Increased expression of IGF-1Ec with increasing colonic polyp dysplasia and colorectal cancer
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Abstract
Purpose
IGF-1Ec is an isoform of Insulin like growth factor 1 (IGF-1) and has recently been identified to be
overexpressed in cancers including prostate and neuroendocrine tumours. The aim of this paper is to investigate
the expression of IGF-1Ec in colorectal cancer and polyps compared to normal colon tissues and its association
with recurrent disease using semi-quantitative immunohistochemistry.
Methods
Immunohistochemistry for IGF-1Ec expression was performed for colorectal cancer, colorectal polyps and
normal colonic tissues. The quantification of IGF-1Ec expression was performed with the use of Image J
software and the IHC profiler plugin. Following ethics approval from the National Research Ethics Service
(reference 11/LO/1521), clinical information including recurrent disease on follow up was collected for patients
with colorectal cancer.
Results:
Immunohistochemistry was performed in 16 patients with colorectal cancer and 11 patients with colonic polyps
and compared to normal colon tissues and prostate adenocarcinoma (positive control) tissues. Significantly
increased expression of IGF-1Ec was demonstrated in colorectal cancer (p<0.001) and colorectal polyps
(p<0.05) compared to normal colonic tissues. Colonic adenomas with high-grade dysplasia had significantly
higher expression of IGF-1Ec compared to low-grade dysplastic adenomas (p<0.001). Colorectal cancers
without lymph node metastases at the time of presentation had significantly higher IGF-1Ec expression
compared to lymph node-positive disease (p<0.05). No correlation with recurrent disease was identified with
IGF-1Ec expression.
Conclusion
IGF-1Ec is significantly overexpressed in colorectal cancer and polyps compared to normal colon tissues
offering a potential target to improve colonoscopic identification of colorectal polyps and cancer and
intraoperative identification of colorectal tumours.

Introduction
Colorectal cancer (CRC) is the third most frequently diagnosed cancer in males, and the second in females
worldwide with an estimated 1.36 million new cancer cases and 694,000 deaths in 2012 (‘Fact Sheets by
Cancer’ 2016). The CONCORD -3 study demonstrated a wide variation in 5-year survival statistics across the
different countries in colon and rectal cancer, and the trend has been identified to be either flat or increasing
(Allemani et al. 2018). Biomarkers are potentially essential tools in improving outcomes for the management of
different cancers. In colorectal cancer, the most frequently used biomarkers include Carcinoembryonic Antigen
which has been demonstrated to be the most sensitive investigation for the detection of early recurrent disease
compared to radiological and endoscopic investigations and the use of KRAS to predict the effectiveness of
anti-EGFR therapies for adjuvant chemotherapy (Tsikitis et al. 2009; Duffy et al. 2014; Allegra et al. 2009; Van
Cutsem et al. 2010). The quest for further biomarkers continues, to help improve outcomes.
The IGF-1 axis involvement in tumorigenesis, cancer growth and invasion has been demonstrated in vitro and in
vivo (Bowers et al. 2015). Numerous studies from as early as the 1980s have demonstrated aberrant IGF-1
signalling in colon cancer, prostatic cancer, pancreatic cancer, osteosarcoma, melanoma and childhood
malignancies (Denduluri et al. 2015; Beckwith and Yee 2015; Sachdev and Yee 2007). This led to the
development of multiple agents targeting the IGF-1 axis, including receptor targeting agents and drugs reducing
ligand bioactivity (Bowers et al. 2015; Beckwith and Yee 2015). However, despite promising preclinical trials
with xenograft in vivo models and early phase clinical trials, the results were not replicated in later phase human
clinical trials leading to multiple pharmaceutical companies discontinuing these agents from further research
(Bowers et al. 2015; Beckwith and Yee 2015). The failure to reflect these results in large scale clinical trials is
likely related to the complexity of the IGF-1 signalling axis and its interplay with other growth factor pathways.
Clearly, further scrutinization of this pathway is required and this includes the growing research into the
different isoforms of IGF-1 and its implications for tumorigenesis and cancer progression. IGF-1Ec is an
isoform of the insulin-like growth factor-1 (IGF-1) which is generated from the splicing of exons 4,5 and 6 of
the IGF-1 gene (Matheny, Nindl, and Adamo 2010). It was initially demonstrated to be upregulated in skeletal
muscle after exercise and injury and subsequently identified to have other physiological roles in neuroprotection
in the setting of brain ischaemia, promoting cartilage regeneration at sites of damaged cartilage and protection of
cardiac tissues in ischaemia (Zanou and Gailly 2013; Dluzniewska et al. 2005; Luo et al. 2015; Stavropoulou et
al. 2009). Its role in cancer pathogenesis has been recently investigated and initially confirmed in prostate
cancer with prostatic adenocarcinoma tissues demonstrating higher expression of IGF-1Ec compared to normal

prostate tissues and intraepithelial neoplasia (Savvani et al. 2013). Subsequently, upregulation of IGF-1Ec
expression was demonstrated in osteosarcoma cell lines and in gut neuroendocrine tumours (Shang, Fan, and
Liu 2015; Alexandraki et al. 2017a). Recently, we demonstrated the over-expression of IGF-1Ec in colorectal
cancer cell lines, colorectal cancer and polyp tissues compared to normal tissues (Alagaratnam et al. 2019). To
further understand the role of IGF-1Ec in colorectal cancer and potential biomarker roles, we describe the use of
quantitative immunohistochemistry to investigate the association between IGF-1Ec expression and the different
stages of colorectal cancer and grades of dysplasia of polyps.
Methods
Tissues
Ethics approval was obtained from the National Research Ethics Service committee in West London, UK
(reference 11/LO/1521) for the use of colorectal cancer and polyp tissues from tumours resected from patients
who had undergone surgery at our institution. Tissue blocks were identified retrospectively, and the slides cut
were confirmed by a consultant Histopathologist. The hospital database was utilised to obtain tissues based on
the TNM staging and polyps excised. Basic demographics of the patients such as age and gender were collected
from the hospital database and follow up, where available, was reviewed by looking at clinic letters and
investigations with an emphasis on recurrent cancer. Six frozen sections of normal colon tissues and prostate
cancer tissues fixed in cold acetone were purchased from Ambsio (AMS Biotechnology (Europe) Limited) and
Biotechne® with the validity of these specimens confirmed by in-house pathologists in these companies. The
morphology of these tissue slides were further reviewed under light microscopy prior to performing our
experiments.
Quantitative Immunohistochemistry
Immunohistochemistry staining for IGF-1Ec was performed with an initial incubation with polyclonal anti-IGF1Ec antiserum (Phoenix Pharmaceuticals INC) at a dilution of 1: 1,000 followed by the application of the
secondary biotinylated goat anti-rabbit IgG (ThermoFisher scientific) and visualization of the immunocomplex
was obtained by incubating the sections in a solution of 3,3-diaminobenzidine counterstained in haematoxylin.
Confirmation of the specificity of the polyclonal anti-IGF-1Ec to the IGF-1Ec peptide was described in our
previous work using dot blot experiments (Alagaratnam et al. 2019). Prostate cancer tissues were used as
positive control tissues, and negative controls were established by substituting the anti-IGF-1Ec antiserum with
PBS. The slides were captured with a Leica SCN400F and scanned at 20x magnification. Semi-quantitative
image analysis was performed with the open-source software ImageJ, and the IHC profiler plug-in developed by

Varghese et al. (Varghese et al. 2014). This software performs quantitative antibody staining intensity
measurements for DAB/haematoxylin stained tissues with pixel-by-pixel analysis and assigns a score to a fourtier system. The score included high positive (pixel intensity 0-60), positive (pixel intensity 61-120), low
positive (pixel intensity 121-180), negative (pixel intensity 181-235), while pixels from 236-255 were excluded
due to it representing fatty tissues which were not relevant to the score. The final score was calculated by the
simple algebraic formula:
Score = ((number of pixels in a zone) x (each score of the zone))/total number of pixels in the image
The score of the zone was 4 for high positive, 3 for positive, 2 for low positive and 1 for negative. Varghese et
al. (Varghese et al. 2014) validated this software by analysing 1703 DAB stained IHC images and demonstrated
an 88.6% concordance in a comparison study with manual pathological scoring. Examples of recent studies
utilising Image J and the IHC profiler are outlined in table 1. Images were magnified to x40 and analysed using
the IHC profiler plug-in. Three slides for each tumour section was used, and four random areas captured for
analysis. The pixel counts for each intensity was utilised and the score calculated using Microsoft Excel using
the simple algebraic equation outlined above. Statistical analysis was performed using IBM® SPSS® v22.
Comparisons between 2 groups were performed with the Mann-Whitney test and between multiple groups
(more than 2) with the Kruskal-Wallis test; p<0.05 was regarded as statistical significance and denoted with *
whilst p<0.01 was regarded as highly significant and denoted with ** on the graphs. The medians of the samples
collected were plotted with 95% confidence interval bars.
Author and year

Study

Alrashdan et al. 2016 (Alrashdan

IHC profiler used to quantify immunohistochemistry for expression of

et al. 2016)

CD3, CD4, CD8, CD68 and CD1a and compare between smokers and
non-smokers for oral lichenoid lesions

Ke et al. 2016 (Ke et al. 2016)

Effect of Vitamin D3 on tissue damage and oxidative stress following
exhaustive exercise investigated in mice. IHC profiler used to quantify
oxidative product 4-hydroxynonenal in lung and kidney tissues.

Rotoli et al. 2016 (Rotoli et al.

The effect of oxaliplatin-based chemotherapy on the expression of

2016)

immunophilin FK506-binding protein 5 (FKBP51) in colorectal liver
metastases was quantified using the IHC profiler.

Zhang et al. 2016 (Zhang et al.

Immunochemistry and expression of protein cytokeratin 5 in vulval

2016)

squamous cell carcinoma compared to intraepithelial neoplasia and
normal vulval tissue using IHC profiler

Fathollah et al. 2016 (Fathollah et

Expression of transforming growth factor cytokine was quantified using

al. 2016)

the IHC profiler and compared in diabetic wounds subjected to nonthermal atmospheric plasma treatment

Nanda et al. 2016 (Nanda et al.

Inflammatory and anti-apoptotic markers in rat models of colorectal

2016)

cancer were quantified using IHC profiler, and the effects of
doxycycline administration studied.

Dequanter et al. 2016 (Dequanter

IHC profiler was used to quantify the expression of glutamate=cysteine

et al. 2016)

ligase in head and neck squamous cell carcinoma

Kumar et al. 2014 (Kumar et al.

Dietary effects of curcumin on the levels of benzopyrene induced DNA

2014)

adducts in mice investigated with quantitative comparisons of BPDEDNA nuclear adducts in lung and liver sections using IHC profiler.

Table 1: Recent studies utilising the IHC profiler plug-in for quantifying immunohistochemistry with ImageJ
software
Results
Immunohistochemistry
Following ethics approval, cancer tissues were obtained for 16 patients, and polyp tissues obtained for 11
patients (table 2). This included 7 patients with cancers without lymph node involvement and 9 patients with
lymph node involvement with 3 of these patients presenting with distant metastatic disease. The median age for
the cancer patient group was 79 (range 67 – 92) with a 10:6 male: female ratio and a median follow up of 30
months (Table 4.2). The polyps examined included adenomas with low-grade dysplasia (5), high-grade
dysplasia (3) and serrated adenomas (3).
All tissues were stained for IGF-1Ec expression using indirect immunohistochemistry. In cancer tissues,
tumour cells demonstrated predominantly cytoplasmic staining. Prostate adenocarcinoma tissues were used as
positive controls for methodological confirmation. Figure 1 demonstrates the images captured from the slides,
including the positive and negative control tissues, normal colon and colon cancer tissues and colonic polyps.
Figure 2 illustrates the difference in IGF-1Ec expression in normal colon tissues compared to colonic polyps and
colon cancer tissues. The staining intensity on the IHC profiler was significantly higher (p=0.03) for the positive
control prostate cancer tissues with a median of 1.95 (range 1.4 – 2.3), while the intensity for the negative
control (prostate cancer tissues not incubated with the primary antibody) tissues was a median of 0.4 (range 0.1
– 0.6). There was a significantly reduced expression of IGF-1Ec in normal colon tissues with a median
expression of 1.2 (range 1.1 – 1.4) compared to colonic polyps (p<0.05) with a median expression of 1.7 (range
0.7 – 2.4) and colon cancer tissues (p<0.001) with a median expression of 1.7 (range 0.7 – 2.6). There were no

differences in the expression of IGF-1Ec between colonic polyps and colonic cancer tissues. There was a
significant increase in expression of IGF-1Ec (p=0.001) in high-grade dysplastic adenomas (median 2, range 0.8
– 2.4) compared to low-grade dysplastic adenomas (median 1.6, range 1 – 2.2). Compared to normal colon
tissues, a significantly higher expression of IGF-1Ec was identified in low-grade dysplastic adenomas
(p=0.001), high-grade dysplastic adenomas (p<0.001) and serrated adenomas (p=0.001) (Figure 3). Lymph
node-negative tumours demonstrated a significantly higher expression of IGF-1Ec (median 1.9, range 1 – 2.6)
compared to lymph node-positive tumours (median 1.6, range 0.7 – 2.2) as illustrated in Figure 4 (p=0.008).
Comparison of the scores for the primary colon tumours with different T stages (depth of spread through the
layers of the bowel lining) and M stages (metastatic disease at the time of presentation) did not demonstrate any
difference in IGF-1Ec expression (Figures 5 and 6). Similarly, for patients who presented with M0 disease,
comparison between recurrent disease and no evidence of recurrence on follow up did not demonstrate any
differences in IGF-1Ec expression (Figure 7).

Figure 1: Immunohistochemistry for IGF-1Ec expression. A – Positive control – Prostate cancer B – Negative
control – Prostate cancer without primary IGF-1Ec antibody C – Normal colon tissue D – colon cancer tissue E
– Low grade dysplastic adenomatous polyp F – high grade dysplastic adenomatous polyp G – colon cancer
tissue with lymph node-negative disease H – colon cancer with lymph node-positive disease

Category

Numbers

Patients – cancer tissues

16

Age

67 – 92 years (Median 79 years)

Gender – M:F

10:6

Patients with follow up

12

Length of follow up

4 days – 132 months (Median 30

Cancer tissues (total = 16)

months)

T stage s

T1 (3), T2 (3), T3 (4), T4 (6)

N stage

Node positive (9), Node negative (7)

M stage

Metastasis (3), No metastasis (13)

Polyps (total = 11)
Low-grade dysplasia – adenoma

5

High-grade dysplasia – adenoma

3

Serrated adenoma

3

Table 1: Patient demographics and cancer tissues

Figure 2: Median immunohistochemistry scores (IHC profiler) with 95% confidence interval bars for different
tissues. Positive control – prostate cancer tissues. Negative control – prostate cancer tissues with the primary
IGF-1Ec antibody substituted with PBS. Significant differences between the negative and positive control as
illustrated. Normal colon tissues expression of IGF-1Ec was significantly lower than colon polyp and colon
cancer tissues. p<0.05 was considered as significant and denoted as * and p<0.01 was considered as highly
significant and denoted as **

Figure 3: Median immunohistochemistry scores (IHC profiler) with 95% confidence interval bars for the
expression of IGF-1Ec peptide in the different colonic polyp tissues. Significantly higher expression of IGF-1Ec
in high grade dysplastic tubular adenomas compared to low-grade dysplastic polyps and normal colon tissues .
p<0.01 was considered as highly significant and denoted as **

Figure 4: Median immunohistochemistry scores (IHC profiler) with 95% confidence interval bars for primary
colon cancer tissues with lymph node status. A higher level of expression of IGF-1Ec in node-negative disease
compared to lymph node involvement. p=0.008

Figure 5: Median immunohistochemistry scores (IHC profiler) with 95% confidence interval bars for the
expression of IGF-1Ec peptide in different T stages of the primary colon cancer tissues. No significant
differences for the expression of IGF-1Ec identified between the T stages p=0.15

Figure 6: Median immunohistochemistry scores (IHC profiler) with 95% confidence interval bars for primary
colon cancer tissues with and without metastatic disease at the time of presentation. No difference between the
two groups identified. p=0.53

Figure 7: Median immunohistochemistry scores (IHC profiler) with 95% confidence interval bars for IGF-1Ec
expression in primary colon cancer tissues with and without evidence of recurrence on follow up. No difference
between groups p=0.38

Discussion
We used an automated immunohistochemistry quantification system to investigate overexpression of an IGF
isoform in colorectal cancer and precursor lesions as a potential biomarker of disease. The use of image J IHC
profiler plugin has been validated by Varghese et al. (Varghese et al. 2014) with the growing popularity of this
approach due to the objective nature of quantification and the ease and speed of performing this process
compared to manual approaches to quantify immunohistochemistry such as the H score.
The immunohistochemistry findings suggest that IGF-1Ec is overexpressed in colon polyps and cancer tissues at
significantly higher levels than normal colon tissues. There appears to be some baseline expression of IGF-1Ec
in the normal colon tissues as evidenced by significantly higher levels than the baseline background readings of
the negative controls. However, IGF-1Ec expression was unchanged for advancing stages of cancer with similar
levels of expression in patients presenting with metastatic disease compared to patients presenting without
metastatic disease. Interestingly, there appears to be a higher expression of IGF-1Ec in lymph node-negative
disease at presentation compared to lymph node-positive disease. Generally, lymph node involvement is
regarded to be associated with an increased risk of recurrent disease and is a rationale for offering postoperative
chemotherapy in patients with colorectal cancer to reduce this risk (‘Colorectal Cancer: Diagnosis and

Management | Introduction | Guidance and Guidelines | NICE’ n.d.). However, there is an area of uncertainty
with stage 2 colorectal cancer (lymph node-negative cancers with T stage >3) where the incidence of recurrent
disease in these patients has been demonstrated to be approximately 20%-25% within five years with outcomes
for these patients similar to those with stage III disease where lymph nodes are involved (Chen and Bilchik
2006; Davies et al. 2008). The use of chemotherapy in all patients with stage II colorectal cancer has not been
found to be beneficial, and therefore demonstrates the need to identify the subgroup of patients with stage II
cancer who would benefit from chemotherapy thereby avoiding over or undertreating patients with adjuvant
therapies and their associated side effects and complications. Our study group had insufficient numbers to
investigate the relationship between IGF-1Ec expression in stage II colorectal cancer and recurrence but this is
an area which would benefit from closer review.
We investigated the expression of IGF-1Ec in colonic polyps which are known precursor lesions for colorectal
cancer. The ‘adenoma-carcinoma’ sequence is an accepted concept in the pathogenesis of colorectal cancer, and
most cancers are thought to arise from polyps. This hypothesis is supported by the epidemiological evidence that
the prevalence of adenomas and carcinomas both increases with age, with adenomas peaking 5 years prior to
carcinomas and the geographical variations in prevalence of both adenomas and carcinomas are very similar
(Leslie et al. 2002). In addition, the distribution of adenomas and carcinomas are very similar in the colon, and
removal of the adenomas is known to reduce the long term incidence of colorectal cancers (Leslie et al. 2002;
Atkin, Morson, and Cuzick 1992; Winawer et al. 1993). We, therefore, looked at the expression of IGF-1Ec in
the polyps of different grades of dysplasia (low and high dysplasia) and compared adenomatous polyps to
normal colon tissues. The expression of IGF-1Ec was identified to be significantly higher in colonic polyps
compared to normal colon tissues with increased expression with a worsening degree of dysplasia. This suggests
that IGF-1Ec is involved in the early stages of cancer pathogenesis in colon cancer.
Within the limits of this study, IGF-1Ec expression was identified to occur at a low level in normal colon tissues
with significantly higher expression in colonic polyps, particularly with worsening dysplasia. Significantly
higher expression of IGF-1Ec was identified in colon cancer compared to normal colon tissues though the
former was at similar levels to colonic polyps. The potential involvement of IGF-1Ec in different cancers has
been described in the literature. The potential role of IGF-1Ec in prostate cancer has been demonstrated by the
Department of Experimental Physiology at the University of Athens (Savvani et al. 2013; Armakolas et al.
2010; 2015; Philippou, Armakolas, and Koutsilieris 2013). Their published work spanning over a few years
initially reported higher IGF-1Ec peptide expression, using immunohistochemistry, in prostate cancer tissues

compared to normal prostate tissue (Savvani et al. 2013). Subsequent work with semi-quantitative PCR
demonstrated increased expression of IGF-1Ec in prostate cancer and intra-epithelial neoplasia (very early
stage/insitu cancer) compared to normal prostate tissues and demonstrated a correlation with the level of
expression of IGF-1Ec peptide with the stage of prostate cancer. IGF-1Ec expression in osteosarcomas was
confirmed in vitro with the cell lines MG-63 and Mhos (Philippou et al. 2011; Shang, Fan, and Liu 2015).
Quantitative PCR, western blotting and immunohistochemistry confirmed the over-expression of mRNA IGF1Ec transcripts in the malignant cell lines (MG-63) compared to ‘less’ malignant cell lines (Mhos), and
exogenous administration of a synthetic peptide Ec peptide demonstrated significantly increased the
proliferation index compared to controls with increased migration distances and invasion (through an 8µm pore
of polycarbonate membrane) in a dose-dependent manner (Shang, Fan, and Liu 2015). Alexandraki et al.
(Alexandraki et al. 2017b) reported IGF-1Ec peptide expression in neuroendocrine tumours was more prevalent
in metastatic tumours with higher proliferation indices compared to primary neuroendocrine tumours with lower
proliferation indices.
Further work would include reviewing IGF-1Ec as a prognostic factor in stage II colorectal cancer to identify if
this could help stratify patients who would benefit from chemotherapy and overall outcomes. The findings from
our study suggests that IGF-1Ec is overexpressed in colonic polyps and cancer tissues compared to normal
colon tissue. Further clarification with larger number of tissue samples followed by animal models will be
required prior to considering the potential clinical applications including a role as a targeting peptide for drug
delivery agents, fluoroscopic agents for intraoperative visualization of colonic tumours and improving
colonoscopic visualization of polyps and tumours, thereby reducing missed lesions which have been reported as
high as 25%(Zhao et al. 2019).

Acknowledgements
We thank Dr Tu Vinh Luong for her expertise as a consultant histopathologist in her help in identifying
appropriate colorectal cancer and polyp tissues.
References
Alagaratnam, Swethan, Shi-Yu Yang, Marilena Loizidou, Barry Fuller, and Bala Ramesh. 2019. ‘Mechano
Growth Factor Expression in Colorectal Cancer Investigated With Fluorescent Gold Nanoparticles’.
Anticancer Research 39 (4): 1705–10. https://doi.org/10.21873/anticanres.13276.

Alexandraki, Krystallenia I., Anastassios Philippou, Georgios Boutzios, Irini Theohari, Michael Koutsilieris,
Ioanna Kassiani Delladetsima, and Gregory A. Kaltsas. 2017a. ‘IGF-IEc Expression Is Increased in
Secondary Compared to Primary Foci in Neuroendocrine Neoplasms’. Oncotarget 8 (45): 79003–11.
https://doi.org/10.18632/oncotarget.20743.
———. 2017b. ‘IGF-IEc Expression Is Increased in Secondary Compared to Primary Foci in Neuroendocrine
Neoplasms’. Oncotarget 8 (45): 79003–11. https://doi.org/10.18632/oncotarget.20743.
Allegra, Carmen J., J. Milburn Jessup, Mark R. Somerfield, Stanley R. Hamilton, Elizabeth H. Hammond,
Daniel F. Hayes, Pamela K. McAllister, Roscoe F. Morton, and Richard L. Schilsky. 2009. ‘American
Society of Clinical Oncology Provisional Clinical Opinion: Testing for KRAS Gene Mutations in
Patients with Metastatic Colorectal Carcinoma to Predict Response to Anti-Epidermal Growth Factor
Receptor Monoclonal Antibody Therapy’. Journal of Clinical Oncology: Official Journal of the
American Society of Clinical Oncology 27 (12): 2091–96. https://doi.org/10.1200/JCO.2009.21.9170.
Allemani, Claudia, Tomohiro Matsuda, Veronica Di Carlo, Rhea Harewood, Melissa Matz, Maja Nikšić,
Audrey Bonaventure, et al. 2018. ‘Global Surveillance of Trends in Cancer Survival 2000–14
(CONCORD-3): Analysis of Individual Records for 37 513 025 Patients Diagnosed with One of 18
Cancers from 322 Population-Based Registries in 71 Countries’. The Lancet 391 (10125): 1023–75.
https://doi.org/10.1016/S0140-6736(17)33326-3.
Alrashdan, Mohammad S., Christopher Angel, Nicola Cirillo, and Michael McCullough. 2016. ‘Smoking Habits
and Clinical Patterns Can Alter the Inflammatory Infiltrate in Oral Lichenoid Lesions’. Oral Surgery,
Oral Medicine, Oral Pathology and Oral Radiology 121 (1): 49–57.
https://doi.org/10.1016/j.oooo.2015.08.020.
Armakolas, Athanasios, Maria Kaparelou, Andreas Dimakakos, Efstathia Papageorgiou, Nikolaos Armakolas,
Athanasios Antonopoulos, Constantina Petraki, et al. 2015. ‘Oncogenic Role of the Ec Peptide of the
IGF-1Ec Isoform in Prostate Cancer’. Molecular Medicine 21 (1): 167–79.
https://doi.org/10.2119/molmed.2014.00222.
Armakolas, Athanasios, Anastassios Philippou, Zacharoula Panteleakou, Adrianos Nezos, Antigone Sourla,
Constantina Petraki, and Michael Koutsilieris. 2010. ‘Preferential Expression of IGF-1Ec (MGF)
Transcript in Cancerous Tissues of Human Prostate: Evidence for a Novel and Autonomous Growth
Factor Activity of MGF E Peptide in Human Prostate Cancer Cells’. The Prostate 70 (11): 1233–42.
https://doi.org/10.1002/pros.21158.
Atkin, W. S., B. C. Morson, and J. Cuzick. 1992. ‘Long-Term Risk of Colorectal Cancer after Excision of
Rectosigmoid Adenomas’. The New England Journal of Medicine 326 (10): 658–62.
https://doi.org/10.1056/NEJM199203053261002.
Beckwith, Heather, and Douglas Yee. 2015. ‘Minireview: Were the IGF Signaling Inhibitors All Bad?’
Molecular Endocrinology 29 (11): 1549–57. https://doi.org/10.1210/me.2015-1157.
Bowers, Laura W., Emily L. Rossi, Ciara H. O’Flanagan, Linda A. deGraffenried, and Stephen D. Hursting.
2015. ‘The Role of the Insulin/IGF System in Cancer: Lessons Learned from Clinical Trials and the
Energy Balance-Cancer Link’. Frontiers in Endocrinology 6: 77.
https://doi.org/10.3389/fendo.2015.00077.
Chen, Steven L., and Anton J. Bilchik. 2006. ‘More Extensive Nodal Dissection Improves Survival for Stages I
to III of Colon Cancer: A Population-Based Study’. Annals of Surgery 244 (4): 602–10.
https://doi.org/10.1097/01.sla.0000237655.11717.50.
‘Colorectal Cancer: Diagnosis and Management | Introduction | Guidance and Guidelines | NICE’. n.d. Accessed
29 September 2016. https://www.nice.org.uk/guidance/cg131/chapter/introduction.
Davies, Mark, Ponnandai J. Arumugam, Varsha I. Shah, Alun Watkins, Andrew Roger Morgan, Nicholas D.
Carr, and John Beynon. 2008. ‘The Clinical Significance of Lymph Node Micrometastasis in Stage I
and Stage II Colorectal Cancer’. Clinical & Translational Oncology: Official Publication of the
Federation of Spanish Oncology Societies and of the National Cancer Institute of Mexico 10 (3): 175–
79.
Denduluri, Sahitya K., Olumuyiwa Idowu, Zhongliang Wang, Zhan Liao, Zhengjian Yan, Maryam K.
Mohammed, Jixing Ye, et al. 2015. ‘Insulin-like Growth Factor (IGF) Signaling in Tumorigenesis and
the Development of Cancer Drug Resistance’. Genes & Diseases 2 (1): 13–25.
https://doi.org/10.1016/j.gendis.2014.10.004.
Dequanter, Didier, Maureen VAN DE Velde, Isabelle Bar, Vincent Nuyens, Alexandre Rousseau, Nathalie
Nagy, Luc Vanhamme, et al. 2016. ‘Nuclear Localization of Glutamate-Cysteine Ligase Is Associated
with Proliferation in Head and Neck Squamous Cell Carcinoma’. Oncology Letters 11 (6): 3660–68.
https://doi.org/10.3892/ol.2016.4458.
Dluzniewska, Joanna, Anna Sarnowska, Malgorzata Beresewicz, Ian Johnson, Surjit K. S. Srai, Bala Ramesh,
Geoffrey Goldspink, Dariusz C. Górecki, and Barbara Zabłocka. 2005. ‘A Strong Neuroprotective
Effect of the Autonomous C-Terminal Peptide of IGF-1 Ec (MGF) in Brain Ischemia’. FASEB

Journal: Official Publication of the Federation of American Societies for Experimental Biology 19
(13): 1896–98. https://doi.org/10.1096/fj.05-3786fje.
Duffy, M. J., R. Lamerz, C. Haglund, A. Nicolini, M. Kalousová, L. Holubec, and C. Sturgeon. 2014. ‘Tumor
Markers in Colorectal Cancer, Gastric Cancer and Gastrointestinal Stromal Cancers: European Group
on Tumor Markers 2014 Guidelines Update’. International Journal of Cancer 134 (11): 2513–22.
https://doi.org/10.1002/ijc.28384.
‘Fact Sheets by Cancer’. 2016. 2016. http://globocan.iarc.fr/Pages/fact_sheets_cancer.aspx.
Fathollah, Sara, Shahriar Mirpour, Parvin Mansouri, Ahmad Reza Dehpour, Mahmood Ghoranneviss, Nastaran
Rahimi, Zahra Safaie Naraghi, Reza Chalangari, and Katalin Martits Chalangari. 2016. ‘Investigation
on the Effects of the Atmospheric Pressure Plasma on Wound Healing in Diabetic Rats’. Scientific
Reports 6 (February): 19144. https://doi.org/10.1038/srep19144.
Ke, Chun-Yen, Fwu-Lin Yang, Wen-Tien Wu, Chen-Han Chung, Ru-Ping Lee, Wan-Ting Yang, Yi-Maun
Subeq, and Kuang-Wen Liao. 2016. ‘Vitamin D3 Reduces Tissue Damage and Oxidative Stress
Caused by Exhaustive Exercise’. International Journal of Medical Sciences 13 (2): 147–53.
https://doi.org/10.7150/ijms.13746.
Kumar, Gaurav, Pooja Tajpara, Amirali B. Bukhari, Asha G. Ramchandani, Abhijit De, and Girish B. Maru.
2014. ‘Dietary Curcumin Post-Treatment Enhances the Disappearance of B(a)P-Derived DNA Adducts
in Mouse Liver and Lungs’. Toxicology Reports 1: 1181–94.
https://doi.org/10.1016/j.toxrep.2014.11.008.
Leslie, A., F. A. Carey, N. R. Pratt, and R. J. C. Steele. 2002. ‘The Colorectal Adenoma–Carcinoma Sequence’.
British Journal of Surgery 89 (7): 845–60. https://doi.org/10.1046/j.1365-2168.2002.02120.x.
Luo, Ziwei, Li Jiang, Yan Xu, Haibin Li, Wei Xu, Shuangchi Wu, Yuanliang Wang, Zhenyu Tang, Yonggang
Lv, and Li Yang. 2015. ‘Mechano Growth Factor (MGF) and Transforming Growth Factor (TGF)-Β3
Functionalized Silk Scaffolds Enhance Articular Hyaline Cartilage Regeneration in Rabbit Model’.
Biomaterials 52 (June): 463–75. https://doi.org/10.1016/j.biomaterials.2015.01.001.
Matheny, Ronald W., Bradley C. Nindl, and Martin L. Adamo. 2010. ‘Minireview: Mechano-Growth Factor: A
Putative Product of IGF-I Gene Expression Involved in Tissue Repair and Regeneration’.
Endocrinology 151 (3): 865–75. https://doi.org/10.1210/en.2009-1217.
Nanda, Neha, Devinder K. Dhawan, Alka Bhatia, Akhtar Mahmood, and Safrun Mahmood. 2016. ‘Doxycycline
Promotes Carcinogenesis &amp; Metastasis via Chronic Inflammatory Pathway: An In Vivo
Approach’. PLOS ONE 11 (3): e0151539. https://doi.org/10.1371/journal.pone.0151539.
Philippou, Anastassios, Athanasios Armakolas, and Michael Koutsilieris. 2013. ‘Evidence for the Possible
Biological Significance of the Igf-1 Gene Alternative Splicing in Prostate Cancer’. Frontiers in
Endocrinology 4: 31. https://doi.org/10.3389/fendo.2013.00031.
Philippou, Anastassios, Athanasios Armakolas, Zacharoula Panteleakou, Nikos Pissimissis, Adrianos Nezos,
Apostolos Theos, Maria Kaparelou, Nikos Armakolas, Spyridon G. Pneumaticos, and Michael
Koutsilieris. 2011. ‘IGF1Ec Expression in MG-63 Human Osteoblast-like Osteosarcoma Cells’.
Anticancer Research 31 (12): 4259–65.
Rotoli, Deborah, Manuel Morales, Marï¿½a Maeso, Marï¿½a Garcï¿½a, Araceli Morales, Julio ï¿½vila, and
Pablo Martï¿½n‑Vasallo. 2016. ‘Expression and Localization of the Immunophilin FKBP51 in
Colorectal Carcinomas and Primary Metastases, and Alterations Following Oxaliplatin-Based
Chemotherapy’. Oncology Letters, June. https://doi.org/10.3892/ol.2016.4772.
Sachdev, Deepali, and Douglas Yee. 2007. ‘Disrupting Insulin-like Growth Factor Signaling as a Potential
Cancer Therapy’. Molecular Cancer Therapeutics 6 (1): 1–12. https://doi.org/10.1158/15357163.MCT-06-0080.
Savvani, Argyro, Constantina Petraki, Pavlos Msaouel, Evangelia Diamanti, Ioannis Xoxakos, and Michael
Koutsilieris. 2013. ‘IGF-IEc Expression Is Associated with Advanced Clinical and Pathological Stage
of Prostate Cancer’. Anticancer Research 33 (6): 2441–45.
Shang, Jin, Xin Fan, and Huan Liu. 2015. ‘The Role of Mechano-Growth Factor E Peptide in the Regulation of
Osteosarcoma’. Oncology Letters 10 (2): 697–704. https://doi.org/10.3892/ol.2015.3339.
Stavropoulou, Anastasia, Antonios Halapas, Antigone Sourla, Anastassios Philippou, Efstathia Papageorgiou,
Apostolos Papalois, and Michael Koutsilieris. 2009. ‘IGF-1 Expression in Infarcted Myocardium and
MGF E Peptide Actions in Rat Cardiomyocytes in Vitro’. Molecular Medicine 15 (5–6): 127–35.
https://doi.org/10.2119/molmed.2009.00012.
Tsikitis, Vassiliki L., Kishore Malireddy, Erin A. Green, Brent Christensen, Richard Whelan, Jace Hyder, Peter
Marcello, et al. 2009. ‘Postoperative Surveillance Recommendations for Early Stage Colon Cancer
Based on Results from the Clinical Outcomes of Surgical Therapy Trial’. Journal of Clinical
Oncology: Official Journal of the American Society of Clinical Oncology 27 (22): 3671–76.
https://doi.org/10.1200/JCO.2008.20.7050.

Van Cutsem, E., B. Nordlinger, A. Cervantes, and ESMO Guidelines Working Group. 2010. ‘Advanced
Colorectal Cancer: ESMO Clinical Practice Guidelines for Treatment’. Annals of Oncology: Official
Journal of the European Society for Medical Oncology / ESMO 21 Suppl 5 (May): v93-97.
https://doi.org/10.1093/annonc/mdq222.
Varghese, Frency, Amirali B. Bukhari, Renu Malhotra, and Abhijit De. 2014. ‘IHC Profiler: An Open Source
Plugin for the Quantitative Evaluation and Automated Scoring of Immunohistochemistry Images of
Human Tissue Samples’. PLOS ONE 9 (5): e96801. https://doi.org/10.1371/journal.pone.0096801.
Winawer, S. J., A. G. Zauber, M. N. Ho, M. J. O’Brien, L. S. Gottlieb, S. S. Sternberg, J. D. Waye, M. Schapiro,
J. H. Bond, and J. F. Panish. 1993. ‘Prevention of Colorectal Cancer by Colonoscopic Polypectomy.
The National Polyp Study Workgroup’. The New England Journal of Medicine 329 (27): 1977–81.
https://doi.org/10.1056/NEJM199312303292701.
Zanou, Nadège, and Philippe Gailly. 2013. ‘Skeletal Muscle Hypertrophy and Regeneration: Interplay between
the Myogenic Regulatory Factors (MRFs) and Insulin-like Growth Factors (IGFs) Pathways’. Cellular
and Molecular Life Sciences: CMLS 70 (21): 4117–30. https://doi.org/10.1007/s00018-013-1330-4.
Zhang, Chao, Georgia Arentz, Lyron Winderbaum, Noor A. Lokman, Manuela Klingler-Hoffmann, Parul
Mittal, Christopher Carter, Martin K. Oehler, and Peter Hoffmann. 2016. ‘MALDI Mass Spectrometry
Imaging Reveals Decreased CK5 Levels in Vulvar Squamous Cell Carcinomas Compared to the
Precursor Lesion Differentiated Vulvar Intraepithelial Neoplasia’. International Journal of Molecular
Sciences 17 (7): 1088. https://doi.org/10.3390/ijms17071088.
Zhao, Shengbing, Shuling Wang, Peng Pan, Tian Xia, Xin Chang, Xia Yang, Liliangzi Guo, et al. 2019.
‘Magnitude, Risk Factors, and Factors Associated With Adenoma Miss Rate of Tandem Colonoscopy:
A Systematic Review and Meta-Analysis’. Gastroenterology 156 (6): 1661-1674.e11.
https://doi.org/10.1053/j.gastro.2019.01.260.

