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ABSTRACT Cytosolic recognition of DNA has emerged as a critical cellular mecha-
nism of host immune activation upon pathogen invasion. The central cytosolic DNA
sensor cGAS activates STING, which is phosphorylated, dimerizes and translocates
from the endoplasmic reticulum (ER) to a perinuclear region to mediate IRF-3 activa-
tion. Poxviruses are double-stranded DNA viruses replicating in the cytosol and
hence likely to trigger cytosolic DNA sensing. Here, we investigated the activation of
innate immune signaling by 4 different strains of the prototypic poxvirus vaccinia vi-
rus (VACV) in a cell line proficient in DNA sensing. Infection with the attenuated
VACV strain MVA activated IRF-3 via cGAS and STING, and accordingly STING dimerized
and was phosphorylated during MVA infection. Conversely, VACV strains Copenha-
gen and Western Reserve inhibited STING dimerization and phosphorylation during
infection and in response to transfected DNA and cyclic GMP-AMP, thus efficiently
suppressing DNA sensing and IRF-3 activation. A VACV deletion mutant lacking pro-
tein C16, thought to be the only viral DNA sensing inhibitor acting upstream of
STING, retained the ability to block STING activation. Similar inhibition of DNA-
induced STING activation was also observed for cowpox and ectromelia viruses. Our
data demonstrate that virulent poxviruses possess mechanisms for targeting DNA
sensing at the level of the cGAS-STING axis and that these mechanisms do not oper-
ate in replication-defective strains such as MVA. These findings shed light on the
role of cellular DNA sensing in poxvirus-host interactions and will open new avenues
to determine its impact on VACV immunogenicity and virulence.

IMPORTANCE Poxviruses are double-stranded DNA viruses infecting a wide range of
vertebrates and include the causative agent of smallpox (variola virus) and its vac-
cine vaccinia virus (VACV). Despite smallpox eradication VACV remains of interest
as a therapeutic. Attenuated strains are popular vaccine candidates, whereas replication-
competent strains are emerging as efficient oncolytics in virotherapy. The successful
therapeutic use of VACV depends on a detailed understanding of its ability to mod-
ulate host innate immune responses. DNA sensing is a critical cellular mechanism for
pathogen detection and activation of innate immunity that is centrally coordinated
by the endoplasmic reticulum-resident protein STING. Here, STING is shown to medi-
ate immune activation in response to MVA, but not in response to virulent VACV
strains or other virulent poxviruses, which prevent STING activation and DNA sens-
ing during infection and after DNA transfection. These results provide new insights
into poxvirus immune evasion and have implications in the rational design of VACV-
based therapeutics.
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Cells sense the presence of invading pathogens by the use of pattern-recognition
receptors (PRRs), a set of germ line encoded molecules recognizing pathogen-

associated molecular patterns (PAMPs). Nucleic acids derived from viral infection are
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potent PAMPs that can be recognized in the cell cytosol and the endolysosomal
compartment by dedicated PRRs. Recognition of RNA or DNA leads to the secretion of
type I interferon (IFN) and other inflammatory cytokines and the expression of IFN-
stimulated genes (ISGs), which restrict viral replication. Cytosolic double-stranded RNA
is sensed by retinoic acid-inducible gene I (RIG-I) and melanoma differentiation-
associated gene 5 (MDA-5). Both RIG-I and MDA-5 associate with the IFN-� promoter
stimulator 1 (IPS-1; also known as MAVS), a protein residing in the mitochondrion that
mediates the activation of IFN responsive factors (IRFs) and nuclear factor �-light-chain-
enhancer of activated B cells (NF-�B) (1). Cytosolic double-stranded DNA (dsDNA) can
be sensed by multiple PRRs, the importance of which is largely dependent on the cell
type (1). A critical sensor is the cyclic GMP-AMP synthase (cGAS), a nucleotidyltrans-
ferase that generates cyclic GMP-AMP (cGAMP) upon binding to dsDNA (2–4). cGAMP
acts as a secondary messenger and docks on the stimulator of interferon genes (STING),
inducing conformational changes and STING self-association. Upon cGAMP binding,
STING is phosphorylated and activated and acts as a scaffold for the recruitment of
TANK-binding kinase 1 (TBK-1) and the downstream activation of IRFs and NF-�B (5–8).
Besides cGAS, other molecules have been proposed to recognize cytosolic DNA and
contribute to STING-dependent IFN responses, including DAI (9); IFI16 (10); the DExD/
H-box helicases DHX9, DDX36, (11), and DDX41 (12); and the DNA damage proteins
Ku70/80 (13), DNA-PK (14), and Mre11 (15). Whether and how these molecules impact
the cGAS-cGAMP-STING axis and whether they show pathogen and/or cell type spec-
ificity are important questions in the field (16, 17).

Poxviruses are a highly successful family of viruses infecting a broad range of
species. Besides vaccinia virus (VACV), the prototypic member of the family and the
virus that was used to eradicate smallpox, there are other poxviruses that can cause
disease in humans (e.g., the monkeypox virus or the cowpox virus [CPXV]) or in animals
(e.g., the rabbit myxoma virus or the mouse ectromelia virus [ECTV]). In addition to
virulent strains, nonvirulent strains also exist and are popular candidates as recombi-
nant vaccine vectors. Modified vaccinia virus Ankara (MVA) is an attenuated VACV strain
generated through more than 500 serial passages in chicken cells. Through that serial
passaging MVA lost its ability to replicate in human cells due to severe deletions and
truncations affecting expression of multiple genes compared to the reference strains
Copenhagen (COP) or Western Reserve (WR) (18, 19). Accordingly, and in contrast to
COP or WR, which retain full inhibitory capacity, MVA has been shown to trigger innate
immune activation in multiple experimental settings.

Poxviruses contain large dsDNA genomes of about 200 kbp with a coding capacity
for more than 200 proteins. Poxviruses are unique in being the only dsDNA viruses to
replicate exclusively in the cell cytoplasm. Replication in this compartment, however,
makes this family of viruses particularly susceptible to detection by cytosolic DNA
sensors. The success of poxviruses therefore implies the evolution of countermeasures
to either avoid recognition or to dampen DNA sensing-induced innate immune acti-
vation. An example of such countermeasures is protein C16, which targets DNA-PK and
inhibits IRF-3 activation in response to DNA (20). C16 contributes to virulence and is
conserved in most VACV strains and poxviruses including variola virus, but is nonfunc-
tional in MVA (20, 21). Besides C16, VACV encodes a vast array of immunomodulatory
proteins able to inhibit the activation of the IRFs and NF-�B transcription factors (22).
Some of these proteins exert their inhibitory action downstream of STING at the level
of TBK-1 (23, 24) or IRF-3 (25) and can potentially block STING-mediated induction of
type I IFN. However, no VACV proteins have been reported to specifically target the
cGAS-cGAMP-STING axis. To seek evidence for such inhibitors, we investigated the
differential capacities of four VACV strains to inhibit innate immunity and STING
activation in a human monocytic cell line in response to DNA sensing. We demonstrate
that virulent VACV strains, as well as CPXV and ECTV, but not the nonvirulent strain
MVA, encode factors preventing STING phosphorylation and dimerization during viral
infection and upon transfection with exogenous DNA. These findings uncover a novel
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immune evasion strategy in poxviruses and highlight the importance of DNA sensing
in the innate antiviral defense.

RESULTS
PMA-differentiated THP-1 cells activate IRF-3 in response to MVA, but not COP

or WR, infection. To assess the capacity of VACV strains to modulate cellular innate
immunity, we sought a cell line that (i) responds to PAMPs, (ii) provides consistent and
high-throughput quantitative measurements, and (iii) is amenable to genetic manipu-
lation. THP-1 monocytes expressing Gaussia luciferase (GLuc) under the control of the
promoter of the IRF-3-dependent gene IFIT-1 (26) provided these characteristics. We
differentiated these cells with phorbol 12-myristate 13-acetate (PMA) for 48 h and
infected them with three different VACV strains at several PFU per cell. We monitored
GLuc activity over a period of 24 h and plotted it as a fold increase over mock-infected
cells. MVA infection triggered IFIT-1-driven GLuc activity, and this was quantitated 24 h
postinfection (p.i.) at approximately 25-, 20-, and 15-fold increases after infection with
2, 1, and 0.5 PFU/cell, respectively (Fig. 1A). Infection with a higher PFU/cell did not
yield higher levels of activation (data not shown), possibly due to MVA-induced
apoptosis (27, 28). Conversely, infection with VACV strains COP and WR did not induce

FIG 1 MVA, but not COP or WR, activate IRF-3 and IFN production in PMA-differentiated THP-1 cells. (A) PMA-differentiated
THP-1-IFIT-1-GLuc cells were infected in quadruplicate with the indicated PFU/cell (in parentheses) of MVA (black), COP (red), or WR
(blue), and the medium was analyzed for luciferase activity at the indicated times postinfection. Data were normalized to mock-
infected samples and are presented as the fold increase. (B) BHK-21 cells were infected with the indicated PFU/cell of MVA, COP, and
WR. Cells were lysed in RIPA buffer, and whole-cell lysates were subjected to SDS-PAGE and immunoblotting for D8 and �-tubulin.
(C and E) PMA-differentiated THP-1-IFIT-1-GLuc cells were infected in triplicate with 2 PFU/cell of MVA, COP, or WR, and 16 h later the
mRNA expression levels of CXCL10 (C) and IFN-� (E) were assessed by qPCR. (D) Medium from cells infected as described above with
MVA, COP, and WR were subjected to ELISA against CXCL10. (F) Medium from cells infected with 2, 1, and 0.5 PFU/cell of MVA or
uninfected was transferred to HEK293T previously transfected with an ISRE reporter plasmid (ISRE-FLuc) and a renilla luciferase plasmid
(RLuc). Plain medium (n.s.) and medium containing recombinant IFN-� (25 ng/ml) were also used as controls. FLuc/RLuc ratios were
normalized to the n.s. control and are presented as a fold increase. In all assays, data are presented as means � the standard deviations
(SD) and show the results from one representative experiment of at least three. *, P � 0.05; **, P � 0.01; ***, P � 0.001 (unpaired
Student t test).
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GLuc activity. To confirm that these differences were not caused by variations in virus
titer, the same sucrose purified stocks were used to infect permissive BHK-21 cells with
5 and 2 PFU/cell. At 12 h p.i., the cells were lysed, and the lysates were subjected to
SDS-PAGE. Immunoblotting against the late viral protein D8 confirmed that infection
levels were similar across the different strains (Fig. 1B). We then repeated the infection
of THP-1 cells with 2 PFU/cell and measured the induction of CXCL10 and IFN-� mRNA
by quantitative PCR at 24 h p.i. MVA infection triggered CXCL10 expression, whereas
COP and WR infections did not (Fig. 1C). The production of CXCL10 was subsequently
confirmed by enzyme-linked immunosorbent assay (ELISA) (Fig. 1D). Similarly, we
detected a significant increase in IFN-� mRNA expression in response to MVA, but not
COP or WR, infection (Fig. 1E). The presence of active IFN-� in the MVA-infected
medium was confirmed in a bioassay on HEK293T cells transfected with a reporter
expressing luciferase under the control of the IFN-stimulated response element (ISRE).
Supernatants from MVA-infected THP-1 cells induced a statistically significant increase
in ISRE activity in the HEK293T cells in a dose-dependent manner (Fig. 1F). From these
data we concluded that MVA induces a robust innate immune response in THP-1-IFIT-
1-GLuc cells that is not observed with COP or WR and that measurements of GLuc
activity correlate with the upregulation of antiviral cytokines, including type I IFN.

IRF-3 activation in response to MVA infection requires the cGAS-STING axis.
VACV is a dsDNA virus that replicates in the cell cytoplasm and therefore has the
potential to be detected by cytosolic DNA sensing mechanisms, in which STING has a
pivotal role. To determine whether STING had an impact on the IRF-3 response induced
by VACV in THP-1 cells, we transduced THP-1-IFIT-1-GLuc cells with a lentivirus express-
ing shRNA against cellular STING, or a control shRNA, and selected them with puro-
mycin. Control and shSTING cells were PMA-differentiated and STING levels assessed by
immunoblotting. shSTING cells showed a reduction in STING expression compared to
control cells (Fig. 2A). Furthermore, cells were exposed to cytosolic DNA (herring testes
[HT]-DNA transfection) or RNA (Sendai virus [SeV] infection) and IRF-3 responses were
determined by luciferase activity. shSTING cells had a significantly impaired response to
HT-DNA transfection compared to control cells, but both cell lines responded equally
to SeV infection which activates IRF-3 via RNA sensors (Fig. 2B). We next measured the
response to VACV infection in the STING-depleted cells. Differentiated cells were
challenged with MVA at various PFU/cell, and the luciferase activity was measured
at 24 h p.i. MVA infection triggered IFIT-1-driven GLuc expression in a dose-
dependent manner, and this was impaired in shSTING cells in a statistically signif-
icant manner (Fig. 2C).

To further confirm that MVA-induced activation of IRF-3 in THP-1 cells derived from
DNA sensing, we generated a THP-1 cell line expressing shRNA against cGAS, the main
cellular DNA sensor. Immunoblotting for cGAS confirmed cGAS depletion in shcGAS
cells compared to control cells (Fig. 2D). Accordingly, shcGAS cells failed to induce
IFIT-1-GLuc expression in response to HT-DNA transfection while their response to the
RNA sensing activator SeV was unaffected (Fig. 2E). Similar to the results obtained in
cells depleted for STING, MVA infection triggered a significantly reduced response in
cells depleted for cGAS (Fig. 2F). Together, these results demonstrate that cGAS and
STING contribute to IRF-3 activation in THP-1 cells infected with MVA.

COP and WR suppress IRF-3 activation induced by exogenous DNA. The absence
of IRF-3 activation upon COP or WR infection could be explained by (i) an ability of
these viruses to mask their dsDNA genome in a manner that is lost in MVA, or (ii) the
production of viral factors that prevent IRF-3 activation. We addressed the presence of
viral factors by determining the capacity of all three VACV strains to inhibit IRF-3
activation mediated by exogenous DNA. First, PMA-differentiated THP-1 cells were
infected with 2 PFU/cell of MVA, COP, and WR for 6 h and subsequently transfected
with HT-DNA. After 16 h, HT-DNA transfection induced an �30-fold increase in IFIT-1-
driven GLuc activity in mock-infected and MVA-infected cells, and this was completely
suppressed in COP-infected and WR-infected cells (Fig. 3A). We then repeated the
infection and measured CXCL10 and IFN-� mRNA expression 6 h after HT-DNA trans-
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fection. DNA challenge triggered expression of CXCL10 (Fig. 3B) and IFN-� (Fig. 3C) in
mock-infected cells, and this was similar to that observed in MVA-infected cells. COP
and WR infections inhibited the DNA-induced expression of both cytokines in a
statistically significant manner. Therefore, COP and WR efficiently abolish IRF-3 activa-
tion in response to exogenous DNA in THP-1 cells, most likely by the expression of viral
factors that are lost or defective in MVA.

COP and WR inhibit STING phosphorylation in response to DNA. The ability of
VACV virulent strains to block DNA-induced IRF-3 signaling could be ascribed not only
to a cumulative effect of viral inhibitors acting on the IRF-3 pathway but also to the
presence of specific inhibitors acting at the level of cGAS/STING. To address the latter,
we examined DNA-induced STING activation in VACV-infected cells. A hallmark of STING
activation is the phosphorylation of Ser366, an event associated with IRF-3 recruitment
and activation (6). We infected PMA-differentiated THP-1 cells with COP or WR for 6 h
and subsequently transfected the cells with HT-DNA. Whole-cell lysates were subjected
to immunoblotting against p-STING Ser366 at 2, 4, and 6 h after DNA transfection. In
mock-infected cells, p-STING was detected at 2 h and was prominent at 4 and 6 h
posttransfection, concomitant with p-IRF-3 induction (Fig. 4A). In infected cells, how-
ever, p-STING levels were significantly reduced, particularly after WR infection, and this
correlated with a reduction in p-IRF-3. Immunoblotting against viral protein D8 re-
vealed that the infection levels between COP and WR were similar. Phosphorylated and

FIG 2 Activation of IRF-3 in THP-1 cells upon MVA infection requires STING and cGAS. (A and D) Whole-cell lysates
from THP-1 cells transduced with lentivirus expressing shRNA against STING (shSTING) or control (shCtrl) (A) or
against cGAS (shcGAS) or control (shCtrl) (D) were subjected to immunoblotting against �-tubulin and STING (A)
or cGAS (D). (B and E) PMA-differentiated shSTING or shCtrl (B) or shcGAS or shCtrl (E) THP-1 cells were transfected
with HT-DNA or infected with Sendai virus (SeV). After 16 h, the GLuc activity in the supernatant was measured and
is presented as a fold increase over nonstimulated conditions (n.s.). (C and F) PMA-differentiated shSTING or shCtrl
(C) or shcGAS or shCtrl (F) THP-1 cells were infected with 2, 1, and 0.5 PFU/cell of MVA. After 24 h, the GLuc activity
was measured and is presented as a fold increase over a mock-infected condition. Data in all graphs are presented
as means � the SD, and the results of one representative experiment of at least three, each performed in triplicate,
are shown. **, P � 0.01; ***, P � 0.001 (unpaired Student t test for the indicated comparisons).
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total STING levels from three independent experiments using WR were quantitated, and
the reduction of p-STING upon DNA challenge was shown to be statistically significant
(Fig. 4B).

COP and WR inhibit STING dimerization. To further assess whether WR and COP
suppress STING activation, we examined the ability of these viruses to block STING
dimerization in response to DNA (6, 7, 29). Cells were infected with MVA, COP, or WR
at 2 PFU/cell and subsequently transfected with HT-DNA for a further 4 h. Cells were
lysed and treated to preserve endogenous STING dimers, and these were assessed by
immunoblotting. In nonstimulated, mock-infected cells a band at �80 kDa correspond-
ing to the expected size of a STING dimer was detected and became more intense upon
DNA sensing stimulation, an observation consistent with the formation of STING dimers
in response to exogenous DNA (Fig. 5A). DNA-induced STING dimerization in MVA-
infected cells was indistinguishable from that in mock-infected cells, highlighting the
inability of MVA to block STING activation. This notion was also supported by measur-
ing p-STING levels. Conversely, cells infected with COP or WR showed a reduction in

FIG 3 VACV strains COP and WR inhibit IRF-3 activation in response to exogenous DNA. PMA-
differentiated THP-1 cells were infected with 2 PFU/cell of MVA, COP, or WR for 6 h and subsequently
transfected with HT-DNA for a further 16 h. (A) The GLuc activity was measured and is presented as a fold
increase over a mock-infected condition. (B and C) Cells were infected as in panel A and subsequently
transfected with HT-DNA for a further 6 h. The CXCL10 and IFN-� mRNA expression levels were assessed
by qPCR. Data are presented as means � the SD, and the results of one representative experiment of at
least three, each performed in triplicate, are shown. *, P � 0.05; ***, P � 0.001 (unpaired Student t test
comparing infections with mock infections).

FIG 4 VACV strains COP and WR inhibit STING phosphorylation in response to DNA transfection. (A) PMA-
differentiated THP-1 cells were infected with 2 PFU/cell of the indicated viruses for 6 h and subsequently
transfected with HT-DNA (4 �g/ml) for the indicated time. Cells were lysed in RIPA buffer, and whole-cell lysates
were subjected to SDS-PAGE and immunoblotting against the indicated proteins. (B) Ratio of phosphorylated/total
STING for the indicated conditions integrating quantitative data from three independent experiments. AU, arbitrary
units. *, P � 0.05 (unpaired Student t test for the indicated comparison).
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DNA-induced STING dimerization. In agreement with previous observations, p-STING
levels were also efficiently suppressed by COP and WR. The levels of viral D8 confirmed
similar infectivity between COP and WR. D8 could not be detected in MVA-infected cell
lysates due to the fact that MVA does not express late proteins in THP-1 cells. We then
repeated this experiment and quantitated the dimeric and monomeric STING bands
upon WR infection and DNA stimulation. The results confirmed that WR infection
inhibited STING dimerization in a statistically significant manner (Fig. 5B). Finally, we
assessed STING dimerization and stability upon WR infection at multiple PFU/cell.
Infection with as little as 1 PFU/cell was sufficient to prevent DNA-induced STING
dimerization (Fig. 5C). Infection with a higher PFU/cell did not affect the levels of
monomeric STING, which remained largely constant and close to those seen in un-
stimulated cells. Similar data were obtained with COP (Fig. 5D). This suggests that VACV
does not affect STING stability. Taken together, these data demonstrate for the first
time that VACV prevents STING phosphorylation and dimerization in response to DNA.

The VACV deletion mutant vv811 inhibits STING activation. VACV protein C16 is
expressed by COP and WR and targets DNA-PK (20), a cytosolic DNA sensor recognizing
VACV and acting via STING (14, 30). To determine whether C16 was responsible for the
observed STING inhibition, we took advantage of vv811, a VACV deletion mutant
deriving from COP that lacks 55 open reading frames (ORFs), including C16L (31, 32). In
contrast to COP, infection with vv811 triggered �7-fold increase in IFIT-1-driven GLuc
activity (Fig. 6A), suggesting that the absence of immunomodulatory genes limits the
ability of vv811 to block IRF-3 responses in differentiated THP-1 cells. vv811 infection
reduced the levels of IRF-3 activation observed after DNA transfection compared to

FIG 5 VACV strains COP and WR inhibit STING dimerization in response to DNA transfection. (A) PMA-differentiated THP-1 cells were
infected with 2 PFU/cell of the indicated viruses for 6 h and subsequently transfected with HT-DNA for a further 4 h. Cells were lysed
in RIPA buffer, and whole-cell lysates were subjected to SDS-PAGE and immunoblotting against the indicated proteins. (B) Ratio of
dimeric/monomeric STING for the indicated conditions integrating quantitative data from 3 independent experiments. AU, arbitrary
units. *, P � 0.05 (unpaired Student t test for the indicated comparison). (C and D) PMA-differentiated THP-1 cells were infected with
the indicated PFU/cell of WR (C) or COP (D) for 6 h and subsequently transfected with HT-DNA. Cell lysates were subjected to SDS-PAGE
and immunoblotting as in panel A.
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mock-infected cells, and this was statistically significant (Fig. 6A). However, vv811 did
not reduce IRF-3 activation as effectively as COP, but rather to the levels induced by
vv811 infection in the absence of DNA stimulation, suggesting that this baseline
activation on infection may be induced by a response that is unrelated to DNA sensing.
vv811 inhibition of DNA-induced IRF-3 activation was also observed on measurement
of CXCL10 (Fig. 6B) and IFN-� (Fig. 6C) mRNA expression. We then assessed the kinetics
of activation of p-STING after HT-DNA transfection in cells infected with vv811 (Fig. 6D).
As shown previously, mock-infected cells showed substantial levels of p-STING at 4 and
6 h poststimulation, and these correlated with p-IRF-3 levels. The kinetics of DNA-
induced p-STING formation in MVA-infected cells was indistinguishable from that
observed in mock-infected cells, implying that no inhibitors of DNA sensing are
expressed in MVA. Indeed, low levels of p-STING could be detected after MVA infection
in the absence of exogenous DNA transfection, indicating that MVA infection is
sufficient to trigger STING activation. In contrast, vv811 infection efficiently suppressed
both p-STING and p-IRF-3. As expected, viral D8 could not be detected in MVA-infected
cells due to its late expression, but it was detected in vv811-infected cells, demonstrat-
ing that this virus replicates in THP-1 cells despite its multiple deletions. Thus, it appears
that VACV expresses mechanisms, other than C16, to prevent STING activation in
response to DNA sensing.

VACV inhibits STING activation in response to cGAMP. To gain further insight
into VACV inhibition of STING-dependent DNA sensing signaling, we assessed the

FIG 6 vv811 inhibits STING activation. (A) PMA-differentiated THP-1 cells were infected with 2 PFU/cell of MVA, vv811, or
COP for 6 h and subsequently transfected with HT-DNA for a further 16 h. The GLuc activity was measured and is presented
as a fold increase over mock-infected conditions. (B and C) Cells were infected as in panel A and subsequently transfected
with HT-DNA for a further 6 h. The CXCL10 and IFN-� mRNA expression levels were assessed by qPCR. (D) PMA-
differentiated THP-1 cells were infected with 2 PFU/cell of the indicated viruses for 6 h and subsequently transfected with
HT-DNA (4 �g/ml) for a further 4 h. Cells were lysed in RIPA buffer, and whole-cell lysates were subjected to SDS-PAGE and
immunoblotting against the indicated proteins. The results of one representative experiment of at least three performed
are shown. Data in all graphs are presented as means � the SD, each performed in triplicate. *, P � 0.05; **, P � 0.01; ***,
P � 0.001 (unpaired Student t test comparing infection to mock infection).
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inhibitory capacity of the different VACV strains in response to cGAMP. Exposure to
cGAMP triggered an �6-fold increase in IRF-3-driven reporter activity in PMA-
differentiated THP-1 cells (Fig. 7A). This activation was significantly suppressed in cells
that had been previously been infected with vv811, COP, or WR. Infection with MVA
triggered reporter activity on its own, and this activity was even enhanced after
exposure to cGAMP. To further demonstrate that cGAMP activated STING and that this
was suppressed by VACV inhibitory strains, we assessed STING dimerization in response
to cGAMP. Exposure to cGAMP induced the formation of STING dimers in mock-infected
cells, but these were inhibited in cells infected with WR and even with the deletion
mutant vv811 (Fig. 7B). Therefore, irrespective of the potential ability to interfere with
cGAS and/or its enzymatic activity, VACV efficiently antagonizes the action of STING.

Cowpox and Ectromelia virus prevent STING activation. To determine whether
inhibition of STING activation is unique to VACV or occurs after infection with other
poxviruses, we studied CPXV and ECTV. Cells were infected with 2 PFU/cell of CPXV
reference strain Brighton Red and ECTV reference strain Moscow, as well as WR as a
control, for 6 h and subsequently stimulated by DNA transfection for a further 4 h. The
levels of STING dimerization were assessed by immunoblotting, and viral infection was
confirmed by detecting D8 (Fig. 7). As expected, uninfected cells stimulated with DNA
showed elevated levels of STING dimers, and these were absent in WR-infected cells.
Infection with CPXV and ECTV strains also inhibited STING dimerization to the same
extent as WR, indicating that inhibition of STING activation is conserved among
multiple orthopoxviruses.

DISCUSSION

STING has emerged as a pivotal molecule in the integration of signals deriving from
various cytosolic DNA sensors and in particular cGAS. Upon binding cGAMP STING
dimerizes, translocates to perinuclear structures, and is phosphorylated (5–8). This
promotes the phosphorylation and activation of IRF-3 and the subsequent production
of type I IFN and inflammatory cytokines. Whether and how VACV has evolved
mechanisms counteracting the cGAS-STING axis is currently unknown. We provide
evidence here demonstrating that VACV inhibits the phosphorylation and dimerization
of STING in response to DNA and cGAMP (Fig. 4, 5, and 7). These observations
correlated with the inhibition of IRF-3 activation and of the expression of IFN-� and
CXCL10 cytokines (Fig. 1 and 3). Inhibition of STING activation occurred after infection
with strains COP and WR, but not MVA. MVA is an attenuated VACV strain unable to

FIG 7 VACV inhibits STING activation in response to cGAMP. (A) PMA-differentiated THP-1 cells were infected with
2 PFU/cell of the indicated viruses for 6 h and subsequently exposed to cGAMP a further 16 h. The GLuc activity
was measured and is presented as a fold increase over mock-infected conditions. Data are presented as means �
the SD, each performed in triplicate. ***, P � 0.001 (unpaired Student t test comparing cGAMP-stimulated infections
to cGAMP-stimulated mock infections). (B) PMA-differentiated THP-1 cells were infected with 2 PFU/cell of the
indicated viruses for 6 h and subsequently exposed to cGAMP (15 �g/ml) for a further 6 h. Cells were lysed in RIPA
buffer, and whole-cell lysates were subjected to SDS-PAGE and immunoblotting against the indicated proteins. The
results of one representative experiment of at least two are shown.
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replicate and express late genes in most mammalian cell types, including human cells.
For this reason it is typically titrated on chicken cells (i.e., chicken embryo fibroblasts
[CEF]) as opposed to virulent VACV strains which can be titrated on conventional
mammalian cell lines (e.g., BS-C-1). Because of this discrepancy we infected permissive
BHK-21 cells (in which MVA is fully replicative and hence the late viral protein D8 is
expressed) in parallel to differentiated THP-1 cells and observed similar levels of
infectivity across the three VACV strains (Fig. 1). In PMA-differentiated THP-1 cells, MVA
infection was sufficient to trigger IRF-3 activation (Fig. 1), and this activation required
cGAS and STING (Fig. 2). These data are in line with the reported role of cGAS upon MVA
infection in murine dendritic cells (33). MVA is a VACV strain sharing the same dsDNA
PAMP as COP or WR but containing up to six major genomic deletions (18). A likely
explanation for the inability of MVA to block STING activation is that MVA does not
express the viral gene(s) responsible for STING inhibition, which are present in COP and
WR. However, the possibility existed that the COP and WR genomes were immunolog-
ically weaker PAMPs than that of MVA, or that COP and WR were able to mask their
genomes more efficiently. Although these possibilities cannot formally be ruled out, the
observation that COP and WR blocked STING activation in response to transfected DNA
or cGAMP exposure (Fig. 4 and 7) argues that virulent VACV strains express one or
multiple factors that are capable of acting in trans to block STING activation induced by
the viral genome, as well as exogenous DNA. These factors may not operate in MVA, but
they (or functionally equivalent products) must be present in CPXV and ECTV, and
presumably in other virulent poxviruses, because both ECTV and CPXV inhibited STING
activation to the same extent as VACV (Fig. 8).

There are 29 genes absent in MVA due to large genomic deletions and truncations.
In addition, MVA contains nonfunctional copies of genes due to point mutations and
small truncations acquired during serial passage in chicken cells and does not express
late genes due its inability to complete the viral cycle in most mammalian cells (19, 34,
35). Therefore, a large number of VACV proteins could account for the inhibition of
STING activation reported here. An obvious candidate is protein C16, the viral inhibitor
of DNA-PK, which is absent in MVA, but conserved across VACV replicative strains, as
well as in CPXV and ECTV (21). Hence, we assessed DNA-induced STING activation
during vv811 infection, a VACV deletion mutant that contains two large deletions in the
genome terminal regions and does not encode C16 (31). vv811 infection was sufficient
to trigger intermediate levels of IRF-3 activation, which is consistent with the loss of
multiple immune modulators encoded by the missing genome fragments. Despite this
reduced inhibitory capacity, vv811 was as effective as fully virulent VACV strains in
preventing DNA-induced STING activation (Fig. 6). This indicates that neither C16 nor
any of the other 54 ORFs missing in vv811 is required for the observed STING inhibition

FIG 8 CPXV strain Brighton Red (BR) and ECTV strain Moscow (MOS) inhibit DNA-induced STING
dimerization. PMA-differentiated THP-1 cells were infected with 2 PFU/cell of the indicated viruses for 6
h and subsequently transfected with HT-DNA for a further 4 h. Cells were lysed in RIPA buffer, and
whole-cell lysates were subjected to SDS-PAGE and immunoblotting against the indicated proteins. The
results of one representative experiment of at least three are shown.
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and that additional mechanisms must exist and cooperate with C16 to effectively block
DNA sensing in multiple contexts. Identification of the viral mechanism(s) may thus
require a combination of genetic and biochemical approaches and will be the subject
of future studies.

Whatever the exact mechanism is, it will add to the inhibitory capacity provided by
other VACV factors targeting the IRF-3 signaling cascade downstream of cGAS/STING
such as proteins C6 and K7, which act at the level of TBK-1 (23, 24), or protein N2, which
blocks IRF-3 activity in the nucleus (25). VACV redundancy in targeting cellular functions
is common and also occurs to prevent NF-�B activation (22) or cell death (36). In the
case of NF-�B, vv811 has been shown to inhibit NF-�B activation to the same extent as
its parental strain COP despite its large genome deletions (37), and even a recombinant
vv811 engineered to lack all described NF-�B inhibitors retained an inhibitory capacity
similar to that of the original vv811, revealing the existence of additional, yet unchar-
acterized inhibitors (38–40). This remarkable redundancy is necessary to counteract the
complex signaling and cross talk governing innate immune responses in vivo and
indicates that in cells the contribution of each individual viral protein to the inhibition
of a signaling cascade during infection can only be assessed by studying very specific
events (i.e., STING phosphorylation and STING dimerization in this case).

Multiple human viruses target STING function. For instance, the human cytomega-
lovirus protein UL82 binds to STING and prevents its translocation and activation (41),
the Kaposi’s sarcoma-associated herpesvirus (KSHV) protein vIRF1 prevents STING
association with TBK-1 (42), and the human papillomavirus and adenovirus suppress
IFN-� production by targeting STING with their proteins E7 and E1A, respectively (43),
whereas dengue virus does so by cleaving STING via protein NS2B/3 (44, 45). Cleavage
is unlikely to underlie the VACV mechanism since our data did not indicate a reduction
in STING stability during infection. Other human viruses target cGAS, e.g., the KSHV
proteins ORF52 and LANA (46, 47). At present our data demonstrate that VACV targets
STING but do not exclude that VACV may have evolved complementary mechanisms to
interfere with cGAS/STING signaling, such as masking the viral DNA with DNA-binding
proteins, targeting cGAS, or enzymatically degrading cGAMP. The wide array of mech-
anisms that viruses employ to inhibit the cGAS-STING axis highlights the crucial role of
this pathway in innate antiviral defense. In addition, the cGAS-STING pathway has a
critical role in inflammatory diseases and in the induction of effective anticancer
adaptive immunity (48–50). STING activation is recurrently suppressed in a number of
cancers, and the level of STING signaling has been shown to correlate with the outcome
of VACV or herpesvirus-based oncotherapy (51). The activation and regulation of DNA
sensing during poxvirus infection provides a unique model that offers a better mech-
anistic understanding of DNA-mediated activation of immune responses and that will
contribute to the rational design of VACV-based therapies for vaccination and oncolytic
treatment.

MATERIALS AND METHODS
Cells, reagents, and viruses. HEK-293T, BS-C-1, RK-13, and BHK-21 cells were grown in Dulbecco

modified Eagle medium (Life Technologies) supplemented with 10% heat-inactivated fetal calf serum
(FCS; Seralab) and 100 U/ml penicillin plus 100 �g/ml streptomycin (Pen/Strep; Life Technologies).
THP-1-IFIT-1-GLuc cells were a gift from Veit Hornung (University of Munich, Munich, Germany). These
cells had been modified to express GLuc under the control of the IFIT-1 promoter (26). THP-1-IFIT-1-GLuc
cells were grown in RPMI 1640 (Life Technologies) supplemented with 15% FCS and Pen/Strep. PMA
(Santa Cruz Biotechnology) was dissolved in dimethyl sulfoxide at 10 mg/ml. HT-DNA (Sigma) was
dissolved in water at 2 mg/ml. 2=3=-cGAMP (Invivogen) was dissolved in water at 50 mg/ml. Sendai virus
was a gift from Steve Goodbourn (St. George’s University of London, London, United Kingdom). VACV
strains MVA, vv811, COP, and WR, as well as CPXV strain Brighton Red, were obtained from Geoffrey L.
Smith (University of Cambridge, Cambridge, United Kingdom). ECTV strain Moscow was from Antonio
Alcami (Centro de Biología Molecular Severo Ochoa, Madrid, Spain). MVA was grown and titrated in CEF
by conventional plaque assay. All other viruses were expanded in RK-13 or BS-C-1 cells and titrated in
BS-C-1 cells. All viruses were purified through a 36% sucrose cushion before use.

Reporter gene assays. THP-1-IFIT-1-GLuc cells were seeded in 96-well plates at a density of 5 � 104

cells per well in the presence of PMA (50 ng/ml). After 48 h, the cells were infected in quadruplicate with
the indicated viruses in RPMI 1640 supplemented with 2% FCS at the indicated PFU per cell, and the
medium was collected at the indicated times postinfection. When DNA stimulation was performed,
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PMA-differentiated cells were infected with the indicated viruses at 2 PFU/cell for 6 h and then
transfected with HT-DNA at 0.5 �g/ml for a further 16 h. Transfections were performed in Opti-MEM (Life
Technologies) in the presence of the transfection reagent TransIT-LT-1 (Mirus Bio) according to the
manufacturer’s recommendations. When cGAMP stimulation was performed, cells were infected as
described above and then exposed to cGAMP at 10 �g/ml in the medium for a further 16 h. The luciferase
activity was measured in a Clariostar plate reader (BMG Biotech) in the presence of coelenterazine
(NanoLigh Technology) at 2 �g/ml. Data were normalized to mock-infected samples and are presented
as a fold increase.

Quantitative PCR. THP-1-IFIT-1-GLuc cells were seeded in 24-well plates at a density of 2 � 105 cells
per well in the presence of PMA (50 ng/ml). After 48 h, the cells were infected in triplicate with the
indicated viruses in RPMI 1640 supplemented with 2% FCS at the indicated PFU/cell for 16 h, or for 6 h
and subsequently transfected with HT-DNA for a further 6 h as described above. RNA was extracted using
a Total RNA purification kit (Norgen Biotech) and transcribed into cDNA using Superscript III reverse
transcriptase (Invitrogen) according to the manufacturer’s protocol. cDNA was diluted 1:5 in water and
used as a template for real-time PCR using SYBR green PCR master mix (Applied Biosystems) in a
LightCycler 96 (Roche). Expression of each gene was normalized to an internal control (18S), and these
values were then normalized to the nonstimulated mock-infected control cells to yield a fold induction.
The primers used for CXCL10 detection were as previously described (52). The primers used for 18S
detection (forward, 5=-GTAACCCGTTGAACCCCA-3=; reverse, 5=-CCATCCAATCGGTAGTAGG-3) and hIFN-�
detection (forward, 5=-ACATCCCTGAGGAGATTAAGCA-3=; reverse, 5=-GCCAGGAGGTTCTCAACAATAG-3=)
were as indicated here.

ELISA. Cell culture supernatants from virus-infected THP-1 cells grown in 24-well plates were assayed
for CXCL10 using Duoset ELISA reagents (R&D Biosystems) according to the manufacturer’s instructions.

IFN bioassay. THP-1-IFIT1-GLuc cells were seeded in 96-well plates at a density of 5 � 104 cells per
well in the presence of PMA (50 ng/ml). After 48 h, the cells were infected in quadruplicate with the
indicated viruses in RPMI 1640 supplemented with 2% FCS at the indicated PFU/cell. The medium was
collected 24 h later and transferred to 96-well plates containing HEK293T cells previously transfected for
24 h with 70 ng/well of a reporter plasmid expressing firefly luciferase under the control of ISRE
(Promega) and 10 ng/well of a control plasmid expressing Renilla luciferase (RLuc; Promega) using
polyethylenimine (PEI; Sigma) at a ratio of 1:2 (�g of DNA:�l of PEI). Activation with recombinant hIFN-�
at 25 ng/ml was also included as a control. At 10 h after medium transfer or hIFN-� activation, the cells
were lysed in passive lysis buffer (Promega). The FLuc and RLuc activities were measured in a Clariostar
plate reader (BMG Biotech), and FLuc/RLuc ratios were calculated for each well. Data were normalized to
mock-infected THP-1 samples and are presented as fold increases.

Generation of cell lines depleted for cGAS and STING. THP-1-IFIT-1-GLuc cells were first depleted
for SAMHD1 using specific short hairpin sequences expressed from the HIV-1-based shRNA expression
vector HIVSiren (53) and selected for hygromycin resistance (Invivogen, 200 �g/ml), followed by
depletion for STING using the above HIVSiren system, or cGAS using the MLV-based shRNA expression
vector pSIREN-RetroQ (Clontech), and selected for puromycin resistance (1 �g/ml; Merck Chemicals, Ltd.).
Lentiviral particles were produced by transfection of HEK293T cells with either (i) 1.5 �g of pHIVSIREN
shRNA, 1 �g of p8.91 packaging plasmid (54), and 1 �g of vesicular stomatitis virus-G glycoprotein
expressing plasmid pMDG (Genscript) or (ii) 1.5 �g of pSIREN-RetroQ shRNA, 1 �g of pCMVi (MoMLV
Gag-Pol), and 1 �g of pMDG using Fugene 6 transfection reagent (Promega) according to the manu-
facturer’s instructions. Virus supernatants were harvested at 48 and 72 h posttransfection, pooled, and
used to transduce THP-1-IFIT-1-GLuc cells. The sequences were as follows: SAMHD1 shRNA, 5=-CGGGC
CATCATCTTGGAATCCAAACTCGAGTTTGGATTCCAAGATGATGGCTTTTT-3=; STING shRNA, 5=-GCCTGATAAC
CTGAGTATGTTCAAGAGACATACTCAGGTTATCAGGCTTTTTTACGCGT-3=; and cGAS shRNA, 5=-GGAAGGAA
ATGGTTTCCAATTCAAGAGATTGGAAACCATTTCCTTCCTTTTTTACGCGT-3=.

SDS-PAGE and immunoblotting. Cells were lysed in radioimmunoprecipitation assay (RIPA) buffer
supplemented with protease and phosphatase inhibitors (Roche), as well as 250 U/ml benzonase (Sigma).
Lysates were rotated for 30 min at 4°C and subsequently denatured for 5 min at 95°C in the presence of
loading buffer. Samples were resolved by SDS-PAGE and transferred to nitrocellulose membranes (GE
Healthcare) using a Trans-Blot semidry transfer unit (Bio-Rad). Membranes were blocked in 0.1%
Tween/phosphate-buffered saline supplemented with 5% skimmed milk (Sigma) and subjected to
immunoblotting with the following primary antibodies at the indicated dilutions: phosphorylated STING
Ser366 (Cell Signaling Technology; 1:1,000), STING (Cell Signaling Technology; 1:1,000), cGAS (Cell
Signaling Technology; 1:1,000), IRF-3 (Abcam; 1:1,000), phosphorylated IRF-3 Ser386 (Abcam, 1:1,000),
�-tubulin (Upstate Biotech; 1:10,000), and D8 (a gift from David Ulaeto [Defence Science and Technology
Laboratory, United Kingdom]). Primary antibodies were detected using IRDye-conjugated secondary
antibodies in an Odyssey infrared imager (LI-COR Biosciences). Images were analyzed using Odyssey
software, and data were obtained after integration of at least three independent experiments.

STING dimerization. Analysis of STING dimerization was performed as described previously (29) with
minor modifications. THP-1-IFIT-1-GLuc cells were seeded in 24-well plates at a density of 2 � 105 cells
per well in the presence of PMA (50 ng/ml). After 48 h, the cells were infected with the indicated viruses
in RPMI 1640 supplemented with 2% FCS at the indicated PFU/cell. After 6 h, the cells were transfected
with HT-DNA at 4 �g/ml for 4 h or exposed to 15 �g/ml cGAMP for 6 h and lysed as described above,
with the exception that lysates were mixed with NuPAGE LDS sample buffer (Bio-Rad) and directly
analyzed by SDS-PAGE.

Statistical analysis. Statistical significance was determined using an unpaired Student t test with
Welch’s correction where appropriate using GraphPad Prism statistical software.

Georgana et al. Journal of Virology

May 2018 Volume 92 Issue 10 e02145-17 jvi.asm.org 12

 on F
ebruary 28, 2019 by guest

http://jvi.asm
.org/

D
ow

nloaded from
 

http://jvi.asm.org
http://jvi.asm.org/


ACKNOWLEDGMENTS
We thank Geoffrey L. Smith and Antonio Alcami for providing viral stocks. We thank

Veit Hornung, Steve Goodbourn, and David Ulaeto for providing reagents.
This study was partly funded by University of Surrey start-up funds and a UK

Biotechnology and Biological Sciences Research Council grant (BB/M003647/1) to
C.M.D.M. G.J.T. is supported by a Wellcome Trust Senior Biomedical Research Fellow-
ship. I.G. is supported by a University of Surrey School of Biosciences and Medicine
studentship.

REFERENCES
1. Goubau D, Deddouche S, Reis e Sousa C. 2013. Cytosolic sensing of

viruses. Immunity 38:855– 869. https://doi.org/10.1016/j.immuni.2013
.05.007.

2. Sun L, Wu J, Du F, Chen X, Chen ZJ. 2013. Cyclic GMP-AMP synthase is
a cytosolic DNA sensor that activates the type I interferon pathway.
Science 339:786 –791. https://doi.org/10.1126/science.1232458.

3. Wu J, Sun L, Chen X, Du F, Shi H, Chen C, Chen ZJ. 2013. Cyclic
GMP-AMP is an endogenous second messenger in innate immune
signaling by cytosolic DNA. Science 339:826 – 830. https://doi.org/10
.1126/science.1229963.

4. Ablasser A, Goldeck M, Cavlar T, Deimling T, Witte G, Rohl I, Hopfner KP,
Ludwig J, Hornung V. 2013. cGAS produces a 2=-5=-linked cyclic dinu-
cleotide second messenger that activates STING. Nature 498:380 –384.
https://doi.org/10.1038/nature12306.

5. Dobbs N, Burnaevskiy N, Chen D, Gonugunta VK, Alto NM, Yan N. 2015.
STING activation by translocation from the ER is associated with infec-
tion and autoinflammatory disease. Cell Host Microbe 18:157–168.
https://doi.org/10.1016/j.chom.2015.07.001.

6. Liu S, Cai X, Wu J, Cong Q, Chen X, Li T, Du F, Ren J, Wu YT, Grishin NV,
Chen ZJ. 2015. Phosphorylation of innate immune adaptor proteins
MAVS, STING, and TRIF induces IRF3 activation. Science 347:aaa2630.
https://doi.org/10.1126/science.aaa2630.

7. Wang Q, Liu X, Cui Y, Tang Y, Chen W, Li S, Yu H, Pan Y, Wang C. 2014.
The E3 ubiquitin ligase AMFR and INSIG1 bridge the activation of TBK1
kinase by modifying the adaptor STING. Immunity 41:919 –933. https://
doi.org/10.1016/j.immuni.2014.11.011.

8. Ishikawa H, Ma Z, Barber GN. 2009. STING regulates intracellular DNA-
mediated, type I interferon-dependent innate immunity. Nature 461:
788 –792. https://doi.org/10.1038/nature08476.

9. Takaoka A, Wang Z, Choi MK, Yanai H, Negishi H, Ban T, Lu Y, Miyagishi
M, Kodama T, Honda K, Ohba Y, Taniguchi T. 2007. DAI (DLM-1/ZBP1) is
a cytosolic DNA sensor and an activator of innate immune response.
Nature 448:501–505. https://doi.org/10.1038/nature06013.

10. Unterholzner L, Keating SE, Baran M, Horan KA, Jensen SB, Sharma S,
Sirois CM, Jin T, Latz E, Xiao TS, Fitzgerald KA, Paludan SR, Bowie AG.
2010. IFI16 is an innate immune sensor for intracellular DNA. Nat Im-
munol 11:997–1004. https://doi.org/10.1038/ni.1932.

11. Kim T, Pazhoor S, Bao M, Zhang Z, Hanabuchi S, Facchinetti V, Bover L,
Plumas J, Chaperot L, Qin J, Liu YJ. 2010. Aspartate-glutamate-alanine-
histidine box motif (DEAH)/RNA helicase A helicases sense microbial
DNA in human plasmacytoid dendritic cells. Proc Natl Acad Sci U S A
107:15181–15186. https://doi.org/10.1073/pnas.1006539107.

12. Zhang Z, Yuan B, Bao M, Lu N, Kim T, Liu YJ. 2011. The helicase DDX41
senses intracellular DNA mediated by the adaptor STING in dendritic
cells. Nat Immunol 12:959 –965. https://doi.org/10.1038/ni.2091.

13. Zhang X, Brann TW, Zhou M, Yang J, Oguariri RM, Lidie KB, Imamichi H,
Huang DW, Lempicki RA, Baseler MW, Veenstra TD, Young HA, Lane HC,
Imamichi T. 2011. Cutting edge: Ku70 is a novel cytosolic DNA sensor
that induces type III rather than type I IFN. J Immunol 186:4541– 4545.
https://doi.org/10.4049/jimmunol.1003389.

14. Ferguson BJ, Mansur DS, Peters NE, Ren H, Smith GL. 2012. DNA-PK is a
DNA sensor for IRF-3-dependent innate immunity. Elife 1:e00047.
https://doi.org/10.7554/eLife.00047.

15. Kondo T, Kobayashi J, Saitoh T, Maruyama K, Ishii KJ, Barber GN, Komatsu
K, Akira S, Kawai T. 2013. DNA damage sensor MRE11 recognizes cyto-
solic double-stranded DNA and induces type I interferon by regulating
STING trafficking. Proc Natl Acad Sci U S A 110:2969 –2974. https://doi
.org/10.1073/pnas.1222694110.

16. Burdette DL, Vance RE. 2013. STING and the innate immune response to

nucleic acids in the cytosol. Nat Immunol 14:19 –26. https://doi.org/10
.1038/ni.2491.

17. Paludan SR, Bowie AG. 2013. Immune sensing of DNA. Immunity 38:
870 – 880. https://doi.org/10.1016/j.immuni.2013.05.004.

18. Antoine G, Scheiflinger F, Dorner F, Falkner FG. 1998. The complete
genomic sequence of the modified vaccinia Ankara strain: comparison
with other orthopoxviruses. Virology 244:365–396. https://doi.org/10
.1006/viro.1998.9123.

19. Meisinger-Henschel C, Schmidt M, Lukassen S, Linke B, Krause L, Koni-
etzny S, Goesmann A, Howley P, Chaplin P, Suter M, Hausmann J. 2007.
Genomic sequence of chorioallantois vaccinia virus Ankara, the ancestor
of modified vaccinia virus Ankara. J Gen Virol 88:3249 –3259. https://doi
.org/10.1099/vir.0.83156-0.

20. Peters NE, Ferguson BJ, Mazzon M, Fahy AS, Krysztofinska E, Arribas-
Bosacoma R, Pearl LH, Ren H, Smith GL. 2013. A mechanism for the
inhibition of DNA-PK-mediated DNA sensing by a virus. PLoS Pathog
9:e1003649. https://doi.org/10.1371/journal.ppat.1003649.

21. Fahy AS, Clark RH, Glyde EF, Smith GL. 2008. Vaccinia virus protein
C16 acts intracellularly to modulate the host response and promote
virulence. J Gen Virol 89:2377–2387. https://doi.org/10.1099/vir.0
.2008/004895-0.

22. Smith GL, Benfield CT, Maluquer de Motes C, Mazzon M, Ember SW,
Ferguson BJ, Sumner RP. 2013. Vaccinia virus immune evasion: mecha-
nisms, virulence, and immunogenicity. J Gen Virol 94:2367–2392. https://
doi.org/10.1099/vir.0.055921-0.

23. Schroder M, Baran M, Bowie AG. 2008. Viral targeting of DEAD box
protein 3 reveals its role in TBK1/IKK�-mediated IRF activation. EMBO J
27:2147–2157. https://doi.org/10.1038/emboj.2008.143.

24. Unterholzner L, Sumner RP, Baran M, Ren H, Mansur DS, Bourke NM,
Randow F, Smith GL, Bowie AG. 2011. Vaccinia virus protein C6 is a
virulence factor that binds TBK-1 adaptor proteins and inhibits activation
of IRF3 and IRF7. PLoS Pathog 7:e1002247. https://doi.org/10.1371/
journal.ppat.1002247.

25. Ferguson BJ, Benfield CT, Ren H, Lee VH, Frazer GL, Strnadova P, Sumner
RP, Smith GL. 2013. Vaccinia virus protein N2 is a nuclear IRF3 inhibitor
that promotes virulence. J Gen Virol 94:2070 –2081. https://doi.org/10
.1099/vir.0.054114-0.

26. Mankan AK, Schmidt T, Chauhan D, Goldeck M, Honing K, Gaidt M,
Kubarenko AV, Andreeva L, Hopfner KP, Hornung V. 2014. Cytosolic
RNA:DNA hybrids activate the cGAS-STING axis. EMBO J 33:2937–2946.
https://doi.org/10.15252/embj.201488726.

27. Chahroudi A, Garber DA, Reeves P, Liu L, Kalman D, Feinberg MB. 2006.
Differences and similarities in viral life cycle progression and host cell
physiology after infection of human dendritic cells with modified vac-
cinia virus Ankara and vaccinia virus. J Virol 80:8469 – 8481. https://doi
.org/10.1128/JVI.02749-05.

28. Guzman E, Cubillos-Zapata C, Cottingham MG, Gilbert SC, Prentice H,
Charleston B, Hope JC. 2012. Modified vaccinia virus Ankara-based
vaccine vectors induce apoptosis in dendritic cells draining from the skin
via both the extrinsic and intrinsic caspase pathways, preventing effi-
cient antigen presentation. J Virol 86:5452–5466. https://doi.org/10
.1128/JVI.00264-12.

29. Jonsson KL, Laustsen A, Krapp C, Skipper KA, Thavachelvam K, Hotter
D, Egedal JH, Kjolby M, Mohammadi P, Prabakaran T, Sorensen LK,
Sun C, Jensen SB, Holm CK, Lebbink RJ, Johannsen M, Nyegaard M,
Mikkelsen JG, Kirchhoff F, Paludan SR, Jakobsen MR. 2017. IFI16 is
required for DNA sensing in human macrophages by promoting
production and function of cGAMP. Nat Commun 8:14391. https://
doi.org/10.1038/ncomms14391.

Vaccinia Virus Inhibition of DNA Sensing Journal of Virology

May 2018 Volume 92 Issue 10 e02145-17 jvi.asm.org 13

 on F
ebruary 28, 2019 by guest

http://jvi.asm
.org/

D
ow

nloaded from
 

https://doi.org/10.1016/j.immuni.2013.05.007
https://doi.org/10.1016/j.immuni.2013.05.007
https://doi.org/10.1126/science.1232458
https://doi.org/10.1126/science.1229963
https://doi.org/10.1126/science.1229963
https://doi.org/10.1038/nature12306
https://doi.org/10.1016/j.chom.2015.07.001
https://doi.org/10.1126/science.aaa2630
https://doi.org/10.1016/j.immuni.2014.11.011
https://doi.org/10.1016/j.immuni.2014.11.011
https://doi.org/10.1038/nature08476
https://doi.org/10.1038/nature06013
https://doi.org/10.1038/ni.1932
https://doi.org/10.1073/pnas.1006539107
https://doi.org/10.1038/ni.2091
https://doi.org/10.4049/jimmunol.1003389
https://doi.org/10.7554/eLife.00047
https://doi.org/10.1073/pnas.1222694110
https://doi.org/10.1073/pnas.1222694110
https://doi.org/10.1038/ni.2491
https://doi.org/10.1038/ni.2491
https://doi.org/10.1016/j.immuni.2013.05.004
https://doi.org/10.1006/viro.1998.9123
https://doi.org/10.1006/viro.1998.9123
https://doi.org/10.1099/vir.0.83156-0
https://doi.org/10.1099/vir.0.83156-0
https://doi.org/10.1371/journal.ppat.1003649
https://doi.org/10.1099/vir.0.2008/004895-0
https://doi.org/10.1099/vir.0.2008/004895-0
https://doi.org/10.1099/vir.0.055921-0
https://doi.org/10.1099/vir.0.055921-0
https://doi.org/10.1038/emboj.2008.143
https://doi.org/10.1371/journal.ppat.1002247
https://doi.org/10.1371/journal.ppat.1002247
https://doi.org/10.1099/vir.0.054114-0
https://doi.org/10.1099/vir.0.054114-0
https://doi.org/10.15252/embj.201488726
https://doi.org/10.1128/JVI.02749-05
https://doi.org/10.1128/JVI.02749-05
https://doi.org/10.1128/JVI.00264-12
https://doi.org/10.1128/JVI.00264-12
https://doi.org/10.1038/ncomms14391
https://doi.org/10.1038/ncomms14391
http://jvi.asm.org
http://jvi.asm.org/


30. Morchikh M, Cribier A, Raffel R, Amraoui S, Cau J, Severac D, Dubois E,
Schwartz O, Bennasser Y, Benkirane M. 2017. HEXIM1 and NEAT1 long
non-coding RNA form a multi-subunit complex that regulates DNA-
mediated innate immune response. Mol Cell 67:387–399. https://doi
.org/10.1016/j.molcel.2017.06.020.

31. Perkus ME, Goebel SJ, Davis SW, Johnson GP, Norton EK, Paoletti E. 1991.
Deletion of 55 open reading frames from the termini of vaccinia virus.
Virology 180:406 – 410. https://doi.org/10.1016/0042-6822(91)90047-F.

32. Veyer DL, Maluquer de Motes C, Sumner RP, Ludwig L, Johnson BF,
Smith GL. 2014. Analysis of the antiapoptotic activity of four vaccinia
virus proteins demonstrates that B13 is the most potent inhibitor in
isolation and during viral infection. J Gen Virol 95:2757–2768. https://
doi.org/10.1099/vir.0.068833-0.

33. Dai P, Wang W, Cao H, Avogadri F, Dai L, Drexler I, Joyce JA, Li XD, Chen
Z, Merghoub T, Shuman S, Deng L. 2014. Modified vaccinia virus Ankara
triggers type I IFN production in murine conventional dendritic cells via
a cGAS/STING-mediated cytosolic DNA-sensing pathway. PLoS Pathog
10:e1003989. https://doi.org/10.1371/journal.ppat.1003989.

34. Meyer H, Sutter G, Mayr A. 1991. Mapping of deletions in the genome of
the highly attenuated vaccinia virus MVA and their influence on viru-
lence. J Gen Virol 72(Pt 5):1031–1038. https://doi.org/10.1099/0022-1317
-72-5-1031.

35. Sutter G, Moss B. 1992. Nonreplicating vaccinia vector efficiently ex-
presses recombinant genes. Proc Natl Acad Sci U S A 89:10847–10851.
https://doi.org/10.1073/pnas.89.22.10847.

36. Veyer DL, Carrara G, Maluquer de Motes C, Smith GL. 2017. Vaccinia virus
evasion of regulated cell death. Immunol Lett 186:68 – 80. https://doi
.org/10.1016/j.imlet.2017.03.015.

37. Fagan-Garcia K, Barry M. 2011. A vaccinia virus deletion mutant reveals
the presence of additional inhibitors of NF-�B. J Virol 85:883– 894.
https://doi.org/10.1128/JVI.01267-10.

38. Mansur DS, Maluquer de Motes C, Unterholzner L, Sumner RP, Ferguson
BJ, Ren H, Strnadova P, Bowie AG, Smith GL. 2013. Poxvirus targeting of
E3 ligase beta-TrCP by molecular mimicry: a mechanism to inhibit NF-�B
activation and promote immune evasion and virulence. PLoS Pathog
9:e1003183. https://doi.org/10.1371/journal.ppat.1003183.

39. Neidel S, Maluquer de Motes C, Mansur DS, Strnadova P, Smith GL,
Graham SC. 2015. Vaccinia virus protein A49 is an unexpected member
of the B-cell lymphoma (Bcl)-2 protein family. J Biol Chem 290:
5991– 6002. https://doi.org/10.1074/jbc.M114.624650.

40. Sumner RP, Maluquer de Motes C, Veyer DL, Smith GL. 2014. Vaccinia virus
inhibits NF-�B-dependent gene expression downstream of p65 transloca-
tion. J Virol 88:3092–3102. https://doi.org/10.1128/JVI.02627-13.

41. Fu YZ, Su S, Gao YQ, Wang PP, Huang ZF, Hu MM, Luo WW, Li S, Luo MH,
Wang YY, Shu HB. 2017. Human cytomegalovirus tegument protein
UL82 inhibits STING-mediated signaling to evade antiviral immunity. Cell
Host Microbe 21:231–243. https://doi.org/10.1016/j.chom.2017.01.001.

42. Ma Z, Jacobs SR, West JA, Stopford C, Zhang Z, Davis Z, Barber GN,
Glaunsinger BA, Dittmer DP, Damania B. 2015. Modulation of the cGAS-
STING DNA sensing pathway by gammaherpesviruses. Proc Natl Acad
Sci U S A 112:E4306 –E4315. https://doi.org/10.1073/pnas.1503831112.

43. Lau L, Gray EE, Brunette RL, Stetson DB. 2015. DNA tumor virus onco-
genes antagonize the cGAS-STING DNA-sensing pathway. Science 350:
568 –571. https://doi.org/10.1126/science.aab3291.

44. Aguirre S, Maestre AM, Pagni S, Patel JR, Savage T, Gutman D, Maringer
K, Bernal-Rubio D, Shabman RS, Simon V, Rodriguez-Madoz JR, Mulder
LC, Barber GN, Fernandez-Sesma A. 2012. DENV inhibits type I IFN
production in infected cells by cleaving human STING. PLoS Pathog
8:e1002934. https://doi.org/10.1371/journal.ppat.1002934.

45. Yu CY, Chang TH, Liang JJ, Chiang RL, Lee YL, Liao CL, Lin YL. 2012.
Dengue virus targets the adaptor protein MITA to subvert host innate
immunity. PLoS Pathog 8:e1002780. https://doi.org/10.1371/journal
.ppat.1002780.

46. Wu JJ, Li W, Shao Y, Avey D, Fu B, Gillen J, Hand T, Ma S, Liu X, Miley W,
Konrad A, Neipel F, Sturzl M, Whitby D, Li H, Zhu F. 2015. Inhibition of
cGAS DNA sensing by a herpesvirus virion protein. Cell Host Microbe
18:333–344. https://doi.org/10.1016/j.chom.2015.07.015.

47. Zhang G, Chan B, Samarina N, Abere B, Weidner-Glunde M, Buch A, Pich
A, Brinkmann MM, Schulz TF. 2016. Cytoplasmic isoforms of Kaposi
sarcoma herpesvirus LANA recruit and antagonize the innate immune
DNA sensor cGAS. Proc Natl Acad Sci U S A 113:E1034 –E1043. https://
doi.org/10.1073/pnas.1516812113.

48. Ahn J, Gutman D, Saijo S, Barber GN. 2012. STING manifests self DNA-
dependent inflammatory disease. Proc Natl Acad Sci U S A 109:
19386 –19391. https://doi.org/10.1073/pnas.1215006109.

49. Wang H, Hu S, Chen X, Shi H, Chen C, Sun L, Chen ZJ. 2017. cGAS is
essential for the antitumor effect of immune checkpoint blockade.
Proc Natl Acad Sci U S A 114:1637–1642. https://doi.org/10.1073/pnas
.1621363114.

50. Woo SR, Fuertes MB, Corrales L, Spranger S, Furdyna MJ, Leung MY,
Duggan R, Wang Y, Barber GN, Fitzgerald KA, Alegre ML, Gajewski TF.
2014. STING-dependent cytosolic DNA sensing mediates innate immune
recognition of immunogenic tumors. Immunity 41:830 – 842. https://doi
.org/10.1016/j.immuni.2014.10.017.

51. Xia T, Konno H, Ahn J, Barber GN. 2016. Deregulation of STING signaling
in colorectal carcinoma constrains DNA damage responses and corre-
lates with tumorigenesis. Cell Rep 14:282–297. https://doi.org/10.1016/
j.celrep.2015.12.029.

52. Gao D, Wu J, Wu YT, Du F, Aroh C, Yan N, Sun L, Chen ZJ. 2013. Cyclic
GMP-AMP synthase is an innate immune sensor of HIV and other
retroviruses. Science 341:903–906. https://doi.org/10.1126/science
.1240933.

53. Schaller T, Ocwieja KE, Rasaiyaah J, Price AJ, Brady TL, Roth SL, Hue S,
Fletcher AJ, Lee K, KewalRamani VN, Noursadeghi M, Jenner RG, James
LC, Bushman FD, Towers GJ. 2011. HIV-1 capsid-cyclophilin interactions
determine nuclear import pathway, integration targeting and replication
efficiency. PLoS Pathog 7:e1002439. https://doi.org/10.1371/journal.ppat
.1002439.

54. Zufferey R, Nagy D, Mandel RJ, Naldini L, Trono D. 1997. Multiply
attenuated lentiviral vector achieves efficient gene delivery in vivo. Nat
Biotechnol 15:871– 875. https://doi.org/10.1038/nbt0997-871.

Georgana et al. Journal of Virology

May 2018 Volume 92 Issue 10 e02145-17 jvi.asm.org 14

 on F
ebruary 28, 2019 by guest

http://jvi.asm
.org/

D
ow

nloaded from
 

https://doi.org/10.1016/j.molcel.2017.06.020
https://doi.org/10.1016/j.molcel.2017.06.020
https://doi.org/10.1016/0042-6822(91)90047-F
https://doi.org/10.1099/vir.0.068833-0
https://doi.org/10.1099/vir.0.068833-0
https://doi.org/10.1371/journal.ppat.1003989
https://doi.org/10.1099/0022-1317-72-5-1031
https://doi.org/10.1099/0022-1317-72-5-1031
https://doi.org/10.1073/pnas.89.22.10847
https://doi.org/10.1016/j.imlet.2017.03.015
https://doi.org/10.1016/j.imlet.2017.03.015
https://doi.org/10.1128/JVI.01267-10
https://doi.org/10.1371/journal.ppat.1003183
https://doi.org/10.1074/jbc.M114.624650
https://doi.org/10.1128/JVI.02627-13
https://doi.org/10.1016/j.chom.2017.01.001
https://doi.org/10.1073/pnas.1503831112
https://doi.org/10.1126/science.aab3291
https://doi.org/10.1371/journal.ppat.1002934
https://doi.org/10.1371/journal.ppat.1002780
https://doi.org/10.1371/journal.ppat.1002780
https://doi.org/10.1016/j.chom.2015.07.015
https://doi.org/10.1073/pnas.1516812113
https://doi.org/10.1073/pnas.1516812113
https://doi.org/10.1073/pnas.1215006109
https://doi.org/10.1073/pnas.1621363114
https://doi.org/10.1073/pnas.1621363114
https://doi.org/10.1016/j.immuni.2014.10.017
https://doi.org/10.1016/j.immuni.2014.10.017
https://doi.org/10.1016/j.celrep.2015.12.029
https://doi.org/10.1016/j.celrep.2015.12.029
https://doi.org/10.1126/science.1240933
https://doi.org/10.1126/science.1240933
https://doi.org/10.1371/journal.ppat.1002439
https://doi.org/10.1371/journal.ppat.1002439
https://doi.org/10.1038/nbt0997-871
http://jvi.asm.org
http://jvi.asm.org/

	RESULTS
	PMA-differentiated THP-1 cells activate IRF-3 in response to MVA, but not COP or WR, infection. 
	IRF-3 activation in response to MVA infection requires the cGAS-STING axis. 
	COP and WR suppress IRF-3 activation induced by exogenous DNA. 
	COP and WR inhibit STING phosphorylation in response to DNA. 
	COP and WR inhibit STING dimerization. 
	The VACV deletion mutant vv811 inhibits STING activation. 
	VACV inhibits STING activation in response to cGAMP. 
	Cowpox and Ectromelia virus prevent STING activation. 

	DISCUSSION
	MATERIALS AND METHODS
	Cells, reagents, and viruses. 
	Reporter gene assays. 
	Quantitative PCR. 
	ELISA. 
	IFN bioassay. 
	Generation of cell lines depleted for cGAS and STING. 
	SDS-PAGE and immunoblotting. 
	STING dimerization. 
	Statistical analysis. 

	ACKNOWLEDGMENTS
	REFERENCES

