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Figure S1

ITC thermogram of interactions between RBM10 RRM1-ZnF and CUGUGGA mutants. Raw
data (upper panel), binding isotherm (lower panel). Kgs are reported.



Supplementary Tables (provided as separate documents)

Table S1 — Heptamers (7-mers) and enrichment scores (Z-score) in RNAcompete probe sets for
RBM10 RRM1-ZnF-RRM2.

Table S2 — Heptamers (7-mers) and enrichment scores (Z-score) in RNAcompete probe sets for
RBM10 RRM1-ZnF.

Table S3 — RBM10-regulated cassette exons identified by ExpressionPlot.

Table S4 — T1 and T2 values for RBM10 constructs.





