488104
http://doi.org/10.1083/jcb.200809125
http://www.ncbi.nlm.nih.gov/pubmed/19029340
http://doi.org/10.1038/ncb2012
http://www.ncbi.nlm.nih.gov/pubmed/20098416
http://doi.org/10.1073/pnas.0911187107
http://www.ncbi.nlm.nih.gov/pubmed/19966284
http://doi.org/10.1007/s00018-019-03203-4
http://doi.org/10.1016/j.gene.2019.144186
http://www.ncbi.nlm.nih.gov/pubmed/31647998
http://doi.org/10.1074/jbc.REV120.014294
http://doi.org/10.1016/j.tcb.2013.12.003
http://www.ncbi.nlm.nih.gov/pubmed/24457024
http://doi.org/10.3390/cells11030556
http://www.ncbi.nlm.nih.gov/pubmed/35159365
http://doi.org/10.1016/j.bbamcr.2004.09.019
http://doi.org/10.1038/srep40756
http://doi.org/10.1038/s41380-021-01233-8
http://doi.org/10.1146/annurev-biochem-060310-170328
http://www.ncbi.nlm.nih.gov/pubmed/22524316
http://doi.org/10.1093/hmg/ddh095
http://doi.org/10.1042/BJ20120662
http://doi.org/10.1038/ncomms11792
http://doi.org/10.1016/j.molcel.2021.01.023
http://www.ncbi.nlm.nih.gov/pubmed/33567268
http://doi.org/10.1038/sj.emboj.7601360
http://www.ncbi.nlm.nih.gov/pubmed/17006537
http://doi.org/10.1073/pnas.1608644113
http://www.ncbi.nlm.nih.gov/pubmed/27385826
http://doi.org/10.1089/ars.2019.7826


Int. J. Mol. Sci. 2022, 23, 12105 14 of 16

35. Ohtake, F.; Tsuchiya, H.; Saeki, Y.; Tanaka, K. K63 ubiquitylation triggers proteasomal degradation by seeding branched ubiquitin
chains. Proc. Natl. Acad. Sci. USA 2018, 115, E1401–E1408. [CrossRef] [PubMed]

36. Lim, K.-H.; Ramakrishna, S.; Baek, K.-H. Molecular mechanisms and functions of cytokine-inducible deubiquitinating enzymes.
Cytokine Growth Factor Rev. 2013, 24, 427–431. [CrossRef]

37. Do, H.-A.; Baek, K.-H. Cellular functions regulated by deubiquitinating enzymes in neurodegenerative diseases. Ageing Res. Rev.
2021, 69, 101367. [CrossRef] [PubMed]

38. Mevissen, T.E.T.; Komander, D. Mechanisms of Deubiquitinase Specificity and Regulation. Annu. Rev. Biochem. 2017, 86, 159–192.
[CrossRef] [PubMed]

39. Clague, M.J.; Urbé, S.; Komander, D. Breaking the chains: Deubiquitylating enzyme specificity begets function. Nat. Rev. Mol. Cell
Biol. 2019, 20, 338–352. [CrossRef] [PubMed]

40. Kumar, A.; Tamjar, J.; Waddell, A.D.; Woodroof, H.I.; Raimi, O.G.; Shaw, A.M.; Peggie, M.; Muqit, M.M.K.; van Aalten, D.M.F.
Structure of PINK1 and mechanisms of Parkinson’s disease-associated mutations. eLife 2017, 6, e29985. [CrossRef] [PubMed]

41. Sekine, S.; Youle, R.J. PINK1 import regulation; a fine system to convey mitochondrial stress to the cytosol. BMC Biol. 2018, 16, 2.
[CrossRef] [PubMed]

42. Greene, A.W.; Grenier, K.; Aguileta, M.A.; Muise, S.; Farazifard, R.; Haque, M.E.; McBride, H.M.; Park, D.S.; Fon, E.A.
Mitochondrial processing peptidase regulates PINK1 processing, import and Parkin recruitment. EMBO Rep. 2012, 13,
378–385. [CrossRef]

43. Lazarou, M.; Narendra, D.P.; Jin, S.M.; Tekle, E.; Banerjee, S.; Youle, R.J. PINK1 drives Parkin self-association and HECT-like E3
activity upstream of mitochondrial binding. J. Cell Biol. 2013, 200, 163–172. [CrossRef]

44. Wenzel, D.M.; Lissounov, A.; Brzovic, P.S.; Klevit, R.E. UBCH7 reactivity profile reveals parkin and HHARI to be RING/HECT
hybrids. Nature 2011, 474, 105–108. [CrossRef]

45. Ordureau, A.; Sarraf, S.A.; Duda, D.M.; Heo, J.-M.; Jedrychowski, M.P.; Sviderskiy, V.O.; Olszewski, J.L.; Koerber, J.T.; Xie, T.;
Beausoleil, S.A.; et al. Quantitative Proteomics Reveal a Feedforward Mechanism for Mitochondrial PARKIN Translocation and
Ubiquitin Chain Synthesis. Mol. Cell 2014, 56, 360–375. [CrossRef] [PubMed]

46. Koyano, F.; Okatsu, K.; Kosako, H.; Tamura, Y.; Go, E.; Kimura, M.; Kimura, Y.; Tsuchiya, H.; Yoshihara, H.; Hirokawa, T.; et al.
Ubiquitin is phosphorylated by PINK1 to activate parkin. Nature 2014, 510, 162–166. [CrossRef]

47. Riley, B.E.; Lougheed, J.C.; Callaway, K.; Velasquez, M.; Brecht, E.; Nguyen, L.; Shaler, T.; Walker, D.; Yang, Y.; Regnstrom, K.;
et al. Structure and function of Parkin E3 ubiquitin ligase reveals aspects of RING and HECT ligases. Nat. Commun. 2013, 4, 1982.
[CrossRef] [PubMed]

48. Duda, D.M.; Olszewski, J.L.; Schuermann, J.P.; Kurinov, I.; Miller, D.J.; Nourse, A.; Alpi, A.F.; Schulman, B.A. Structure of HHARI,
a RING-IBR-RING Ubiquitin Ligase: Autoinhibition of an Ariadne-Family E3 and Insights into Ligation Mechanism. Structure
2013, 21, 1030–1041. [CrossRef]

49. Wauer, T.; Komander, D. Structure of the human Parkin ligase domain in an autoinhibited state. EMBO J. 2013, 32, 2099–2112. [CrossRef]
50. Kondapalli, C.; Kazlauskaite, A.; Zhang, N.; Woodroof, H.I.; Campbell, D.G.; Gourlay, R.; Burchell, L.; Walden, H.; Macartney, T.J.;

Deak, M.; et al. PINK1 is activated by mitochondrial membrane potential depolarization and stimulates Parkin E3 ligase activity
by phosphorylating Serine 65. Open Biol. 2012, 2, 120080. [CrossRef]

51. Kazlauskaite, A.; Kondapalli, C.; Gourlay, R.; Campbell, D.G.; Ritorto, M.S.; Hofmann, K.; Alessi, D.R.; Knebel, A.; Trost,
M.; Muqit, M.M.K. Parkin is activated by PINK1-dependent phosphorylation of ubiquitin at Ser65. Biochem. J. 2014, 460,
127–141. [CrossRef]

52. Kazlauskaite, A.; Martínez-Torres, R.J.; Wilkie, S.; Kumar, A.; Peltier, J.; Gonzalez, A.; Johnson, C.; Zhang, J.; Hope, A.G.; Peggie,
M.; et al. Binding to serine 65-phosphorylated ubiquitin primes Parkin for optimal PINK1-dependent phosphorylation and
activation. EMBO Rep. 2015, 16, 939–954. [CrossRef] [PubMed]

53. Okatsu, K.; Koyano, F.; Kimura, M.; Kosako, H.; Saeki, Y.; Tanaka, K.; Matsuda, N. Phosphorylated ubiquitin chain is the genuine
Parkin receptor. J. Cell Biol. 2015, 209, 111–128. [CrossRef]

54. Kane, L.A.; Lazarou, M.; Fogel, A.I.; Li, Y.; Yamano, K.; Sarraf, S.A.; Banerjee, S.; Youle, R.J. PINK1 phosphorylates ubiquitin to
activate Parkin E3 ubiquitin ligase activity. J. Cell Biol. 2014, 205, 143–153. [CrossRef]

55. Okatsu, K.; Sato, Y.; Yamano, K.; Matsuda, N.; Negishi, L.; Takahashi, A.; Yamagata, A.; Goto-Ito, S.; Mishima, M.; Ito, Y.; et al.
Structural insights into ubiquitin phosphorylation by PINK1. Sci. Rep. 2018, 8, 10382. [CrossRef]

56. Huguenin-Dezot, N.; De Cesare, V.; Peltier, J.; Knebel, A.; Kristaryianto, Y.A.; Rogerson, D.T.; Kulathu, Y.; Trost, M.; Chin, J.W.
Synthesis of Isomeric Phosphoubiquitin Chains Reveals that Phosphorylation Controls Deubiquitinase Activity and Specificity.
Cell Rep. 2016, 16, 1180–1193. [CrossRef] [PubMed]

57. Gersch, M.; Gladkova, C.; Schubert, A.F.; Michel, M.A.; Maslen, S.; Komander, D. Mechanism and regulation of the Lys6-selective
deubiquitinase USP30. Nat. Struct. Mol. Biol. 2017, 24, 920–930. [CrossRef] [PubMed]

58. Sato, Y.; Okatsu, K.; Saeki, Y.; Yamano, K.; Matsuda, N.; Kaiho, A.; Yamagata, A.; Goto-Ito, S.; Ishikawa, M.; Hashimoto, Y.; et al.
Structural basis for specific cleavage of Lys6-linked polyubiquitin chains by USP30. Nat. Struct. Mol. Biol. 2017, 24, 911–919.
[CrossRef] [PubMed]

59. Yi, W.; MacDougall, E.J.; Tang, M.Y.; Krahn, A.I.; Gan-Or, Z.; Trempe, J.-F.; Fon, E.A. The landscape of Parkin variants
reveals pathogenic mechanisms and therapeutic targets in Parkinson’s disease. Hum. Mol. Genet. 2019, 28, 2811–2825.
[CrossRef] [PubMed]

http://doi.org/10.1073/pnas.1716673115
http://www.ncbi.nlm.nih.gov/pubmed/29378950
http://doi.org/10.1016/j.cytogfr.2013.05.007
http://doi.org/10.1016/j.arr.2021.101367
http://www.ncbi.nlm.nih.gov/pubmed/34023421
http://doi.org/10.1146/annurev-biochem-061516-044916
http://www.ncbi.nlm.nih.gov/pubmed/28498721
http://doi.org/10.1038/s41580-019-0099-1
http://www.ncbi.nlm.nih.gov/pubmed/30733604
http://doi.org/10.7554/eLife.29985
http://www.ncbi.nlm.nih.gov/pubmed/28980524
http://doi.org/10.1186/s12915-017-0470-7
http://www.ncbi.nlm.nih.gov/pubmed/29325568
http://doi.org/10.1038/embor.2012.14
http://doi.org/10.1083/jcb.201210111
http://doi.org/10.1038/nature09966
http://doi.org/10.1016/j.molcel.2014.09.007
http://www.ncbi.nlm.nih.gov/pubmed/25284222
http://doi.org/10.1038/nature13392
http://doi.org/10.1038/ncomms2982
http://www.ncbi.nlm.nih.gov/pubmed/23770887
http://doi.org/10.1016/j.str.2013.04.019
http://doi.org/10.1038/emboj.2013.125
http://doi.org/10.1098/rsob.120080
http://doi.org/10.1042/BJ20140334
http://doi.org/10.15252/embr.201540352
http://www.ncbi.nlm.nih.gov/pubmed/26116755
http://doi.org/10.1083/jcb.201410050
http://doi.org/10.1083/jcb.201402104
http://doi.org/10.1038/s41598-018-28656-8
http://doi.org/10.1016/j.celrep.2016.06.064
http://www.ncbi.nlm.nih.gov/pubmed/27425610
http://doi.org/10.1038/nsmb.3475
http://www.ncbi.nlm.nih.gov/pubmed/28945249
http://doi.org/10.1038/nsmb.3469
http://www.ncbi.nlm.nih.gov/pubmed/28945247
http://doi.org/10.1093/hmg/ddz080
http://www.ncbi.nlm.nih.gov/pubmed/30994895


Int. J. Mol. Sci. 2022, 23, 12105 15 of 16

60. Lee, J.-Y.; Nagano, Y.; Taylor, J.P.; Lim, K.L.; Yao, T.-P. Disease-causing mutations in Parkin impair mitochondrial ubiquitination,
aggregation, and HDAC6-dependent mitophagy. J. Cell Biol. 2010, 189, 671–679. [CrossRef]

61. Stead, E.R.; Castillo-Quan, J.I.; Miguel, V.E.M.; Lujan, C.; Ketteler, R.; Kinghorn, K.J.; Bjedov, I. Agephagy—Adapting Autophagy
for Health During Aging. Front. Cell Dev. Biol. 2019, 7, 308. [CrossRef]

62. Schmid, E.T.; Pyo, J.-H.; Walker, D.W. Neuronal induction of BNIP3-mediated mitophagy slows systemic aging in Drosophila.
Nat. Aging 2022, 2, 494–507. [CrossRef] [PubMed]

63. Mizuno, E.; Iura, T.; Mukai, A.; Yoshimori, T.; Kitamura, N.; Komada, M. Regulation of Epidermal Growth Factor Receptor
Down-Regulation by UBPY-mediated Deubiquitination at Endosomes. Mol. Biol. Cell 2005, 16, 5163–5174. [CrossRef] [PubMed]

64. Durcan, T.M.; Tang, M.Y.; Pérusse, J.R.; Dashti, E.A.; Aguileta, M.A.; McLelland, G.-L.; Gros, P.; Shaler, T.A.; Faubert, D.;
Coulombe, B.; et al. USP8 regulates mitophagy by removing K6-linked ubiquitin conjugates from parkin. EMBO J. 2014, 33,
2473–2491. [CrossRef] [PubMed]

65. Bruzzone, F.; Vallarino, M.; Berruti, G.; Angelini, C. Expression of the deubiquitinating enzyme mUBPy in the mouse brain. Brain
Res. 2008, 1195, 56–66. [CrossRef]

66. von Stockum, S.; Sanchez-Martinez, A.; Corrà, S.; Chakraborty, J.; Marchesan, E.; Locatello, L.; Da Rè, C.; Cusumano, P.; Caicci, F.;
Ferrari, V.; et al. Inhibition of the deubiquitinase USP8 corrects a Drosophila PINK1 model of mitochondria dysfunction. Life Sci.
Alliance 2019, 2, e201900392. [CrossRef]

67. Colombo, M.; Vallese, S.; Peretto, I.; Jacq, X.; Rain, J.-C.; Colland, F.; Guedat, P. Synthesis and Biological Evaluation of 9-Oxo-9H-
indeno [1,2-b]pyrazine-2,3-dicarbonitrile Analogues as Potential Inhibitors of Deubiquitinating Enzymes. ChemMedChem 2010, 5,
552–558. [CrossRef]

68. Muzny, D.M.; Scherer, S.E.; Kaul, R.; Wang, J.; Yu, J.; Sudbrak, R.; Buhay, C.J.; Chen, R.; Cree, A.; Ding, Y.; et al. The DNA
sequence, annotation and analysis of human chromosome 3. Nature 2006, 440, 1194–1198. [CrossRef]

69. Zhang, Y.-H.; Zhou, C.-J.; Zhou, Z.-R.; Song, A.-X.; Hu, H.-Y. Domain Analysis Reveals That a Deubiquitinating Enzyme USP13
Performs Non-Activating Catalysis for Lys63-Linked Polyubiquitin. PLoS ONE 2011, 6, e29362. [CrossRef]

70. Liu, X.; Hebron, M.; Shi, W.; Lonskaya, I.; Moussa, C.E. Ubiquitin specific protease-13 independently regulates parkin ubiquitina-
tion and alpha-synuclein clearance in alpha-synucleinopathies. Hum. Mol. Genet. 2019, 28, 548–560. [CrossRef]

71. Liu, J.; Xia, H.; Kim, M.; Xu, L.; Li, Y.; Zhang, L.; Cai, Y.; Norberg, H.V.; Zhang, T.; Furuya, T.; et al. Beclin1 Controls the Levels of
p53 by Regulating the Deubiquitination Activity of USP10 and USP13. Cell 2011, 147, 223–234. [CrossRef] [PubMed]

72. Li, X.; Yang, G.; Zhang, W.; Qin, B.; Ye, Z.; Shi, H.; Zhao, X.; Chen, Y.; Song, B.; Mei, Z.; et al. USP13: Multiple Functions and
Target Inhibition. Front. Cell Dev. Biol. 2022, 10, 643. [CrossRef]

73. Liu, X.; Balaraman, K.; Lynch, C.C.; Hebron, M.; Wolf, C.; Moussa, C. Novel Ubiquitin Specific Protease-13 Inhibitors Alleviate
Neurodegenerative Pathology. Metabolites 2021, 11, 622. [CrossRef] [PubMed]

74. Niu, K.; Fang, H.; Chen, Z.; Zhu, Y.; Tan, Q.; Wei, D.; Li, Y.; Balajee, A.S.; Zhao, Y. USP33 deubiquitinates PRKN/parkin and
antagonizes its role in mitophagy. Autophagy 2020, 16, 724–734. [CrossRef] [PubMed]

75. Bai, J.J.; Safadi, S.S.; Mercier, P.; Barber, K.R.; Shaw, G.S. Ataxin-3 Is a Multivalent Ligand for the Parkin Ubl Domain. Biochemistry
2013, 52, 7369–7376. [CrossRef] [PubMed]

76. Durcan, T.M.; Kontogiannea, M.; Thorarinsdottir, T.; Fallon, L.; Williams, A.J.; Djarmati, A.; Fantaneanu, T.; Paulson, H.L.; Fon,
E.A. The Machado-Joseph disease-associated mutant form of ataxin-3 regulates parkin ubiquitination and stability. Hum. Mol.
Genet. 2011, 20, 141–154. [CrossRef]

77. Durcan, T.M.; Fon, E.A. Mutant ataxin-3 promotes the autophagic degradation of parkin. Autophagy 2011, 7, 233–234. [CrossRef]
78. Durcan, T.M.; Kontogiannea, M.; Bedard, N.; Wing, S.S.; Fon, E.A. Ataxin-3 Deubiquitination Is Coupled to Parkin Ubiquitination

via E2 Ubiquitin-conjugating Enzyme*. J. Biol. Chem. 2012, 287, 531–541. [CrossRef]
79. Cornelissen, T.; Haddad, D.; Wauters, F.; Van Humbeeck, C.; Mandemakers, W.; Koentjoro, B.; Sue, C.; Gevaert, K.; De Strooper,

B.; Verstreken, P.; et al. The deubiquitinase USP15 antagonizes Parkin-mediated mitochondrial ubiquitination and mitophagy.
Hum. Mol. Genet. 2014, 23, 5227–5242. [CrossRef]

80. Sarraf, S.A.; Raman, M.; Guarani-Pereira, V.; Sowa, M.E.; Huttlin, E.L.; Gygi, S.P.; Harper, J.W. Landscape of the PARKIN-
dependent ubiquitylome in response to mitochondrial depolarization. Nature 2013, 496, 372–376. [CrossRef]

81. Cornelissen, T.; Vilain, S.; Vints, K.; Gounko, N.; Verstreken, P.; Vandenberghe, W. Deficiency of parkin and PINK1 impairs
age-dependent mitophagy in Drosophila. eLife 2018, 7, e35878. [CrossRef]

82. Wauer, T.; Swatek, K.N.; Wagstaff, J.L.; Gladkova, C.; Pruneda, J.N.; Michel, M.A.; Gersch, M.; Johnson, C.M.; Freund, S.M.;
Komander, D. biquitin Ser65 phosphorylation affects ubiquitin structure, chain assembly and hydrolysis. EMBO J. 2015, 34,
307–325. [CrossRef]

83. Wang, F.; Gao, Y.; Zhou, L.; Chen, J.; Xie, Z.; Ye, Z.; Wang, Y. USP30: Structure, Emerging Physiological Role, and Target Inhibition.
Front. Pharmacol. 2022, 13, 851654. [CrossRef] [PubMed]

84. Bingol, B.; Tea, J.S.; Phu, L.; Reichelt, M.; Bakalarski, C.E.; Song, Q.; Foreman, O.; Kirkpatrick, D.S.; Sheng, M. The mitochondrial
deubiquitinase USP30 opposes parkin-mediated mitophagy. Nature 2014, 510, 370–375. [CrossRef]

85. Wang, Y.; Serricchio, M.; Jauregui, M.; Shanbhag, R.; Stoltz, T.; Di Paolo, C.T.; Kim, P.K.; McQuibban, G.A. Deubiquitinating
enzymes regulate PARK2-mediated mitophagy. Autophagy 2015, 11, 595–606. [CrossRef] [PubMed]

86. Marcassa, E.; Kallinos, A.; Jardine, J.; Rusilowicz-Jones, E.V.; Martinez, A.; Kuehl, S.; Islinger, M.; Clague, M.J.; Urbé, S. Dual role
of USP30 in controlling basal pexophagy and mitophagy. EMBO Rep. 2018, 19, e45595. [CrossRef]

http://doi.org/10.1083/jcb.201001039
http://doi.org/10.3389/fcell.2019.00308
http://doi.org/10.1038/s43587-022-00214-y
http://www.ncbi.nlm.nih.gov/pubmed/36213625
http://doi.org/10.1091/mbc.e05-06-0560
http://www.ncbi.nlm.nih.gov/pubmed/16120644
http://doi.org/10.15252/embj.201489729
http://www.ncbi.nlm.nih.gov/pubmed/25216678
http://doi.org/10.1016/j.brainres.2007.12.014
http://doi.org/10.26508/lsa.201900392
http://doi.org/10.1002/cmdc.200900409
http://doi.org/10.1038/nature04728
http://doi.org/10.1371/journal.pone.0029362
http://doi.org/10.1093/hmg/ddy365
http://doi.org/10.1016/j.cell.2011.08.037
http://www.ncbi.nlm.nih.gov/pubmed/21962518
http://doi.org/10.3389/fcell.2022.875124
http://doi.org/10.3390/metabo11090622
http://www.ncbi.nlm.nih.gov/pubmed/34564439
http://doi.org/10.1080/15548627.2019.1656957
http://www.ncbi.nlm.nih.gov/pubmed/31432739
http://doi.org/10.1021/bi400780v
http://www.ncbi.nlm.nih.gov/pubmed/24063750
http://doi.org/10.1093/hmg/ddq452
http://doi.org/10.4161/auto.7.2.14224
http://doi.org/10.1074/jbc.M111.288449
http://doi.org/10.1093/hmg/ddu244
http://doi.org/10.1038/nature12043
http://doi.org/10.7554/eLife.35878
http://doi.org/10.15252/embj.201489847
http://doi.org/10.3389/fphar.2022.851654
http://www.ncbi.nlm.nih.gov/pubmed/35308234
http://doi.org/10.1038/nature13418
http://doi.org/10.1080/15548627.2015.1034408
http://www.ncbi.nlm.nih.gov/pubmed/25915564
http://doi.org/10.15252/embr.201745595


Int. J. Mol. Sci. 2022, 23, 12105 16 of 16

87. Rusilowicz-Jones, E.V.; Jardine, J.; Kallinos, A.; Pinto-Fernandez, A.; Guenther, F.; Giurrandino, M.; Barone, F.G.; McCarron, K.;
Burke, C.J.; Murad, A.; et al. USP30 sets a trigger threshold for PINK1-PARKIN amplification of mitochondrial ubiquitylation.
Life Sci. Alliance 2020, 3, e202000768. [CrossRef]

88. Liang, J.-R.; Martinez, A.; Lane, J.D.; Mayor, U.; Clague, M.J.; Urbé, S. USP30 deubiquitylates mitochondrial Parkin substrates and
restricts apoptotic cell death. EMBO Rep. 2015, 16, 618–627. [CrossRef]

89. Tsefou, E.; Walker, A.S.; Clark, E.H.; Hicks, A.R.; Luft, C.; Takeda, K.; Watanabe, T.; Ramazio, B.; Staddon, J.M.; Briston,
T.; et al. Investigation of USP30 inhibition to enhance Parkin-mediated mitophagy: Tools and approaches. Biochem. J. 2021,
478, 4099–4118. [CrossRef]

90. Phu, L.; Rose, C.M.; Tea, J.S.; Wall, C.E.; Verschueren, E.; Cheung, T.K.; Kirkpatrick, D.S.; Bingol, B. Dynamic Regulation of
Mitochondrial Import by the Ubiquitin System. Mol. Cell 2020, 77, 1107–1123.e10. [CrossRef] [PubMed]

91. Gu, L.; Zhu, Y.; Lin, X.; Lu, B.; Zhou, X.; Zhou, F.; Zhao, Q.; Prochownik, E.V.; Li, Y. The IKKβ-USP30-ACLY Axis Controls
Lipogenesis and Tumorigenesis. Hepatology 2021, 73, 160–174. [CrossRef]

92. Cunningham, C.N.; Baughman, J.M.; Phu, L.; Tea, J.S.; Yu, C.; Coons, M.; Kirkpatrick, D.S.; Bingol, B.; Corn, J.E. USP30 and parkin
homeostatically regulate atypical ubiquitin chains on mitochondria. Nat. Cell Biol. 2015, 17, 160–169. [CrossRef]

93. Kluge, A.F.; Lagu, B.R.; Maiti, P.; Jaleel, M.; Webb, M.; Malhotra, J.; Mallat, A.; Srinivas, P.A.; Thompson, J.E. Novel highly
selective inhibitors of ubiquitin specific protease 30 (USP30) accelerate mitophagy. Bioorganic Med. Chem. Lett. 2018, 28,
2655–2659. [CrossRef]

94. Luo, H.; Krigman, J.; Zhang, R.; Yang, M.; Sun, N. Pharmacological inhibition of USP30 activates tissue-specific mitophagy. Acta
Physiol. 2021, 232, e13666. [CrossRef] [PubMed]

95. Rusilowicz-Jones, E.V.; Barone, F.G.; Lopes, F.M.; Stephen, E.; Mortiboys, H.; Urbé, S.; Clague, M.J. Benchmarking a highly selective
USP30 inhibitor for enhancement of mitophagy and pexophagy. Life Sci. Alliance 2022, 5, e202101287. [CrossRef] [PubMed]

96. Mandal, S.; Kumar Br, P.; Alam, M.T.; Tripathi, P.P.; Channappa, B. Novel Imidazole Phenoxyacetic Acids as Inhibitors of USP30
for Neuroprotection Implication via the Ubiquitin-Rho-110 Fluorometric Assay: Design, Synthesis, and In Silico and Biochemical
Assays. ACS Chem. Neurosci. 2022, 13, 1433–1445. [CrossRef] [PubMed]

97. Ordureau, A.; Paulo, J.A.; Zhang, J.; An, H.; Swatek, K.N.; Cannon, J.R.; Wan, Q.; Komander, D.; Harper, J.W. Global Landscape
and Dynamics of Parkin and USP30-Dependent Ubiquitylomes in iNeurons during Mitophagic Signaling. Mol. Cell 2020, 77,
1124–1142.e10. [CrossRef] [PubMed]

98. Riccio, V.; Demers, N.; Hua, R.; Vissa, M.; Cheng, D.T.; Strilchuk, A.W.; Wang, Y.; McQuibban, G.A.; Kim, P.K. Deubiquitinating
enzyme USP30 maintains basal peroxisome abundance by regulating pexophagy. J. Cell Biol. 2019, 218, 798–807. [CrossRef]

99. Zhang, R.; Ozgen, S.; Luo, H.; Krigman, J.; Zhao, Y.; Xin, G.; Sun, N. The Mitochondrial Deubiquitinase USP30 Regulates
AKT/mTOR Signaling. Front. Pharmacol. 2022, 13, 816551. [CrossRef]

100. Geisler, S.; Jäger, L.; Golombek, S.; Nakanishi, E.; Hans, F.; Casadei, N.; Terradas, A.L.; Linnemann, C.; Kahle, P.J. Ubiquitin-specific
protease USP36 knockdown impairs Parkin-dependent mitophagy via downregulation of Beclin-1-associated autophagy-related
ATG14L. Exp. Cell Res. 2019, 384, 111641. [CrossRef]

101. Taillebourg, E.; Gregoire, I.; Viargues, P.; Jacomin, A.-C.; Thevenon, D.; Faure, M.; Fauvarque, M.-O. The deubiquitinating enzyme
USP36 controls selective autophagy activation by ubiquitinated proteins. Autophagy 2012, 8, 767–779. [CrossRef]

http://doi.org/10.26508/lsa.202000768
http://doi.org/10.15252/embr.201439820
http://doi.org/10.1042/BCJ20210508
http://doi.org/10.1016/j.molcel.2020.02.012
http://www.ncbi.nlm.nih.gov/pubmed/32142684
http://doi.org/10.1002/hep.31249
http://doi.org/10.1038/ncb3097
http://doi.org/10.1016/j.bmcl.2018.05.013
http://doi.org/10.1111/apha.13666
http://www.ncbi.nlm.nih.gov/pubmed/33890401
http://doi.org/10.26508/lsa.202101287
http://www.ncbi.nlm.nih.gov/pubmed/34844982
http://doi.org/10.1021/acschemneuro.2c00076
http://www.ncbi.nlm.nih.gov/pubmed/35417128
http://doi.org/10.1016/j.molcel.2019.11.013
http://www.ncbi.nlm.nih.gov/pubmed/32142685
http://doi.org/10.1083/jcb.201804172
http://doi.org/10.3389/fphar.2022.816551
http://doi.org/10.1016/j.yexcr.2019.111641
http://doi.org/10.4161/auto.19381

	Introduction 
	Ubiquitylation and Deubiquitinating Enzymes (DUBs) 
	PINK1/Parkin-Dependent Mitophagy 
	Deubiquitinating Enzymes (DUBs) That Regulate Parkin Function 
	DUBs Directly Regulating Parkin 
	Ubiquitin-Specific Peptidase 8 (USP8) 
	Ubiquitin-Specific Peptidase 13 (USP13) 
	Ubiquitin-Specific Peptidase 33 (USP33) 
	Ataxin 3 

	DUBs Indirectly Regulating Parkin 
	Ubiquitin-Specific Peptidase 15 (USP15) 
	Ubiquitin-Specific Peptidase 30 (USP30) 
	Ubiquitin-Specific Peptidase 36 (USP36) 


	Conclusions and Future Perspectives 
	References

